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Supporting Information S1. The benchmark dataset used to train and test the 
model for predicting the sites of multiple K-PTM types in proteins. It contains 
6,394 samples of 27-tuple peptides. The 1st column in the table below is for the 
code of a sample. The 2nd and 3rd columns for the protein and its site where the 
sample is extracted. The 4th column for the sample’s detailed sequence. Columns 
5-8 indicate the PTM attributes, with “+” or “−” under 𝕊𝕊(1), 𝕊𝕊(2), 𝕊𝕊(3) or 𝕊𝕊(4) 
meaning the corresponding sample belonging or not belonging to “acetylation”, 
"crotonylation”, “methylation”, or “succinylation”, respectively. As indicated by the 
marks in columns 5-8, there are 1,750 samples not belonging to any of the four 
K-PTM types, 3,895 samples belonging to one type of K-PTM, 740 to two types, 9 
to three types, and none to all the four types. See the main text for further 
explanation. 
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CAVSSIRTLRQLGKKTVVVNCNPETVS 
KAQTAHIVLEDGTKMKGYSFGHPSSVA 
QTAHIVLEDGTKMKGYSFGHPSSVAGE 
APDTTALDELGLSKYLESNGIKVSGLL 
LATKSLGQWLQEEKVPAIYGVDTRMLT 
VPAIYGVDTRMLTKIIRDKGTMLGKIE 
LTKIIRDKGTMLGKIEFEGQPVDFVDP 
EFEGQPVDFVDPNKQNLIAEVSTKDVK 
DPNKQNLIAEVSTKDVKVYGKGNPTKV 
KQNLIAEVSTKDVKVYGKGNPTKVVAV 
IAEVSTKDVKVYGKGNPTKVVAVDCGI 
TKDVKVYGKGNPTKVVAVDCGIKNNVI 
GNPTKVVAVDCGIKNNVIRLLVKRGAE 
NPALAEPLIQNVRKILESDRKEPLFGI 
LIQNVRKILESDRKEPLFGISTGNLIT 
STGNLITGLAAGAKTYKMSMANRGQNQ 
NLITGLAAGAKTYKMSMANRGQNQPVL 
TEYLFDSFFSLIKKGKATTITSVLPKP 
YLFDSFFSLIKKGKATTITSVLPKPAL 
KKGKATTITSVLPKPALVASRVEVSKV 
EFDYSGSQAVKAMKEENVKTVLMNPNI 
GSQAVKAMKEENVKTVLMNPNIASVQT 
GGQTALNCGVELFKRGVLKEYGVKVLG 
LNCGVELFKRGVLKEYGVKVLGTSVES 
ELFKRGVLKEYGVKVLGTSVESIMATE 
SIMATEDRQLFSDKLNEINEKIAPSFA 
RQLFSDKLNEINEKIAPSFAVESIEDA 
APSFAVESIEDALKAADTIGYPVMIRS 
ICPNRETLMDLSTKAFAMTNQILVEKS 
TNQILVEKSVTGWKEIEYEVVRDADDN 
AAKIALGIPLPEIKNVVSGKTSACFEP 
GIPLPEIKNVVSGKTSACFEPSLDYMV 
SACFEPSLDYMVTKIPRWDLDRFHGTS 
RFHGTSSRIGSSMKSVGEVMAIGRTFE 
VMAIGRTFEESFQKALRMCHPSIEGFT 
PSIEGFTPRLPMNKEWPSNLDLRKELS 
PMNKEWPSNLDLRKELSEPSSTRIYAI 
LSEPSSTRIYAIAKAIDDNMSLDEIEK 
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MSLDEIEKLTYIDKWFLYKMRDILNME 
WFLYKMRDILNMEKTLKGLNSESMTEE 
YKMRDILNMEKTLKGLNSESMTEETLK 
NSESMTEETLKRAKEIGFSDKQISKCL 
ETLKRAKEIGFSDKQISKCLGLTEAQT 
RAKEIGFSDKQISKCLGLTEAQTRELR 
GLTEAQTRELRLKKNIHPWVKQIDTLA 
PNNLAVPLYKNGVKIMGTSPLQIDRAE 
EDRSIFSAVLDELKVAQAPWKAVNTLN 
GSAMNVVFSEDEMKKFLEEATRVSQEH 
ATRVSQEHPVVLTKFVEGAREVEMDAV 
VEGAREVEMDAVGKDGRVISHAISEHV 
MLPTQTISQGAIEKVKDATRKIAKAFA 
AIEKVKDATRKIAKAFAISGPFNVQFL 
CNLRASRSFPFVSKTLGVDFIDVATKV 
VATKVMIGENVDEKHLPTLDHPIIPAD 
HTAFLKAMLSTGFKIPQKGILIGIQQS 
LKAMLSTGFKIPQKGILIGIQQSFRPR 
SIDLVINLPNNNTKFVHDNYVIRRTAV 
DSGIPLLTNFQVTKLFAEAVQKSRKVD 
NFQVTKLFAEAVQKSRKVDSKSLFHYR 
FAEAVQKSRKVDSKSLFHYRQYSAGKA 
PGRDRRTEEENLRKKGEPHHELPPGST 
YGFRLGFLHSGTAKSVTCTYSPALNKM 
KGEPHHELPPGSTKRALPNNTSSSPQP 
LPNNTSSSPQPKKKPLDGEYFTLQIRG 
KEPGGSRAHSSHLKSKKGQSTSRHKKL 
PGGSRAHSSHLKSKKGQSTSRHKKLMF 
GGSRAHSSHLKSKKGQSTSRHKKLMFK 
HLKSKKGQSTSRHKKLMFKTEGPDSDD 
LKSKKGQSTSRHKKLMFKTEGPDSDDD 
ISGLIYEETRGVLKVFLENVIRDAVTY 
MMMMMMMMMSGRGKGGKGLGKGGAKRH 
MMMMMMSGRGKGGKGLGKGGAKRHRKV 
MMSGRGKGGKGLGKGGAKRHRKVLRDN 
RGKGGKGLGKGGAKRHRKVLRDNIQGI 
GKGLGKGGAKRHRKVLRDNIQGITKPA 
HRKVLRDNIQGITKPAIRRLARRGGVK 
RKTVTAMDVVYALKRQGRTLYGFGGGG 
SQTQGGGSVTKKRKLESTESRSSFSQH 
TPLSPTRITRLQEKEDLQELNDRLAVY 
VAKERARLQLELSKVREEFKELKARNT 
REEFKELKARNTKKEGDLIAAQARLKD 
KKEGDLIAAQARLKDLEALLNSKEAAL 
NSKEAALSTALSEKRTLEGELHDLRGQ 
LEGELHDLRGQVAKLEAALGEAKKQLQ 
LRRVDAENRLQTMKEELDFQKNIYSEE 
ELRAQHEDQVEQYKKELEKTYSAKLDN 
EQYKKELEKTYSAKLDNARQSAERNSN 
RIDSLSAQLSQLQKQLAAKEAKLRDLE 
SGRVAVEEVDEEGKFVRLRNKSNEDQS 
EVDEEGKFVRLRNKSNEDQSMGNWQIK 
DRGYISPYFINTSKGQKCEFQDAYVLL 
LAPHLTRAYAKDVKFGADARALMLQGV 
VIIEQSWGSPKVTKDGVTVAKSIDLKD 
GSPKVTKDGVTVAKSIDLKDKYKNIGA 
TKDGVTVAKSIDLKDKYKNIGAKLVQD 
VTVAKSIDLKDKYKNIGAKLVQDVANN 
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102 
299 
613 
850 
860 
975 
1024 
1249 
1357 
1392 
1404 
1410 
1459 
1638 
1669 
1793 
1802 
1845 
210 
70 

GTTTATVLARSIAKEGFEKISKGANPV 
TVLARSIAKEGFEKISKGANPVEIRRG 
ARSIAKEGFEKISKGANPVEIRRGVML 
GVMLAVDAVIAELKKQSKPVTTPEEIA 
GDKEIGNIISDAMKKVGRKGVITVKDG 
AMKKVGRKGVITVKDGKTLNDELEIIE 
KVGRKGVITVKDGKTLNDELEIIEGMK 
KTLNDELEIIEGMKFDRGYISPYFINT 
YISPYFINTSKGQKCEFQDAYVLLSEK 
KCEFQDAYVLLSEKKISSIQSIVPALE 
CEFQDAYVLLSEKKISSIQSIVPALEI 
SIVPALEIANAHRKPLVIIAEDVDGEA 
DGEALSTLVLNRLKVGLQVVAVKAPGF 
LNRLKVGLQVVAVKAPGFGDNRKNQLK 
KAPGFGDNRKNQLKDMAIATGGAVFGE 
PHDLGKVGEVIVTKDDAMLLKGKGDKA 
GEVIVTKDDAMLLKGKGDKAQIEKRIQ 
EQLDVTTSEYEKEKLNERLAKLSDGVA 
SEYEKEKLNERLAKLSDGVAVLKVGGT 
PANEDQKIGIEIIKRTLKIPAMTIAKN 
IKRTLKIPAMTIAKNAGVEGSLIVEKI 
ATEKDLAEDAPWKKIQQNTFTRWCNEH 
QHIAKSPFEVYVDKSQGDASKVTAQGP 
VRVKETADFKVYTKGAGSGELKVTVKG 
VAVNKPAEFTVDAKHGGKAPLRVQVQD 
HPNKVKVYGPGVAKTGLKAHEPTYFTV 
FDIIRNDNDTFTVKYTPRGAGSYTIMV 
FADQATPTSPIRVKVEPSHDASKVKAE 
THFTVNAKAAGKGKLDVQFSGLTKGDA 
PLEAVAPTKPSKVKAFGPGLQGGSAGS 
RVHGPGIQSGTTNKPNKFTVETRGAGT 
YGDEEVPRSPFKVKVLPTHDASKVKAS 
DASKVVAKGLGLSKAYVGQKSSFTVDC 
AKGLGLSKAYVGQKSSFTVDCSKAGNN 
VHGPRTPCEEILVKHVGSRLYSVSYLL 
HVGSRLYSVSYLLKDKGEYTLVVKWGD 
TDQASMPDNTAAQKVSHLLGINVTDFT 
MMMMMMMAQQAADKYLYVDKNFINNPL 
LTCLNEASVLHNLKERYYSGLIYTYSG 
EHLKTDLLLEPYNKYRFLSNGHVTIPG 
LHQSSDKFVSELWKDVDRIIGLDQVAG 
LLQVSRQEEEMMAKEEELVKVREKQLA 
MMAKEEELVKVREKQLAAENRLTEMET 
LQLEKVTTEAKLKKLEEEQIILEDQNC 
EEEKSKSLAKLKNKHEAMITDLEERLR 
LLQGKGDSEHKRKKVEAQLQELQVKFN 
QLEEEEEAKHNLEKQIATLHAQVADMK 
CLETAEEVKRKLQKDLEGLSQRHEEKV 
QKDLEGLSQRHEEKVAAYDKLEKTKTR 
LSQRHEEKVAAYDKLEKTKTRLQQELD 
FDQLLAEEKTISAKYAEERDRAEAEAR 
HIDSANKNRDEAIKQLRKLQAQMKDCM 
DTRASREEILAQAKENEKKLKSMEAEM 
RQQLERQNKELKVKLQEMEGTVKSKYK 
ELKVKLQEMEGTVKSKYKASITALEAK 
AACKQVRRTEKKLKDVLLQVDDERRNA 
GNNILHSIMMSAAKFGMHLQAATPKGY 
LWLSADLKFRIKQKGEYLPLLQGKSLG 
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80 
88 
144 
221 
231 
238 
243 
274 
289 
292 
307 
5 
10 
15 
19 
24 
28 
37 
38 
57 
65 
80 
116 
123 
129 
4 
10 
92 
123 
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444 
68 
84 
110 
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183 
187 
191 
200 
211 
326 
346 
352 
363 
365 
386 
390 
399 
415 
457 
477 
480 
503 
527 
545 
548 
1468 

IKQKGEYLPLLQGKSLGMIFEKRSTRT 
PLLQGKSLGMIFEKRSTRTRLSTETGF 
LSSMADAVLARVYKQSDLDTLAKEASI 
AAKFGMHLQAATPKGYEPDASVTKLAE 
ATPKGYEPDASVTKLAEQYAKENGTKL 
PDASVTKLAEQYAKENGTKLLLTNDPL 
TKLAEQYAKENGTKLLLTNDPLEAAHG 
ITDTWISMGQEEEKKKRLQAFQGYQVT 
KRLQAFQGYQVTMKTAKVAASDWTFLH 
QAFQGYQVTMKTAKVAASDWTFLHCLP 
AASDWTFLHCLPRKPEEVDDEVFYSPR 
MMMMMMMMMMARTKQTARKSTGGKAPR 
MMMMMARTKQTARKSTGGKAPRKQLAT 
ARTKQTARKSTGGKAPRKQLATKAARK 
QTARKSTGGKAPRKQLATKAARKSAPA 
STGGKAPRKQLATKAARKSAPATGGVK 
KAPRKQLATKAARKSAPATGGVKKPHR 
KAARKSAPATGGVKKPHRYRPGTVALR 
AARKSAPATGGVKKPHRYRPGTVALRE 
PGTVALREIRRYQKSTELLIRKLPFQR 
IRRYQKSTELLIRKLPFQRLVREIAQD 
PFQRLVREIAQDFKTDLRFQSSAVMAL 
GLFEDTNLCAIHAKRVTIMPKDIQLAR 
LCAIHAKRVTIMPKDIQLARRIRGERA 
RTLVVHEKADDLGKGGNEESTKTGNAG 
MMMMMMMMMMMATKAVCVLKGDGPVQG 
MMMMMATKAVCVLKGDGPVQGIINFEQ 
ERHVGDLGNVTADKDGVADVSIEDSVI 
DHCIIGRTLVVHEKADDLGKGGNEEST 
ADDLGKGGNEESTKTGNAGSRLACGVI 
NAGGVTVSYFEWLKNLNHVSYGRLTFK 
EAVADREDDPNFFKMVEGFFDRGASIV 
EGFFDRGASIVEDKLVEDLRTRESEEQ 
QKRNRVRGILRIIKPCNHVLSLSFPIR 
GIRYSTDVSVDEVKALASLMTYKCAVV 
VDEVKALASLMTYKCAVVDVPFGGAKA 
YKCAVVDVPFGGAKAGVKINPKNYTDN 
VVDVPFGGAKAGVKINPKNYTDNELEK 
PFGGAKAGVKINPKNYTDNELEKITRR 
KINPKNYTDNELEKITRRFTMELAKKG 
LEKITRRFTMELAKKGFIGPGIDVPAP 
GLHSMRYLHRFGAKCIAVGESDGSIWN 
SDGSIWNPDGIDPKELEDFKLQHGSIL 
NPDGIDPKELEDFKLQHGSILGFPKAK 
DFKLQHGSILGFPKAKPYEGSILEADC 
KLQHGSILGFPKAKPYEGSILEADCDI 
EADCDILIPAASEKQLTKSNAPRVKAK 
DILIPAASEKQLTKSNAPRVKAKIIAE 
KQLTKSNAPRVKAKIIAEGANGPTTPE 
AEGANGPTTPEADKIFLERNIMVIPDL 
KNLNHVSYGRLTFKYERDSNYHLLMSV 
YHLLMSVQESLERKFGKHGGTIPIVPT 
LMSVQESLERKFGKHGGTIPIVPTAEF 
TAEFQDRISGASEKDIVHSGLAYTMER 
MERSARQIMRTAMKYNLGLDLRTAAYV 
LDLRTAAYVNAIEKVFKVYNEAGVTFT 
RTAAYVNAIEKVFKVYNEAGVTFTTTT 
QKIPKPKRLQEWYKKMLDKAVSERIVH 
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213 
214 
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216 
217 
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221 
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228 
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Q09472 
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418 
423 
636 
977 
1020 
1024 
1180 
1336 
1473 
1499 
1542 
1546 
1549 
1554 
1555 
1558 
1560 
1583 
1699 
1704 
1707 
325 
108 
246 
319 
328 
512 
524 
561 
589 
597 
601 
19 
24 
28 
37 
38 
80 
151 
62 
66 
89 
166 
266 
270 
305 
322 
433 
475 
498 
262 
5 
60 
64 
71 
89 
92 
126 

NCTRHDCPVCLPLKNAGDKRNQQPILT 
DCPVCLPLKNAGDKRNQQPILTGAPVG 
ANNRAEYYHLLAEKIYKIQKELEEKRR 
SQAIAEKQPSQEVKMEAKMEVDQPEPA 
MESTETEERSTELKTEIKEEEDQPSTS 
ETEERSTELKTEIKEEEDQPSTSATQS 
KLEFSPQTLCCYGKQLCTIPRDATYYS 
VRVVHASDKTVEVKPGMKARFVDSGEM 
PKRLQEWYKKMLDKAVSERIVHDYKDI 
IFKQATEDRLTSAKELPYFEGDFWPNV 
REENTSNESTDVTKGDSKNAKKKNNKK 
TSNESTDVTKGDSKNAKKKNNKKTSKN 
ESTDVTKGDSKNAKKKNNKKTSKNKSS 
TKGDSKNAKKKNNKKTSKNKSSLSRGN 
KGDSKNAKKKNNKKTSKNKSSLSRGNK 
SKNAKKKNNKKTSKNKSSLSRGNKKKP 
NAKKKNNKKTSKNKSSLSRGNKKKPGM 
KPGMPNVSNDLSQKLYATMEKHKEVFF 
CEDYDLCITCYNTKNHDHKMEKLGLGL 
LCITCYNTKNHDHKMEKLGLGLDDESN 
TCYNTKNHDHKMEKLGLGLDDESNNQQ 
GTLDPVEKALRDAKLDKSQIHDIVLVG 
VNDAGRPKVQVEYKGETKSFYPEEVSS 
FDNRMVNHFIAEFKRKHKKDISENKRA 
NADLFRGTLDPVEKALRDAKLDKSQIH 
DPVEKALRDAKLDKSQIHDIVLVGGST 
NKITITNDKGRLSKEDIERMVQEAEKY 
SKEDIERMVQEAEKYKAEDEKQRDKVS 
NMKATVEDEKLQGKINDEDKQKILDKC 
EIINWLDKNQTAEKEEFEHQQKELEKV 
NQTAEKEEFEHQQKELEKVCNPIITKL 
EKEEFEHQQKELEKVCNPIITKLYQSA 
QTARKSTGGKAPRKQLATKAARKSAPS 
STGGKAPRKQLATKAARKSAPSTGGVK 
KAPRKQLATKAARKSAPSTGGVKKPHR 
KAARKSAPSTGGVKKPHRYRPGTVALR 
AARKSAPSTGGVKKPHRYRPGTVALRE 
PFQRLVREIAQDFKTDLRFQSAAIGAL 
ATLKITLDNAYMEKCDENILWLDYKNI 
CTIGPASRSVETLKEMIKSGMNVARLN 
PASRSVETLKEMIKSGMNVARLNFSHG 
FSHGTHEYHAETIKNVRTATESFASDP 
DENILWLDYKNICKVVEVGSKIYVDDG 
EVRKVLGEKGKNIKIISKIENHEGVRR 
VLGEKGKNIKIISKIENHEGVRRFDEI 
VARGDLGIEIPAEKVFLAQKMMIGRCN 
AQKMMIGRCNRAGKPVICATQMLESMI 
SFKCCSGAIIVLTKSGRSAHQVARYRP 
QAHLYRGIFPVLCKDPVQEAWAEDVDL 
DVDLRVNFAMNVGKARGFFKKGDVVIV 
SEFFRSGKYDLDFKSPDDPSRYISPDQ 
MMMMMMMMMMSILKIHAREIFDSRGNP 
LELRDNDKTRYMGKGVSKAVEHINKTI 
DNDKTRYMGKGVSKAVEHINKTIAPAL 
MGKGVSKAVEHINKTIAPALVSKKLNV 
ALVSKKLNVTEQEKIDKLMIEMDGTEN 
SKKLNVTEQEKIDKLMIEMDGTENKSK 
GVSLAVCKAGAVEKGVPLYRHIADLAG 
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P06733 
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P08238 
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Q08426 
Q99497 
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Q99497 
P55072 
P55072 
P55072 
P55072 
P55072 
P55072 
P31040 
P31040 

193 
199 
202 
228 
233 
256 
281 
285 
335 
343 
406 
420 
623 
219 
435 
481 
531 
577 
624 
402 
120 
129 
139 
168 
188 
223 
235 
294 
373 
445 
277 
38 
165 
171 
219 
250 
280 
290 
346 
350 
464 
532 
577 
584 
591 
710 
722 
62 
148 
182 
696 
315 
502 
505 
668 
754 
41 
167 

EAMRIGAEVYHNLKNVIKEKYGKDATN 
AEVYHNLKNVIKEKYGKDATNVGDEGG 
YHNLKNVIKEKYGKDATNVGDEGGFAP 
PNILENKEGLELLKTAIGKAGYTDKVV 
NKEGLELLKTAIGKAGYTDKVVIGMDV 
GMDVAASEFFRSGKYDLDFKSPDDPSR 
SRYISPDQLADLYKSFIKDYPVVSIED 
SPDQLADLYKSFIKDYPVVSIEDPFDQ 
VTNPKRIAKAVNEKSCNCLLLKVNQIG 
KAVNEKSCNCLLLKVNQIGSVTESLQA 
IKTGAPCRSERLAKYNQLLRIEEELGS 
YNQLLRIEEELGSKAKFAGRNFRNPLA 
ALRDNSTMGYMMAKKHLEINPDHPIVE 
SQFIGYPITLYLEKEREKEISDDEAEE 
DKENYKKFYEAFSKNLKLGIHEDSTNR 
SLSEYVSRMKETQKSIYYITGESKEQV 
DEYCVQQLKEFDGKSLVSVTKEGLELP 
CKLMKEILDKKVEKVTISNRLVSSPCC 
LRDNSTMGYMMAKKHLEINPDHPIVET 
VKMALDIEIATYRKLLEGEESRISLPL 
LQELNDRFANYIDKVRFLEQQNKILLA 
NYIDKVRFLEQQNKILLAELEQLKGQG 
QQNKILLAELEQLKGQGKSRLGDLYEE 
RELRRQVDQLTNDKARVEVERDNLAED 
RDNLAEDIMRLREKLQEEMLQREEAEN 
VDNASLARLDLERKVESLQEEIAFLKK 
RKVESLQEEIAFLKKLHEEEIQELQAQ 
AKNLQEAEEWYKSKFADLSEAANRNND 
DTIGRLQDEIQNMKEEMARHLREYQDL 
PLVDTHSKRTLLIKTVETRDGQVINET 
QARALQYAFFAERKANKWSTPSGASWK 
STTLLRDIKEGLQKAVIDHTIKAIVIC 
ITSGRRILADEALKLGILDKVVNSDPV 
ILADEALKLGILDKVVNSDPVEEAIRF 
LPNMDSIFSEALLKMRRQHPGCLAQEA 
VQAAVQYPYEVGIKKEEELFLYLLQSG 
ALQYAFFAERKANKWSTPSGASWKTAS 
KANKWSTPSGASWKTASARPVSSVGVV 
LATANKMITSVLEKEASKMQQSGHPWS 
NKMITSVLEKEASKMQQSGHPWSGPKP 
SSPTTIATVMNLSKKIKKIGVVVGNCF 
FRVSDLAGLDVGWKSRKGQGLTGPTLL 
VLCELGRFGQKTGKGWYQYDKPLGRIH 
FGQKTGKGWYQYDKPLGRIHKPDPWLS 
GWYQYDKPLGRIHKPDPWLSKFLSRYR 
YLKKLASQGNPPLKEWQSLAGSPSSKL 
LKEWQSLAGSPSSKLLLLLLLLLLLLL 
DVVICPDASLEDAKKEGPYDVVVLPGG 
NGGHYTYSENRVEKDGLILTSRGPGTS 
VEALNGKEVAAQVKAPLVLKDDDDDDD 
SGADLTEICQRACKLAIRESIESEIRR 
FIDELDAIAPKREKTHGEVERRIVSQL 
LQELVQYPVEHPDKFLKFGMTPSKGVL 
LVQYPVEHPDKFLKFGMTPSKGVLFYG 
AILKANLRKSPVAKDVDLEFLAKMTNG 
RFARRSVSDNDIRKYEMFAQTLQQSRG 
TGTRGFHFTVDGNKRASAKVSDSISAQ 
ENYGMPFSRTEDGKIYQRAFGGQSLKF 
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12 

GKIYQRAFGGQSLKFGKGGQAHRCCCV 
YQRAFGGQSLKFGKGGQAHRCCCVADR 
LCIEDGSIHRIRAKNTVVATGGYGRTY 
QGERFMERYAPVAKDLASRDVVSRSMT 
CALSIEESCRPGDKVPPIKPNAGEESV 
EESCRPGDKVPPIKPNAGEESVMNLDK 
KPNAGEESVMNLDKLRFADGSIRTSEL 
GSIRTSELRLSMQKSMQNHAAVFRVGS 
VFRVGSVLQEGCGKISKLYGDLKHLKT 
VGSVLQEGCGKISKLYGDLKHLKTFDR 
EGCGKISKLYGDLKHLKTFDRGMVWNT 
GKISKLYGDLKHLKTFDRGMVWNTDLV 
RKESRGAHAREDYKVRIDEYDYSKPIQ 
EDYKVRIDEYDYSKPIQGQQKKPFEEH 
DEYDYSKPIQGQQKKPFEEHWRKHTLS 
QGQQKKPFEEHWRKHTLSYVDVGTGKV 
RKHTLSYVDVGTGKVTLEYRPVIDKTL 
TGKVTLEYRPVIDKTLNEADCATVPPA 
GCDVVVIPAGVPRKPGMTRDDLFNTNA 
AADLSHIETKAAVKGYLGPEQLPDCLK 
KGYLGPEQLPDCLKGCDVVVIPAGVPR 
AEVFKKHGVYNPNKIFGVTTLDIVRAN 
LDIVRANTFVAELKGLDPARVNVPVIG 
ARVNVPVIGGHAGKTIIPLISQCTPKV 
GKTIIPLISQCTPKVDFPQDQLTALTG 
LTGRIQEAGTEVVKAKAGAGSATLSMA 
ARFVFSLVDAMNGKEGVVECSFVKSQE 
TECTYFSTPLLLGKKGIEKNLGIGKVS 
FSTPLLLGKKGIEKNLGIGKVSSFEEK 
LGKKGIEKNLGIGKVSSFEEKMISDAI 
KNLGIGKVSSFEEKMISDAIPELKASI 
FEEKMISDAIPELKASIKKGEDFVKTL 
MISDAIPELKASIKKGEDFVKTLKKKK 
ISDAIPELKASIKKGEDFVKTLKKKKK 
ELKASIKKGEDFVKTLKKKKKKKKKKK 
AAAAILASEAFVQKYGLQSKAVEILAQ 
LGFEKMSKGSLGIKFSDRTIPTDKHVD 
AHPVAPQMFGYAGKEHMEKYGTKIEHF 
PQMFGYAGKEHMEKYGTKIEHFAKIGW 
GYAGKEHMEKYGTKIEHFAKIGWKNHK 
HMEKYGTKIEHFAKIGWKNHKHSVNNP 
EKSIIKMVGFDMSKEAARKCYEKSGLT 
ATLVDRGDNTYGGKWVINPSGGLISKG 
IEAVPTSSASDGFKANLVFKEIEKKLE 
SSASDGFKANLVFKEIEKKLEEEGEQF 
GFKANLVFKEIEKKLEEEGEQFVKKIG 
IEKKLEEEGEQFVKKIGGIFAFKVKDG 
FVKKIGGIFAFKVKDGPGGKEATWVVD 
GIFAFKVKDGPGGKEATWVVDVKNGKG 
GPGGKEATWVVDVKNGKGSVLPNSDKK 
VKNGKGSVLPNSDKKADCTITMADSDF 
KNGKGSVLPNSDKKADCTITMADSDFL 
TMADSDFLALMTGKMNPQSAFFQGKLK 
TGKMNPQSAFFQGKLKITGNMGLAMKL 
GKLKITGNMGLAMKLQNLQLQPGNAKL 
SKKAVTKAQKKDGKKRKRSRKESYSVY 
MMMMMMMMMPEPAKSAPAPKKGSKKAV 
MMMPEPAKSAPAPKKGSKKAVTKAQKK 
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388 
389 
390 
391 
392 
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394 
395 
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399 
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404 
405 
406 
407 
408 
409 
410 
411 
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413 
414 
415 
416 
417 
418 
419 
420 
421 
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423 
424 
425 
426 
427 
428 
429 
430 
431 
432 
433 
434 
435 
436 
437 
438 
439 
440 
441 
442 
443 
444 

P62807 
P62807 
P62807 
P62807 
P62807 
P62807 
P62807 
P62807 
P62807 
P62807 
P27348 
P27348 
P27348 
P27348 
P27348 
O95336 
O95336 
Q9NRK6 
Q9NRK6 
Q9UG63 
Q9UG63 
P49748 
P49748 
P49748 
P49748 
P49748 
P49748 
P49748 
P49748 
P49748 
P49748 
P49748 
P49748 
P49748 
P49748 
P07108 
P07108 
P07108 
P07108 
P07108 
P07108 
P45954 
P45954 
P45954 
P45954 
P62258 
P62258 
P62258 
P62258 
P62258 
P63104 
P63104 
P63104 
Q969T7 
Q969T7 
P52209 
P52209 
P52209 

13 
16 
17 
21 
24 
35 
47 
58 
86 
109 
122 
3 
49 
68 
115 
208 
180 
376 
265 
436 
304 
382 
51 
71 
195 
239 
276 
278 
298 
331 
372 
482 
550 
556 
639 
63 
8 
17 
19 
55 
77 
189 
70 
284 
426 
73 
50 
69 
118 
123 
122 
3 
68 
67 
256 
253 
38 
59 

MMPEPAKSAPAPKKGSKKAVTKAQKKD 
EPAKSAPAPKKGSKKAVTKAQKKDGKK 
PAKSAPAPKKGSKKAVTKAQKKDGKKR 
APAPKKGSKKAVTKAQKKDGKKRKRSR 
PKKGSKKAVTKAQKKDGKKRKRSRKES 
AQKKDGKKRKRSRKESYSVYVYKVLKQ 
RKESYSVYVYKVLKQVHPDTGISSKAM 
VLKQVHPDTGISSKAMGIMNSFVNDIF 
RIAGEASRLAHYNKRSTITSREIQTAV 
QTAVRLLLPGELAKHAVSEGTKAVTKY 
ATNPESKVFYLKMKGDYFRYLAEVACG 
MMMMMMMMMMMMEKTELIQKAKLAEQA 
LSNEERNLLSVAYKNVVGGRRSAWRVI 
RRSAWRVISSIEQKTDTSDKKLQLIKD 
DKYLIANATNPESKVFYLKMKGDYFRY 
AARTVIFVATGEGKAAVLKRILEDQEE 
EREKIVAPISDSPKPPPQRVTLTLPVL 
TVRAFGKEMTEIEKYASKVDHVMQLAR 
FSSILRQEVAFFDKTRTGELINRLSSD 
DTRVALVGPNGAGKSTLLKLLTGELLP 
VCTNIIHMHNKKLKYYTGNYDQYVKTR 
FGEKIHNFGLIQEKLARMVMLQYVTES 
RPYAGGAAQLALDKSDSHPSDALTRKK 
DALTRKKPAKAESKSFAVGMFKGQLTT 
QSIGFKGILLFGTKAQKEKYLPKLASG 
ASIRTSAVPSPCGKYYTLNGSKLWISN 
AKTPVTDPATGAVKEKITAFVVERGFG 
TPVTDPATGAVKEKITAFVVERGFGGI 
ERGFGGITHGPPEKKMGIKASNTAEVF 
PSENVLGEVGSGFKVAMHILNNGRFGM 
AVDHATNRTQFGEKIHNFGLIQEKLAR 
RLFVALQGCMDKGKELSGLGSALKNPF 
VRALEQFATVVEAKLIKHKKGIVNEQF 
FATVVEAKLIKHKKGIVNEQFLLQRLA 
WQQELYRNFKSISKALVERGGVVTSNP 
FTGKAKWDAWNELKGTSKEDAMKAYIN 
MMMMMMMSQAEFEKAAEEVRHLKTKPS 
AEFEKAAEEVRHLKTKPSDEEMLFIYG 
FEKAAEEVRHLKTKPSDEEMLFIYGHY 
TERPGMLDFTGKAKWDAWNELKGTSKE 
GTSKEDAMKAYINKVEELKKKYGIIII 
LSEAGAGSDSFALKTRADKEGDYYVLN 
FTDEEMMIKSSVKKFAQEQIAPLVSTM 
PEANILGQIGHGYKYAIGSLNEGRIGI 
YEGASNIQLNTIAKHIDAEYYYYYYYY 
WRIISSIEQKEENKGGEDKLKMIREYR 
LTVEERNLLSVAYKNVIGARRASWRII 
RRASWRIISSIEQKEENKGGEDKLKMI 
DKHLIPAANTGESKVFYYKMKGDYHRY 
PAANTGESKVFYYKMKGDYHRYLAEFA 
ASQAESKVFYLKMKGDYYRYLAEVAAG 
MMMMMMMMMMMMDKNELVQKAKLAEQA 
RRSSWRVVSSIEQKTEGAEKKQQMARE 
KRCPSSYNILDNSKIISEECRKELTAL 
GVQNILKIGFLNDKVEERRERYMDSYD 
LKFQDTDGKHLLPKIRDSAGQKGTGKW 
HGFVVCAFNRTVSKVDDFLANEAKGTK 
EAKGTKVVGAQSLKEMVSKLKKPRRII 
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445 
446 
447 
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483 
484 
485 
486 
487 
488 
489 
490 
491 
492 
493 
494 
495 
496 
497 
498 
499 
500 
501 
502 

P52209 
P28288 
P28288 
P28288 
P28288 
P28288 
P00519 
P00519 
Q9UKU7 
Q9UKU7 
Q9UKU7 
Q9UKU7 
P11310 
P11310 
P11310 
P11310 
P11310 
P11310 
P11310 
P11310 
P11310 
Q5T8D3 
Q5T8D3 
Q15067 
Q15067 
Q15067 
Q15067 
Q15067 
Q15067 
Q15067 
Q15067 
Q15067 
Q15067 
Q15067 
Q15067 
Q15067 
Q15067 
Q15067 
Q15067 
Q15067 
Q15067 
Q15067 
Q99424 
Q99424 
Q99424 
Q99424 
Q99424 
Q04917 
Q04917 
Q04917 
Q04917 
P31937 
P31937 
P31937 
P31937 
P31937 
P31937 
P31937 

309 
322 
61 
260 
399 
533 
765 
711 
234 
50 
213 
231 
311 
69 
179 
212 
217 
259 
271 
279 
301 
84 
469 
229 
89 
90 
216 
241 
255 
267 
272 
349 
437 
446 
500 
504 
512 
542 
637 
643 
651 
654 
419 
66 
137 
453 
561 
142 
50 
69 
120 
125 
60 
76 
95 
121 
141 
145 

ERIQASKKLKGPQKFQFDGDKKSFLED 
FRFSMGFIDSIIAKYLATVVGYLVVSR 
NEKEGKKERAVVDKVFFSRLIQILKIM 
LRRPIGKMTITEQKYEGEYRYVNSRLI 
GFTARITELMQVLKDLNHGKYERTMVS 
RDQVIYPDGREDQKRKGISDLVLKEYL 
FGGHKSEKPALPRKRAGENRSDQVTRG 
LATGEEEGGGSSSKRFLRSCSASCVPH 
EKGTPGLSFGKKEKKVGWNSQPTRAVI 
PSMGLNEEQKEFQKVAFDFAAREMAPN 
IYVVMCRTGGPGPKGISCIVVEKGTPG 
IVVEKGTPGLSFGKKEKKVGWNSQPTR 
EATKYALERKTFGKLLVEHQAISFMLA 
AREEIIPVAAEYDKTGEYPVPLIRRAW 
GSDVAGIKTKAEKKGDEYIINGQKMWI 
NWYFLLARSDPDPKAPANKAFTGFIVE 
LARSDPDPKAPANKAFTGFIVEADTPG 
DTRGIVFEDVKVPKENVLIGDGAGFKV 
PKENVLIGDGAGFKVAMGAFDKTRPVV 
DGAGFKVAMGAFDKTRPVVAAGAVGLA 
AVGLAQRALDEATKYALERKTFGKLLV 
FYSFYKQATEGPCKLSRPGFWDPIGRY 
LQEDMQNVLQRLQKLETLTALQAKSST 
KPLPGITVGDIGPKFGYDEIDNGYLKM 
EFGIADPDEIMWFKKLHLVNFVEPVGL 
FGIADPDEIMWFKKLHLVNFVEPVGLN 
HAFIVPIREIGTHKPLPGITVGDIGPK 
PKFGYDEIDNGYLKMDNHRIPRENMLM 
MDNHRIPRENMLMKYAQVKPDGTYVKP 
MKYAQVKPDGTYVKPLSNKLTYGTMVF 
VKPDGTYVKPLSNKLTYGTMVFVRSFL 
ATAYAFQFVGAYMKETYHRINEGIGQG 
NTVMMLQTARFLMKSYDQVHSGKLVCG 
RFLMKSYDQVHSGKLVCGMVSYLNDLP 
YKLRAARLVEIAAKNLQKEVIHRKSKE 
AARLVEIAAKNLQKEVIHRKSKEVAWN 
AKNLQKEVIHRKSKEVAWNLTSVDLVR 
AHCHYVVVKLFSEKLLKIQDKAIQAVL 
YDGNVYENLFEWAKNSPLNKAEVHESY 
ENLFEWAKNSPLNKAEVHESYKHLKSL 
NSPLNKAEVHESYKHLKSLQSKLLLLL 
LNKAEVHESYKHLKSLQSKLLLLLLLL 
EMCRRACGGHGYSKLSGLPSLVTKLSA 
VESIIHSYPEFSCKDNYFMTQNERYKA 
RALRSLGSEEQIAKWDPLCKNIQIIAT 
NTVLYLQVARFLVKSYLQTQMSPGSTP 
YYVTVKGFTEALEKLENEPAIQQVLKR 
DYYRYLAEVASGEKKNSVVEASEAAYK 
LSNEDRNLLSVAYKNVVGARRSSWRVI 
RRSSWRVISSIEQKTMADGNEKKLEKV 
FLIKNCNDFQYESKVFYLKMKGDYYRY 
AYSGANGILKKVKKGSLLIDSSTIDPA 
LGNMGNPMAKNLMKHGYPLIIYDVFPD 
YPLIIYDVFPDACKEFQDAGEQVVSSP 
GEQVVSSPADVAEKADRIITMLPTSIN 
NAIEAYSGANGILKKVKKGSLLIDSST 
LLIDSSTIDPAVSKELAKEVEKMGAVF 
SSTIDPAVSKELAKEVEKMGAVFMDAP 
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509 
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512 
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523 
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525 
526 
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530 
531 
532 
533 
534 
535 
536 
537 
538 
539 
540 
541 
542 
543 
544 
545 
546 
547 
548 
549 
550 
551 
552 
553 
554 
555 
556 
557 
558 
559 
560 

P31937 
P31937 
P31937 
P31937 
P31937 
O75027 
O75027 
O75027 
Q8NFV4 
Q8NFV4 
P42684 
P42684 
Q13085 
Q13085 
Q9H845 
Q9H845 
Q9H845 
Q9H845 
Q6JQN1 
Q6JQN1 
Q6JQN1 
Q6JQN1 
P53396 
P53396 
P53396 
P53396 
P53396 
P53396 
P53396 
P53396 
P49753 
P49753 
P49753 
Q9Y305 
Q9Y305 
Q9NR19 
Q9NR19 
P31946 
P31946 
P31946 
P31946 
P31946 
Q709F0 
Q709F0 
Q709F0 
Q9NUB1 
Q9NUB1 
Q9NUB1 
P33121 
P33121 
P33121 
P33121 
P33121 
Q9H6R3 
Q9H6R3 
Q9H6R3 
P60709 
P60709 

149 
238 
242 
297 
321 
109 
216 
251 
245 
87 
340 
776 
879 
1334 
164 
41 
92 
521 
195 
413 
427 
1052 
166 
540 
546 
554 
948 
968 
978 
1077 
243 
104 
470 
151 
103 
227 
418 
76 
5 
51 
70 
117 
580 
177 
391 
404 
396 
642 
124 
207 
356 
386 
632 
368 
518 
524 
284 
84 

DPAVSKELAKEVEKMGAVFMDAPVSGG 
EAMNLGIRLGLDPKLLAKILNMSSGRC 
LGIRLGLDPKLLAKILNMSSGRCWSSD 
KDLGLAQDSATSTKSPILLGSLAHQIY 
QIYRMMCAKGYSKKDFSSVFQFLREEE 
WHGHAGGGLHTDPKEGLKDVDTRKIIK 
AAFFNEVRNAVFGKVAQNSIRRIAKNV 
LGFHLSRQTGALSKAIDRGTRGISFVL 
WRVNLDALTQHLDKILAFPQRQESYLG 
GLFGSKTNFNSIAKILAQQTGRRVLTV 
EEFLKEAAVMKEIKHPNLVQLLGVCTL 
LRAGKPTASDDTSKPFPRSNSTSSMSS 
GYCLPDPFFSSKVKDWVERLMKTLRDP 
DHGIRRLTFLVAQKDFRKQVNYEVDRR 
KGIILAGTEEQKAKYLPKLASGEHIAA 
RLLRTSPPVRAFAKELFLGKIKKKEVF 
TEEVDSRKIDQEGKIPDETLEKLKSLG 
FGRTVETLLLRFGKTIMEEQLVLKRVA 
CMEGICKPDPRIYKLCLEQLGLQPSES 
SVDLQAVGLEDYGKQGDYIPRQVRTWV 
QGDYIPRQVRTWVKQYRASETSTIPAM 
ADGPDEVHRATVAKLELKHRIIIIIII 
LVGVDEKLNPEDIKKHLLVHAPEDKKE 
AAMVYPFTGDHKQKFYWGHKEILIPVF 
FTGDHKQKFYWGHKEILIPVFKNMADA 
FYWGHKEILIPVFKNMADAMRKHPEVD 
FGGALDAAAKMFSKAFDSGIIPMEFVN 
IPMEFVNKMKKEGKLIMGIGHRVKSIN 
KEGKLIMGIGHRVKSINNPDMRVQILK 
GRSMGFIGHYLDQKRLKQGLYRHPWDD 
GGLLEYRASLLAGKGFAVMALAYYNYE 
EQPVTLRASLRDEKGALFQAHARYRAD 
QVDAWKQLQTFFHKHLGGHEGTIPSKV 
KMSPLSIVTALVDKIDMCKKSLSPEQD 
VLLPLGSEPELREKYLTVQNTVRFGRI 
TDAFYRGEKLVNLKELADEALQKCQEK 
KFYTAPTAIRLLMKFGDEPVTKHSRAS 
VISSIEQKTERNEKKQQMGKEYREKIE 
MMMMMMMMMMTMDKSELVQKAKLAEQA 
LSNEERNLLSVAYKNVVGARRSSWRVI 
RRSSWRVISSIEQKTERNEKKQQMGKE 
DKYLIPNATQPESKVFYLKMKGDYFRY 
HSMILVPMNTPGVKIIRPLSVFGYTDN 
LQLEGYGIGAGYCKRQVSTWTKQYQAA 
KGQEVLIKVKHFMKQHILPAEKEVTEF 
VRLLLKYGDAWVKKYDRSSLRTLGSVG 
QFYGAPTAVRLLLKYGDAWVKKYDRSS 
ILVVKRLPKTRSGKVMRRLLRKIITSE 
SRKPDQPYEWLSYKQVAELSECIGSAL 
ELSLVFVDKPEKAKLLLEGVENKLIPG 
FFQGDIRLLMDDLKVLQPTVFPVVPRL 
MFDRIFGQANTTLKRWLLDFASKRKEA 
GSFEELCRNKDVKKAILEDMVRLGKDS 
PLLHGNTTVLYEGKPVGTPDAGAYFRV 
KLPLPPGAFSGLWKNQEAFKHLYFEKF 
GAFSGLWKNQEAFKHLYFEKFPGYYDT 
SCGIHETTFNSIMKCDVDIRKDLYANT 
IEHGIVTNWDDMEKIWHHTFYNELRVA 
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P30153 
P30153 
Q8WYK0 
Q8WYK0 
Q8WYK0 
Q8WYK0 
Q68CK6 
Q68CK6 
Q68CK6 
Q68CK6 
Q68CK6 
Q68CK6 
Q08AH1 
Q08AH1 
Q08AH1 
Q08AH1 
Q08AH1 
Q08AH1 
Q08AH1 
Q08AH1 
Q08AH1 
Q08AH1 
Q08AH1 
Q08AH1 
Q53FZ2 
Q53FZ2 
Q53FZ2 
Q53FZ2 
P68032 
P68032 
P12814 
P12814 
P12814 
P12814 
P12814 
P35609 
P35609 
P35609 
P35609 
P35609 
P00813 
P00813 
P00813 
Q8N5Z0 
Q8N5Z0 
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Q8N5Z0 
Q9UDR5 
Q9UDR5 
Q9UDR5 
Q9UDR5 
Q9UDR5 
Q9UDR5 
Q9UDR5 
Q9UDR5 

188 
280 
449 
33 
159 
228 
290 
141 
327 
525 
532 
543 
383 
85 
146 
183 
204 
214 
237 
356 
391 
531 
538 
549 
389 
73 
106 
157 
52 
86 
254 
95 
195 
676 
840 
420 
102 
202 
613 
842 
64 
54 
232 
213 
69 
179 
263 
339 
367 
422 
104 
48 
56 
93 
128 
138 
274 
286 

SDDTPMVRRAAASKLGEFAKVLELDNV 
FTELQKAVGPEITKTDLVPAFQNLMKD 
YHITCPILNDDKPKDLVVLVSRRKPLK 
ATARGELSAGQLLKWIDTTACLAAEKH 
VRLQHEDTFNNLMKESSKFDDLIFDEE 
ISASRLCWAHPFLKSVDMFKFRGPSTV 
WTLGACTFVHLLPKFDPLVILKTLSSY 
RAGLIFMPGTIQMKSTDILYRLQMSKA 
VYRMLLQQDLSSYKFPHLQNCLAGGES 
ASQFLSHDPEQLTKELQQHVKSVTAPY 
DPEQLTKELQQHVKSVTAPYKYPRKIE 
HVKSVTAPYKYPRKIEFVLNLPKTVTG 
SETGLICATYWGMKIKPGFMGKATPPY 
PAFWWVNGQGDEVKWSFREMGDLTRRV 
RTGIIFIPATILLKAKDILYRLQLSKA 
SEVDSIASQCPSLKTKLLVSDHSREGW 
HSREGWLDFRSLVKSASPEHTCVKSKT 
SLVKSASPEHTCVKSKTLDPMVIFFTS 
FFTSGTTGFPKMAKHSHGLALQPSFPG 
GGEVVLPKDQEEWKRRTGLLLYENYGQ 
TYWGMKIKPGFMGKATPPYDVQVIDDK 
TPQFLSHDKDQLTKELQQHVKSVTAPY 
DKDQLTKELQQHVKSVTAPYKYPRKVE 
HVKSVTAPYKYPRKVEFVSELPKTITG 
YGQTETVLICGNFKGMKIKPGSMGKPS 
FAKDVLDQWTDKEKAGKKPSNPAFWWI 
MRWSFEELGSLSRKFANILSEACSLQR 
GTVLIPGTTQLTQKDILYRLQSSKANC 
RPRHQGVMVGMGQKDSYVGDEAQSKRG 
IEHGIITNWDDMEKIWHHTFYNELRVA 
YVSSFYHAFSGAQKAETAANRICKVLA 
RGKMRVHKISNVNKALDFIASKGVKLV 
LIHRHRPELIDYGKLRKDDPLTNLNTA 
TLEDQLSHLRQYEKSIVNYKPKIDQLE 
DQVMASFKILAGDKNYITMDELRRELP 
RQKASTHETWAYGKEQILLQKDYESAS 
RGKMRFHKIANVNKALDYIASKGVKLV 
LIHRHRPDLIDYSKLNKDDPIGNINLA 
STVTMDELRTKWDKVKQLVPIRDQSLQ 
EQVIASFRILASDKPYILAEELRRELP 
GMDKPLTLPDFLAKFDYYMPAIAGCRE 
NTAEGLLNVIGMDKPLTLPDFLAKFDY 
GSAEVVKEAVDILKTERLGHGYHTLED 
GNNPTGNSLTSERKKEIYELARKYDFL 
ENGKTIQFGEEMMKRALQYSPSAGIPE 
IVPDSLRDILSRWKPEDAKNPQKNTPK 
DVDGRVIRADSFSKIISSGLRIGFLTG 
YSNQKDAILAAADKWLTGLAEWHVPAA 
MFLWIKVKGINDVKELIEEKAVKMGVL 
QMDVAFQVLAQLIKESLLLLLLLLLLL 
GVKRPPEEKLMSRKTYAFFSHTIKAQE 
AWERRAPLAPKHIKGITNLGYKVLIQP 
APKHIKGITNLGYKVLIQPSNRRAIHD 
QEDISEACLILGVKRPPEEKLMSRKTY 
AQEANMGLLDEILKQEIRLIDYEKMVD 
EILKQEIRLIDYEKMVDHRGVRVVAFG 
YGTVLSRHHHLVRKTDAVYDPAEYDKH 
RKTDAVYDPAEYDKHPERYISRFNTDI 
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619 
620 
621 
622 
623 
624 
625 
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627 
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654 
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657 
658 
659 
660 
661 
662 
663 
664 
665 
666 
667 
668 
669 
670 
671 
672 
673 
674 
675 
676 

Q9UDR5 
Q9UDR5 
Q9UDR5 
Q9UDR5 
Q9UDR5 
Q9UDR5 
Q9UDR5 
Q9UDR5 
Q9UDR5 
Q9UDR5 
P00505 
P00505 
P00505 
P00505 
P00505 
P00505 
P00505 
P00505 
P00505 
P00505 
P00505 
P00505 
P00505 
P00505 
P00505 
P00505 
P00505 
P00505 
P00505 
P00505 
P00505 
P00505 
P28330 
P28330 
P28330 
P28330 
P28330 
P28330 
P28330 
P28330 
P28330 
P28330 
P28330 
P28330 
P28330 
P16219 
P16219 
P16219 
P16219 
P16219 
P16219 
P16219 
Q9NRA8 
Q9NRA8 
O14561 
O14561 
O00116 
O00116 

333 
458 
523 
535 
584 
707 
732 
739 
761 
780 
235 
59 
73 
82 
90 
107 
122 
159 
185 
227 
234 
279 
296 
302 
309 
338 
345 
363 
364 
387 
396 
404 
333 
42 
66 
81 
92 
95 
165 
240 
254 
279 
318 
322 
358 
62 
51 
72 
129 
208 
262 
306 
261 
486 
106 
88 
628 
102 

LTRQDAQSLLAPGKFSPAGVEGCPALP 
RDAVITSNGTLPDKYKYIQTLRESRER 
GSDMKNQIEQLGKKYNINPVSMDICKQ 
KKYNINPVSMDICKQEEKLGFLVAKQD 
VNMVTASYITPALKELEKSVEDAGITI 
GLNLEGYPNRDSTKYAEIYGISSAHTL 
TLLRGTLRYKGYMKALNGFVKLGLINR 
RYKGYMKALNGFVKLGLINREALPAFR 
LPAFRPEANPLTWKQLLCDLVGISPSS 
LVGISPSSEHDVLKEAVLKKLGGDNTQ 
RPEQWKEIATVVKKRNLFAFFDMAYQG 
GVTEAFKRDTNSKKMNLGVGAYRDDNG 
MNLGVGAYRDDNGKPYVLPSVRKAEAQ 
DDNGKPYVLPSVRKAEAQIAAKNLDKE 
LPSVRKAEAQIAAKNLDKEYLPIGGLA 
KEYLPIGGLAEFCKASAELALGENSEV 
SAELALGENSEVLKSGRFVTVQTISGT 
QRFFKFSRDVFLPKPTWGNHTPIFRDA 
AGMQLQGYRYYDPKTCGFDFTGAVEDI 
HNPTGVDPRPEQWKEIATVVKKRNLFA 
PRPEQWKEIATVVKKRNLFAFFDMAYQ 
EQGINVCLCQSYAKNMGLYGERVGAFT 
LYGERVGAFTMVCKDADEAKRVESQLK 
GAFTMVCKDADEAKRVESQLKILIRPM 
KDADEAKRVESQLKILIRPMYSNPPLN 
RIAAAILNTPDLRKQWLQEVKVMADRI 
NTPDLRKQWLQEVKVMADRIIGMRTQL 
RIIGMRTQLVSNLKKEGSTHNWQHITD 
IIGMRTQLVSNLKKEGSTHNWQHITDQ 
ITDQIGMFCFTGLKPEQVERLIKEFSI 
FTGLKPEQVERLIKEFSIYMTKDGRIS 
VERLIKEFSIYMTKDGRISVAGVTSSN 
FGKTVAHLQTVQHKLAELKTHICVTRA 
HSGGEERLETPSAKKLTDIGIRRIFSP 
FSPEHDIFRKSVRKFFQEEVIPHHSEW 
FQEEVIPHHSEWEKAGEVSREVWEKAG 
WEKAGEVSREVWEKAGKQGLLGVNIAE 
AGEVSREVWEKAGKQGLLGVNIAEHLG 
EQIKHFIPQMTAGKCIGAIAMTEPGAG 
AHGISLFLVENGMKGFIKGRKLHKMGL 
GFIKGRKLHKMGLKAQDTAELFFEDIR 
IRLPASALLGEENKGFYYIMKELPQER 
FMFEETRNYVKQRKAFGKTVAHLQTVQ 
ETRNYVKQRKAFGKTVAHLQTVQHKLA 
RAFVDNCLQLHEAKRLDSATACMAKYW 
AEKELFPIAAQVDKEHLFPAAQVKKMG 
HQMLLQTCRDFAEKELFPIAAQVDKEH 
QVDKEHLFPAAQVKKMGGLGLLAMDVP 
MSVNNSLYLGPILKFGSKEQKQAWVTP 
AVVFASTDRALQNKGISAFLVPMPTPG 
PKDSILGEPGMGFKIAMQTLDMGRIGI 
YAENRMAFGAPLTKLQVIQFKLADMAL 
KGRKRTRRRTASVKEGIVECNGGVAEE 
RQLKKDGDMTAFNKLVSTMKASGTLPS 
IDPEKLSVNSHFMKDLGLDSLDQVEII 
TLEGIQDRVLYVLKLYDKIDPEKLSVN 
HHHGVGKLRKQWLKESISDVGFGMLKS 
EVMKWNGWGYNDSKFIFNKKGQIELTG 
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677 
678 
679 
680 
681 
682 
683 
684 
685 
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687 
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689 
690 
691 
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693 
694 
695 
696 
697 
698 
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700 
701 
702 
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704 
705 
706 
707 
708 
709 
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712 
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716 
717 
718 
719 
720 
721 
722 
723 
724 
725 
726 
727 
728 
729 
730 
731 
732 
733 
734 

O00116 
Q16352 
Q16352 
Q99798 
Q99798 
Q99798 
Q99798 
Q99798 
Q99798 
Q99798 
Q99798 
Q99798 
Q99798 
Q99798 
Q99798 
Q99798 
Q99798 
Q99798 
Q99798 
Q99798 
Q99798 
Q99798 
Q8N9L9 
Q8N9L9 
Q8N9L9 
Q8N9L9 
Q08AH3 
Q08AH3 
Q9ULC5 
Q9ULC5 
Q6NUN0 
Q6NUN0 
Q6NUN0 
Q6NUN0 
P63261 
P12235 
P12235 
P12235 
P12235 
P10109 
P10109 
P10109 
Q12904 
Q12904 
O60218 
O60218 
O60218 
O60218 
O60218 
P47895 
P47895 
P47895 
P47895 
P47895 
P47895 
O75891 
O75891 
O75891 

347 
288 
290 
521 
31 
50 
138 
144 
233 
411 
549 
573 
577 
591 
605 
628 
689 
723 
730 
736 
739 
743 
380 
42 
313 
408 
562 
327 
128 
361 
155 
97 
152 
303 
315 
92 
147 
245 
272 
126 
66 
158 
167 
269 
66 
95 
125 
222 
263 
350 
47 
378 
394 
409 
421 
845 
38 
767 

VHIKMVTPRGIIEKSCQGPRMSTGPDI 
LAAKNLQSAEEWYKSKFANLNEQAARS 
AKNLQSAEEWYKSKFANLNEQAARSTE 
NPETDYLTGTDGKKFRLEAPDADELPK 
RQYHVASVLCQRAKVAMSHFEPNEYIH 
FEPNEYIHYDLLEKNINIVRKRLNRPL 
HCDHLIEAQVGGEKDLRRAKDINQEVY 
EAQVGGEKDLRRAKDINQEVYNFLATA 
IPWELKCPKVIGVKLTGSLSGWSSPKD 
AVAKQALAHGLKCKSQFTITPGSEQIR 
EFDPGQDTYQHPPKDSSGQHVDVSPTS 
PTSQRLQLLEPFDKWDGKDLEDLQILI 
RLQLLEPFDKWDGKDLEDLQILIKVKG 
DLEDLQILIKVKGKCTTDHISAAGPWL 
CTTDHISAAGPWLKFRGHLDNISNNLL 
NNLLIGAINIENGKANSVRNAVTQEFG 
LEPRHLGGRAIITKSFARIHETNLKKQ 
ADPADYNKIHPVDKLTIQGLKDFTPGK 
KIHPVDKLTIQGLKDFTPGKPLKCIIK 
KLTIQGLKDFTPGKPLKCIIKHPNGTQ 
IQGLKDFTPGKPLKCIIKHPNGTQETI 
KDFTPGKPLKCIIKHPNGTQETILLNH 
FPLCPASLHRLLNKHVIWGGEPRAHSK 
EQRVTLRASLRDEKGALFRAHARYCAD 
VGGYKNPSMIPIEKAQGPILLIVGQDD 
QEDAWKQILAFFCKHLGGTQKTAVPKL 
NLPKTVTGKIQRAKLRDKEWKMSGKAR 
VYRMLLQQDLSSYKFPHLQNCVTVGES 
AEYLGSCLLHKGYKSSPDQFVGIFAQN 
FPAVPRLLNRIYDKVQNEAKTPLKKFL 
MIPGVTQLTEKDLKYRLQASRAKSIIT 
TGAEIKWSFEELGKQSRKAANVLGGAC 
GTVMIPGVTQLTEKDLKYRLQASRAKS 
SCIFVHELPRVDAKVILNTLSKFPITT 
GTTMYPGIADRMQKEITALAPSTMKIK 
IRYFPTQALNFAFKDKYKQLFLGGVDR 
LDFARTRLAADVGKGAAQREFHGLGDC 
DTVRRRMMMQSGRKGADIMYTGTVDCW 
RKIAKDEGAKAFFKGAWSNVLRGMGGA 
STCHLIFEDHIYEKLDAITDEENDMLD 
LSVSARARSSSEDKITVHFINRDGETL 
TDRSRLGCQICLTKSMDNMTVRVPETV 
RLDLRIGCIITARKHPDADSLYVEEVD 
FPGEPDKELNPKKKIWEQIQPDLHTND 
HEVGEAIQEKIQEKAVKREDLFIVSKL 
TFFERPLVRKAFEKTLKDLKLSYLDVY 
WPQGFKSGDDLFPKDDKGNAIGGKATF 
AYSPLGSPDRPWAKPEDPSLLEDPKIK 
IRFHIQRNVIVIPKSVTPARIVENIQV 
YAKKRPVGDPFDVKTEQGPQIDQKQFD 
IFINNEWHESKSGKKFATCNPSTREQI 
ILELIESGKKEGAKLECGGSAMEDKGL 
CGGSAMEDKGLFIKPTVFSEVTDNMRI 
TVFSEVTDNMRIAKEEIFGPVQPILKF 
AKEEIFGPVQPILKFKSIEEVIKRANS 
FGLASGVFTRDINKALYVSDKLQAGTV 
EVVGVFTVPDKDGKADPLGLEAEKDGV 
HLVKLMEYCQHGVKEGATLVCGGNQVP 

+ 
- 
+ 
- 
- 
+ 
+ 
+ 
+ 
- 
- 
+ 
- 
- 
+ 
- 
- 
+ 
+ 
+ 
+ 
+ 
- 
+ 
- 
- 
- 
+ 
- 
+ 
- 
+ 
+ 
+ 
- 
- 
- 
- 
- 
- 
+ 
- 
- 
- 
- 
+ 
+ 
+ 
+ 
- 
+ 
+ 
+ 
+ 
+ 
- 
- 
- 

- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 

- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 

- 
- 
- 
- 
+ 
+ 
+ 
+ 
+ 
+ 
+ 
+ 
+ 
+ 
+ 
+ 
+ 
+ 
+ 
- 
- 
- 
- 
- 
+ 
+ 
- 
- 
- 
- 
- 
+ 
- 
+ 
- 
- 
+ 
+ 
+ 
- 
+ 
+ 
- 
+ 
- 
- 
- 
- 
- 
- 
+ 
+ 
+ 
+ 
+ 
- 
+ 
+ 



14 
 
735 
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789 
790 
791 
792 

Q9UKV3 
Q9UKV3 
Q9UKV3 
Q9UKV3 
Q9NPJ3 
Q9NPJ3 
Q9NPJ3 
Q9NPJ3 
Q9NPJ3 
Q9NPJ3 
P68133 
P51825 
P51825 
Q9Y4W6 
Q9Y4W6 
O95081 
O95081 
C9JRZ8 
C9JRZ8 
C9JRZ8 
Q3SY69 
Q3SY69 
Q3SY69 
Q96Q35 
Q96Q35 
P30838 
P30838 
P30838 
P49189 
P49189 
P49189 
P49189 
P49189 
P49189 
P15121 
P15121 
P15121 
P15121 
Q6P6C2 
Q6P6C2 
Q96CM8 
Q96CM8 
Q96CM8 
Q96CM8 
Q96CM8 
Q96CM8 
Q96CM8 
Q96CM8 
Q96CM8 
Q96CM8 
Q9BYX7 
Q9BYX7 
O43707 
O43707 
O43707 
O43707 
O43707 
O43707 

305 
654 
717 
861 
123 
27 
37 
43 
108 
127 
293 
68 
681 
141 
117 
141 
173 
66 
125 
263 
411 
681 
903 
404 
376 
236 
178 
194 
68 
30 
59 
298 
303 
344 
195 
95 
222 
263 
231 
132 
339 
179 
182 
340 
398 
478 
510 
544 
570 
599 
238 
84 
233 
114 
214 
592 
625 
779 

GQKSREAPILKEFKEEGEEIPRVKPEE 
SRSRSRSASSNSRKSLSPGVSRDSSTS 
VQARRLSQPESAEKHVTQRLQPERGSP 
KRRWGASTATTQKKPSISITTESLKSL 
GKTLAFTSVDLTNKATGKLIAQGRHTK 
AMTKARNFERVLGKITLVSAAPGKVIC 
VLGKITLVSAAPGKVICEMKVEEEHTN 
LVSAAPGKVICEMKVEEEHTNAIGTLH 
KLGEDIVITAHVLKQGKTLAFTSVDLT 
AFTSVDLTNKATGKLIAQGRHTKHLGN 
TYNSIMKCDIDIRKDLYANNVMSGGTT 
SRIQNMLGNYEEVKEFLSTKSHTHRLD 
EKKKHKSSLPAPSKALSGPEPAKDNVE 
WSRFQKGDIPWDDKDFRMFFLWTALFW 
TTRSSGGGGGGGGKRGGKKDDSHWWSR 
PQKVKEFLQEKYEKKRWYVPPDQVKGP 
SASTPVQGSIPEGKPLRTLLGDPAPSL 
HEVGEAIQEKIQEKAVMREDLFIVSKV 
WPQGFKTGDDFFPKDDKGNMISGKGTF 
IRFHIQRNVTVIPKSMTPAHIVENIQV 
DVYMATKFEGFIQKVVRKLRGEDQEVE 
GFTGSTPIGKQIMKSCAVSNLKKVSLE 
AAPFGGVKQSGFGKDLGEEALNEYLKT 
HTIQILTEENIHLKQKIISKNEEICEG 
ELQKEKAIVGNLEKMLQTKFAETEEKY 
CDLDVACRRIAWGKFMNSGQTCVAPDY 
VINGGVPETTELLKERFDHILYTGSTG 
FDHILYTGSTGVGKIIMTAAAKHLTPV 
VQNAKAAFKIWSQKSGMERCRILLEAA 
GARVEPADASGTEKAFEPATGRVIATF 
SGEKEVNLAVQNAKAAFKIWSQKSGME 
GQVCCNGTRVFVQKEILDKFTEEVVKQ 
NGTRVFVQKEILDKFTEEVVKQTQRIK 
INRPHLERVLGFVKVAKEQGAKVLCGG 
VNQIECHPYLTQEKLIQYCQSKGIVVT 
TYHEKGLVKGACQKTLSDLKLDYLDLY 
AYSPLGSPDRPWAKPEDPSLLEDPRIK 
IRFPMQRNLVVIPKSVTPERIAENFKV 
VSFFSDSALCFGCKFQFKPIRVSEPVL 
YNEHTVDRAPLRNKYFFGEGYTYGAQL 
GATLILASPIFNGKKALEAISRERGTF 
VLKKVGCKALVFPKQFKTQQYYNVLKQ 
KVGCKALVFPKQFKTQQYYNVLKQICP 
ATLILASPIFNGKKALEAISRERGTFL 
SPAPPELIRAIINKINMKDLVVAYGTT 
GYCVMLGYWGEPQKTEEAVDQDKWYWT 
MNEQGFCKIVGRSKDMIIRGGENIYPA 
THPKVQEVQVVGVKDDRMGEEICACIR 
RLKDGEETTVEEIKAFCKGKISHFKIP 
IVFVTNYPLTISGKIQKFKLREQMERH 
QEMAMAASSSSVEKSYELPDGQVITIG 
MEHGIITNWDDMEKIWHHTFYNELRVA 
PVTNLNNAFEVAEKYLDIPKMLDAEDI 
RGKMRVHKINNVNKALDFIASKGVKLV 
LIHRHRPELIEYDKLRKDDPVTNLNNA 
DADREREAILAIHKEAQRIAESNHIKL 
TTVTPQIINSKWEKVQQLVPKRDHALL 
QMQEFRASFNHFDKDHGGALGPEEFKA 
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794 
795 
796 
797 
798 
799 
800 
801 
802 
803 
804 
805 
806 
807 
808 
809 
810 
811 
812 
813 
814 
815 
816 
817 
818 
819 
820 
821 
822 
823 
824 
825 
826 
827 
828 
829 
830 
831 
832 
833 
834 
835 
836 
837 
838 
839 
840 
841 
842 
843 
844 
845 
846 
847 
848 
849 
850 

O43707 
O75689 
O75689 
P11766 
P11766 
P11766 
P05141 
P05141 
P05141 
P05141 
P05141 
P05141 
P05141 
P05141 
P12236 
P12236 
P12236 
P12236 
P12236 
P12236 
P12236 
Q9UHB7 
Q9UHB7 
Q8N302 
Q8N302 
Q5TGY3 
Q5TGY3 
P55008 
P55008 
Q9ULX6 
Q9ULX6 
P31751 
P31751 
P31751 
P02768 
P02768 
P02768 
P02768 
P02768 
Q9H2P0 
Q9H2P0 
Q9H2P0 
P55196 
P55196 
P14550 
P14550 
P14550 
P31749 
P31749 
P31749 
P05062 
P05062 
P05062 
P05062 
Q9UHK6 
Q9UHK6 
Q9UHK6 
Q9UHK6 

859 
172 
272 
18 
233 
315 
94 
43 
52 
105 
147 
163 
166 
268 
63 
43 
105 
147 
163 
166 
268 
385 
822 
633 
664 
50 
79 
36 
11 
478 
257 
165 
14 
20 
341 
229 
460 
543 
588 
617 
1035 
1042 
1546 
1807 
141 
127 
145 
214 
14 
20 
242 
13 
121 
317 
278 
58 
87 
268 

DQVIASFKVLAGDKNFITAEELRRELP 
ALKYFNRNDAKEPKAVMKIEHLNATFQ 
MEKTGPKQTEGFRKRWFTMDDRRLMYF 
VIKCKAAVAWEAGKPLSIEEIEVAPPK 
IGVDINKDKFARAKEFGATECINPQDF 
ATRPFQLVTGRTWKGTAFGGWKSVESV 
YFPTQALNFAFKDKYKQIFLGGVDKRT 
ERVKLLLQVQHASKQITADKQYKGIID 
QHASKQITADKQYKGIIDCVVRIPKEQ 
KDKYKQIFLGGVDKRTQFWLYFAGNLA 
LDFARTRLAADVGKAGAEREFRGLGDC 
AEREFRGLGDCLVKIYKSDGIKGLYQG 
EFRGLGDCLVKIYKSDGIKGLYQGFNV 
LDCWRKIARDEGGKAFFKGAWSNVLRG 
QYKGIVDCIVRIPKEQGVLSFWRGNLA 
ERVKLLLQVQHASKQIAADKQYKGIVD 
KDKYKQIFLGGVDKHTQFWRYFAGNLA 
LDFARTRLAADVGKSGTEREFRGLGDC 
TEREFRGLGDCLVKITKSDGIRGLYQG 
EFRGLGDCLVKITKSDGIRGLYQGFSV 
VDCWRKIFRDEGGKAFFKGAWSNVLRG 
NGHQSKSMLKDDLKLSSSEDSDGEQDC 
KDLLPSPAGPVPSKDPKTEHGSRKRTI 
SNKGRKMLEKMGWKKGEGLGKDGGGMK 
LQLRRTHAGLGTGKPSSFEDVHLLQNK 
PLLPTRPPASPPDKAFSTHAFSENPRP 
RRDPSTRRPPVLAKGDDPLPPRAARPV 
RLDEINKQFLDDPKYSSDEDLPSKLEG 
MMMMSQTRDLQGGKAFGLLKAQQEERL 
DLTQEIAMEHFVKKVEAAHCAACDLFI 
GGSRFGFGFGNGMKQMRRTWKTWTTAD 
FDYLKLLGKGTFGKVILVREKATGRYY 
MNEVSVIKEGWLHKRGEYIKTWRPRYF 
IKEGWLHKRGEYIKTWRPRYFLLKSDG 
SLAADFVESKDVCKNYAEAKDVFLGMF 
SSAKQRLKCASLQKFGERAFKAWAVAR 
LVEVSRNLGKVGSKCCKHPEAKRMPCA 
TFTFHADICTLSEKERQIKKQTALVEL 
FAAFVEKCCKADDKETCFAEEGKKLVA 
PVKSSPQAAVPYKKDVGKTLCPLCFSI 
DREQLKWKNSSYGKVEGFWSKDQSQWK 
KNSSYGKVEGFWSKDQSQWKNASENDE 
VDMLSKEIQELQSKPDRSAEESDRLRK 
RQRLFSQGQDVSNKVKASRKLTELENE 
NADGTICYDSTHYKETWKALEALVAKG 
WPYAFERGDNPFPKNADGTICYDSTHY 
TICYDSTHYKETWKALEALVAKGLVQA 
VLQNSRHPFLTALKYSFQTHDRLCFVM 
MSDVAIVKEGWLHKRGEYIKTWRPRYF 
VKEGWLHKRGEYIKTWRPRYFLLKNDG 
LKPNMVTAGHACTKKYTPEQVAMATVT 
MMAHRFPALTQEQKKELSEIAQSIVAN 
KLDQGGAPLAGTNKETTIQGLDGLSER 
RALQASALAAWGGKAANKEATQEAFMK 
PEMKKKFADVFAEKTKAEWCQIFDGTD 
RLGRGKRSLVLDLKQPRGAAVLRRLCK 
DVLLEPFRRGVMEKLQLGPEILQRENP 
LPNQMSMDDWPEMKKKFADVFAEKTKA 
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851 
852 
853 
854 
855 
856 
857 
858 
859 
860 
861 
862 
863 
864 
865 
866 
867 
868 
869 
870 
871 
872 
873 
874 
875 
876 
877 
878 
879 
880 
881 
882 
883 
884 
885 
886 
887 
888 
889 
890 
891 
892 
893 
894 
895 
896 
897 
898 
899 
900 
901 
902 
903 
904 
905 
906 
907 
908 

P28838 
P28838 
P28838 
P28838 
P28838 
P28838 
P28838 
P28838 
P07355 
P07355 
P07355 
P07355 
Q9BYV1 
Q9BYV1 
Q9BYV1 
Q9BYV1 
Q9BYV1 
Q9BYV1 
Q9BYV1 
Q8IVF2 
Q8IVF2 
Q9BQI0 
Q9BQI0 
P05091 
P05091 
P05091 
P05091 
P05091 
P05091 
P05091 
P05091 
P05091 
P05091 
P04075 
P04075 
P04075 
P04075 
Q96Q42 
Q96Q42 
P50995 
P50995 
P50995 
P50995 
P20073 
P20073 
Q10567 
Q10567 
O95831 
O95831 
O95831 
O95831 
P49419 
P49419 
P49419 
P49419 
P49419 
Q8TD30 
Q8TD30 

469 
45 
61 
103 
221 
455 
476 
489 
157 
49 
152 
227 
152 
71 
84 
262 
304 
417 
420 
1757 
1510 
48 
13 
226 
52 
73 
78 
159 
368 
383 
426 
428 
451 
208 
42 
108 
330 
1416 
533 
315 
248 
255 
479 
237 
233 
538 
318 
337 
109 
388 
593 
242 
94 
462 
500 
537 
133 
415 

YRSAGACTAAAFLKEFVTHPKWAHLDI 
MTKGLVLGIYSKEKEDDVPQFTSAGEN 
DVPQFTSAGENFDKLLAGKLRETLNIS 
HQDFPSVVLVGLGKKAAGIDEQENWHE 
NEMTPTRFAEIIEKNLKSASSKTEVHI 
VVDCQLADVNNIGKYRSAGACTAAAFL 
TAAAFLKEFVTHPKWAHLDIAGVMTNK 
KWAHLDIAGVMTNKDEVPYLRKGMTGR 
NRVYKEMYKTDLEKDIISDTSGDFRKL 
ERDALNIETAIKTKGVDEVTIVNILTN 
ELQEINRVYKEMYKTDLEKDIISDTSG 
ISIMTERSVPHLQKVFDRYKSYSPYDM 
TVFFHPPMHEYAEKLAALLPEPLKVIF 
YQSLGYNRVLEIHKEHLSPVVTAYFQK 
KEHLSPVVTAYFQKPLLLHQGHMEWLF 
IRKCSCAPDCCQAKDQYIEQFKDTLST 
GVNGVVQYPKGFLKEAFELVRARGGVC 
QENSQEVGTYMLLKFAKLRDEFEIVGD 
SQEVGTYMLLKFAKLRDEFEIVGDVRG 
VQMPSLKMPKVALKGPQMDVKGPKLDL 
KFKMPSFGVSAPGKSIEASVDVSAPKV 
CDQKYSDEENLPEKLTAFKEKYMEFDL 
MMSGELSNRFQGGKAFGLLKARQERRL 
QTPLTALYVANLIKEAGFPPGVVNIVP 
IFINNEWHDAVSRKTFPTVNPSTGEVI 
STGEVICQVAEGDKEDVDKAVKAARAA 
ICQVAEGDKEDVDKAVKAARAAFQLGS 
LRYYAGWADKYHGKTIPIDGDFFSYTR 
KTEQGPQVDETQFKKILGYINTGKQEG 
ILGYINTGKQEGAKLLCGGGIAADRGY 
AKEEIFGPVMQILKFKTIEEVVGRANN 
EEIFGPVMQILKFKTIEEVVGRANNST 
NNSTYGLAAAVFTKDLDKANYLSQALQ 
GDHDLKRCQYVTEKVLAAVYKALSDHH 
GILAADESTGSIAKRLQSIGTENTEEN 
PQVIKSKGGVVGIKVDKGVVPLAGTNG 
KKENLKAAQEEYVKRALANSLACQGKY 
ANRRLLQEAVKEIKSYLKRIFQLVRFL 
LLPSLRTEVWTWGKGKEGQLGHGDVLP 
RSNEHIRELNRAYKAEFKKTLEEAIRS 
RQQILLSFKTAYGKDLIKDLKSELSGN 
FKTAYGKDLIKDLKSELSGNFEKTILA 
LLDIRSEYKRMYGKSLYHDISGDTSGD 
KAAFKTSYGKDLIKDLKSELSGNMEEL 
RQKIKAAFKTSYGKDLIKDLKSELSGN 
IYWRLLSTDPVAAKEVVLAEKPLISEE 
NINLIVQKRPEILKHEMKVFFVKYNDP 
RALGTEVIQLFPEKGNMGKILPEYLSN 
NERISGLGLTPEQKQKKAALSASEGEE 
SSGKLLIKLKDGRKVETDHIVAAVGLE 
NIFNRMPIARKIIKDGEQHEDLNEVAK 
AVTKIIAKVLEDNKLPGAICSLTCGGA 
RQASVADYEETVKKAREAWKIWADIPA 
NEVKQGLSSSIFTKDLGRIFRWLGPKG 
TSGAEIGGAFGGEKHTGGGRESGSDAW 
INYSKDLPLAQGIKFQQQQQQQQQQQQ 
NLLDSPSFPEDAKKRARRILQACGGNS 
FSREKESVLGNLAKKAKLTEDLFNQVP 
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909 
910 
911 
912 
913 
914 
915 
916 
917 
918 
919 
920 
921 
922 
923 
924 
925 
926 
927 
928 
929 
930 
931 
932 
933 
934 
935 
936 
937 
938 
939 
940 
941 
942 
943 
944 
945 
946 
947 
948 
949 
950 
951 
952 
953 
954 
955 
956 
957 
958 
959 
960 
961 
962 
963 
964 
965 
966 

Q8TD30 
Q8TD30 
Q9NQW6 
Q9NQW6 
Q99873 
Q99873 
P27695 
P27695 
P27695 
P27695 
P27695 
P27695 
P27695 
P27695 
O95433 
O95433 
O95433 
P00352 
P00352 
P00352 
P00352 
P00352 
P00352 
P00352 
P00352 
P00352 
P00352 
P30038 
P30038 
P30038 
P30038 
P30038 
P30038 
P30038 
P30038 
P30038 
P30038 
P30038 
P30038 
P30038 
P30038 
P30038 
P30038 
P30038 
P09972 
P09972 
P09525 
P09525 
P09525 
P09525 
P08758 
P08758 
P08758 
P08758 
P08758 
P08758 
P08758 
P07741 

505 
512 
298 
371 
287 
124 
79 
6 
7 
27 
31 
32 
35 
197 
39 
3 

212 
210 
91 
128 
252 
353 
367 
410 
419 
435 
495 
296 
31 
52 
93 
99 
114 
130 
175 
318 
347 
365 
376 
395 
462 
509 
531 
552 
13 
111 
184 
213 
293 
300 
126 
70 
76 
79 
97 
101 
290 
51 

HFRMTILPPVEKLKTVLQKVKDFHINF 
PPVEKLKTVLQKVKDFHINFLEKYAAA 
ASISSSVKATSPVKSTTSITDAKSCEG 
SKDKSTTPGGTGIKPFLERFGERCQEH 
LVAYFNIEFTRCHKRTGFSTSPESPYT 
SISDYAVKIVKANKLDHVVTIIKGKVE 
SWNVDGLRAWIKKKGLDWVKEEAPDIL 
MMMMMMMMMPKRGKKGAVAEDGDELRT 
MMMMMMMMPKRGKKGAVAEDGDELRTE 
GDELRTEPEAKKSKTAAKKNDKEAAGE 
RTEPEAKKSKTAAKKNDKEAAGEGPAL 
TEPEAKKSKTAAKKNDKEAAGEGPALY 
EAKKSKTAAKKNDKEAAGEGPALYEDP 
YRQRWDEAFRKFLKGLASRKPLVLCGD 
HWTERDASNWSTDKLKTLFLAVQVQNE 
MMMMMMMMMMMMAKWGEGDPRWIVEER 
PVGVKIPTCKITLKETFLTSPEELYRV 
QTPLTALHVASLIKEAGFPPGVVNIVP 
RTMDASERGRLLYKLADLIERDRLLLA 
YSNAYLNDLAGCIKTLRYCAGWADKIQ 
IDKVAFTGSTEVGKLIKEAAGKSNLKR 
VTQGPQIDKEQYDKILDLIESGKKEGA 
ILDLIESGKKEGAKLECGGGPWGNKGY 
AKEEIFGPVQQIMKFKSLDDVIKRANN 
QQIMKFKSLDDVIKRANNTFYGLSAGV 
NNTFYGLSAGVFTKDIDKAITISSALQ 
GFHEYTEVKTVTVKISQKNSSSSSSSS 
NFTGSVPTFKHLWKQVAQNLDRFHTFP 
TGAGLRWKHTSSLKVANEPVLAFTQGS 
AFTQGSPERDALQKALKDLKGRMEAIP 
YQVSPFNHGHKVAKFCYADKSLLNKAI 
NHGHKVAKFCYADKSLLNKAIEAALAA 
LLNKAIEAALAARKEWDLKPIADRAQI 
DLKPIADRAQIFLKAADMLSGPRRAEI 
AAAELIDFFRFNAKYAVELEGQQPISV 
FHTFPRLAGECGGKNFHFVHRSADVES 
SGTLRSAFEYGGQKCSACSRLYVPHSL 
SRLYVPHSLWPQIKGRLLEEHSRIKVG 
QIKGRLLEEHSRIKVGDPAEDFGTFFS 
EDFGTFFSAVIDAKSFARIKKWLEHAR 
FGPVLSVYVYPDDKYKETLQLVDSTTS 
VLRNAAGNFYINDKSTGSIVGQQPFGG 
QPFGGARASGTNDKPGGPHYILRWTSP 
LRWTSPQVIKETHKPLGDWSYAYMQQQ 
MMPHSYPALSAEQKKELSDIALRIVAP 
IQDKGIVVGIKVDKGVVPLAGTDGETT 
VRQDAQDLYEAGEKKWGTDEVKFLTVL 
RNRNHLLHVFDEYKRISQKDIEQSIKS 
MLDIRAHFKRLYGKSLYSFIKGDTSGD 
FKRLYGKSLYSFIKGDTSGDYRKVLLV 
IIASRTPEELRAIKQVYEEEYGSSLED 
FKTLFGRDLLDDLKSELTGKFEKLIVA 
RDLLDDLKSELTGKFEKLIVALMKPSR 
LDDLKSELTGKFEKLIVALMKPSRLYD 
LMKPSRLYDAYELKHALKGAGTNEKVL 
SRLYDAYELKHALKGAGTNEKVLTEII 
SEIDLFNIRKEFRKNFATSLYSMIKGD 
SFRAAIGLLARHLKATHGGRIDYIAGL 
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969 
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999 
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1001 
1002 
1003 
1004 
1005 
1006 
1007 
1008 
1009 
1010 
1011 
1012 
1013 
1014 
1015 
1016 
1017 
1018 
1019 
1020 
1021 
1022 
1023 
1024 

P07741 
Q92747 
Q92747 
Q8N6T3 
Q8N6T3 
P30837 
P30837 
P30837 
P30837 
P30837 
P30837 
P30837 
P30837 
P30837 
P30837 
Q15699 
Q15699 
Q9H4A4 
Q9H4A4 
P04083 
P04083 
P04083 
P04083 
P08133 
P08133 
P08133 
P08133 
P08133 
P08133 
P08133 
P08133 
P08133 
P08133 
Q92688 
Q92688 
P63010 
P63010 
Q9BZZ5 
Q9BZZ5 
O60306 
O60306 
P27338 
P27338 
P04114 
P04114 
O15143 
O15143 
Q92974 
Q92974 
Q8NFD5 
Q8NFD5 
Q9H993 
Q9H993 
Q9UM13 
Q9UM13 
Q9UJX3 
Q9UJX3 
P05089 

114 
165 
82 
76 
231 
272 
51 
52 
81 
364 
383 
399 
414 
426 
429 
82 
131 
188 
446 
257 
58 
239 
312 
314 
63 
68 
75 
81 
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370 
418 
483 
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67 
86 
420 
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374 
251 
734 
1051 
309 
52 

2385 
2004 
138 
82 
230 
353 
1105 
1777 
46 
40 
129 
169 
460 
263 
172 

YSLEYGKAELEIQKDALEPGQRVVVVD 
PNNVLLAAGSCDFKCRVFSAYIKEVDE 
TCGADRNAYVWSQKDGVWKPTLVILRI 
TMDKWKDIELEKMKAGGNAKFREFLES 
ASRFASAAKEGATKFGSQASQKASELG 
AFTGSTEVGHLIQKAAGDSNLKRVTLE 
QLFINNEWQDAVSKKTFPTVNPTTGEV 
LFINNEWQDAVSKKTFPTVNPTTGEVI 
VAEGDRADVDRAVKAAREAFRLGSPWR 
PFELDTQQGPQVDKEQFERVLGYIQLG 
VLGYIQLGQKEGAKLLCGGERFGERGF 
CGGERFGERGFFIKPTVFGGVQDDMRI 
TVFGGVQDDMRIAKEEIFGPVQPLFKF 
AKEEIFGPVQPLFKFKKIEEVVERANN 
EIFGPVQPLFKFKKIEEVVERANNTRY 
SPCQDSSVNYGITKVEGQPLHTELNRA 
ELGDKCDSNVSSSKKRRHRTTFTSLQL 
NRAFFPCFDTPAVKYKYSALIEVPDGF 
QFDSFLKAYVHEFKFRSILADDFLDFY 
SKHDMNKVLDLELKGDIEKCLTAIVKC 
SSDVAALHKAIMVKGVDEATIIDILTK 
TTRSYPQLRRVFQKYTKYSKHDMNKVL 
IMVSRSEIDMNDIKAFYQKMYGISLCQ 
LYSMIKNDTSGEYKKTLLKLSGGDDDA 
RSNRQRQEVCQSYKSLYGKDLIADLKY 
RQEVCQSYKSLYGKDLIADLKYELTGK 
YKSLYGKDLIADLKYELTGKFERLIVG 
KDLIADLKYELTGKFERLIVGLMRPPA 
FRTKYEKSLYSMIKNDTSGEYKKTLLK 
VRPANDFNPDADAKALRKAMKGLGTDE 
FKSHFGRDLMTDLKSEISGDLARLILG 
IRAINEAYKEDYHKSLEDALSSDTSGH 
KLYKSMKGAGTDEKTLTRIMVSRSEID 
LISVSNLPKLPKLKKLELSENRIFGGL 
ENRIFGGLDMLAEKLPNLTHLNLSGNK 
VQEAIVVIRDIFRKYPNKYESIIATLC 
NSAVVLSAVKVLMKFLELLPKDSDYYN 
LTAKLNAEKLKDFKIRLQYFARGLQVY 
LLQCTRQAVPLFSKNVHSTRFVTYFCE 
IEHLKASFPGHNVKVTVEDPALQIPPF 
TCTHAALKRHDLVKLGFKYDNILMEEA 
KCIVYYKEPFWRKKDYCGTMIIDGEEA 
VGGRTYTLRNQKVKYVDLGGSYVGPTQ 
ETIQKLSNVLQQVKIKDYFEKLVGFID 
EYSQDLDAYNTKDKIGVELTGRTLADL 
FEQENDWWVCKHIKKPIRSTVLSLDWH 
TCGTDRNAYVWTLKGRTWKPTLVILRI 
WSLAVDSSFLQQHKKEVMKQQDVIYEL 
EFCSRHSKALKLYKELYARDKRFQQFI 
VCVKEIGGLAQVNKNKKWRELATNLNV 
KPKQASKFDKLPIKIVKKNNLFVVDRS 
IDTLHRHKSEFFEKHGEEGVEAEKKAI 
QILTKVIDTLHRHKSEFFEKHGEEGVE 
PSGWIHVPLTDNHKKPTRTFMIQIAVL 
IKIYTPVEESSIGKFPRCTTIDFMMYR 
LATVCLEDPVTQEKAKTLLDKALTQRP 
DNSRAISTICSLEKKSLLRDNVDLLGS 
VPGFSWVTPCISAKDIVYIGLRDVDPG 
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158 
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KSRTIGIIGAPFSKGQPRGGVEEGPTV 
SPFQIVKNPRSVGKASEQLAGKVAEVK 
WEERTSRQLLSSSKLYFLPEDTPQGRN 
AFLVALYKYMKERKTPIERIPYLGFKQ 
GNSWAETYRNRFWKEHHFEAIALVEKA 
KPDSVRSQLETSLKRLQCPQVDLFYLH 
YAYNPLAGGLLTGKYKYEDKDGKQPVG 
CEKVFDPQNDKPSKWWTCFVKRQFMNK 
DEAIYYFKANVFFKNYEIKNEADRTLI 
YFKANVFFKNYEIKNEADRTLIYITLY 
RMRANPLAYGISHKAYQIDPTLRKHRE 
IIVKELTGDMQLSKSEILRTQMLVTTP 
ISLAYEQAESDIMKRQPRNPKTDKLVN 
MMMMMMGKGVGRDKYEPAAVSEQGDKK 
DKYEPAAVSEQGDKKGKKGKKDRDMDE 
LNIPVSQVNPRDAKACVVHGSDLKDMT 
KHPERKQAPLTYEKEEEQDQGVSCNKV 
TSPSKSPFLHSGMKMQKAGPPVPASHI 
TDQEGPPPDGPPEKRITATMDDMLSTR 
EKLFAECHVINPSKKSRTRQMNTRSSA 
TITRILLSHFNWDKEKLMERYFDGNLE 
YDRHLWEVDVQGSKAYSRGLEKAGLLT 
MMMMMMMMASESGKLWGGRFVGAVDPI 
TKAEMDQILHGLDKVAEEWAQGTFKLN 
DAYSTGSSLMPQKKNPDSLELIRSKAG 
KKDRVTVVFSTVFKDDDDVVIGKVFMQ 
IHTRMRAKTSDFLKVLNRARPDAEKKE 
PDAEKKEMKTITGKTFSSRRRRRRRRR 
QKLFVDKIREYKSKRQTSGGPVDASSE 
TAVAFNKELDPIQKLFVDKIREYKSKR 
NKELDPIQKLFVDKIREYKSKRQTSGG 
EYQQELERELFKLKQMFGNADMNTFPT 
MFGNADMNTFPTFKFEDPKFEVIEKPQ 
DMNTFPTFKFEDPKFEVIEKPQAAAAA 
TFKFEDPKFEVIEKPQAAAAAAAAAAA 
AEEERRIAAEEKKKQDELKRIARELAE 
LGVAYGATRYNYLKPRAEEERRIAAEE 
EDKVTSPEKAEEAKLKARYPHLGQKPG 
QDLPQRKPSLVASKLAGGGGGGGGGGG 
LDIAGRDITRYLIKLLLLRGYAFNHSA 
IQAADIDTRSEFYKHIVLSGGSTMYPG 
MYPGLPSRLERELKQLYLERVLKGDVE 
DQNKSAALRYRQRKRAEGEALEGECQG 
LPASGLGWLVDYGKLPPAPAPLAPYEV 
GADGGAKFLEKRLKVSGNQHEELQNVR 
LAPNDLQTKHLQLKEESVKLFRGVKKM 
EVGIPPEQSLETAKAVKERYSYVCPDL 
VKERYSYVCPDLVKEFNKYDTDGSKWI 
YSYVCPDLVKEFNKYDTDGSKWIKQYT 
LVKEFNKYDTDGSKWIKQYTGINAISK 
EFNKYDTDGSKWIKQYTGINAISKKEF 
ASVGMYLISKYIRKNTDSVVIFSGEGS 
QGYIYFHKAPSPEKAEEESERLLRELY 
YSQICAKVVRDALKTEFKANAKKTSGN 
AGLSYIRYSQICAKVVRDALKTEFKAN 
DFDGKLKDIAGEFKEQLQALIPYVLNP 
LSPDILEEKHCEFKQLALDHFKKTKKM 
GPIGSKTRRRVGLKAPGIIPRISVREP 
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Q9NR48 
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261 
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427 
434 
498 
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531 
539 
541 
165 
260 
100 
156 
324 
375 
2317 
2319 
2323 
568 
427 
495 
434 
357 
374 
49 
103 
314 
422 
276 
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81 
56 
146 
233 
244 
64 
39 
49 
55 
115 
154 
197 
270 
98 
54 
60 
70 
73 
90 
158 

EPDNVGVVVFGNDKLIKEGDIVKRTGA 
NVGVVVFGNDKLIKEGDIVKRTGAIVD 
FGNDKLIKEGDIVKRTGAIVDVPVGEE 
GRVVDALGNAIDGKGPIGSKTRRRVGL 
LGNAIDGKGPIGSKTRRRVGLKAPGII 
GKTSIAIDTIINQKRFNDGSDEKKKLY 
IINQKRFNDGSDEKKKLYCIYVAIGQK 
INQKRFNDGSDEKKKLYCIYVAIGQKR 
AIGQKRSTVAQLVKRLTDADAMKYTIV 
SGCSMGEYFRDNGKHALIIYDDLSKQA 
VSRVGSAAQTRAMKQVAGTMKLELAQY 
AQTRAMKQVAGTMKLELAQYREVAAFA 
VAVIYAGVRGYLDKLEPSKITKFENAF 
RGYLDKLEPSKITKFENAFLSHVVSQH 
QHQALLGTIRADGKISEQSDAKLKEIV 
IRADGKISEQSDAKLKEIVTNFLAGFE 
ADGKISEQSDAKLKEIVTNFLAGFEAA 
YSFTHIVPYCRSKKKKEAIIRINVGGK 
GFCKPREEMVLSGKYKSGEQILRLANE 
KRQRSSSPELMRCKRRLNFSGFGYSLP 
EHVPNGAANKKMSKVETLRSAVEYIRA 
GTTAVFINKNLGKKPGTITTVGLLSKD 
GTVVGLVNKDLGKKLGSTVGLVAKDCA 
ATHKKSGRSKEKRKSKHKLKKRRGHLS 
HKKSGRSKEKRKSKHKLKKRRGHLSEE 
GRSKEKRKSKHKLKKRRGHLSEEPSEN 
DACVQDAVQQYRQKMRWLKAEGPGRGV 
DAFLRKRATEEISKDLRATLNAFLYHM 
ERLVRLHFDNCVLKPATEGKRRLKLAQ 
TAMQKKSGYHTADKDDSSEDISVPSSP 
RRAANEDPDEKRRKFLERNRAAASRCR 
RNRAAASRCRQKRKVWVQSLEKKAEDL 
GAGSIREAGGAFGKREQAEEERYFRAQ 
KEIERHKQKIKMLKHDDDDDDDDDDDD 
LKVATNPSFDGRLKDIDEDFKRELRNL 
IAPSDLERKHLDLKEVAIKQFRSVKKM 
LYIWTQHRLNDSLKEVIIELFQLQIYI 
NKVAERVLMRLQEKLKGVEEGTVLSVG 
SRMQSNRHVVYILKDSSARPAGKGAII 
IMTIIDELGKASAKAQNLSAPITSASR 
HGHGRELFQYMLQKERVEPHQLAIDRP 
ARKLPPKRAEGDIKPYSSSDREFLKVA 
DIKPYSSSDREFLKVAVEPPWPLNRAP 
VAAAKYARAERELKPARIYGLGSLALY 
ATLKDITRRLKSIKNIQKITKSMKMVA 
KSIKNIQKITKSMKMVAAAKYARAERE 
QKITKSMKMVAAAKYARAERELKPARI 
LCGAIHSSIAKQMKSEVATLTAAGKEV 
LYRTHSDQFLVAFKEVGRKPPTFGDAS 
SIIFNKFRSVISYKTEEKPIFSLNTVA 
MDNASKNASEMIDKLTLTFNRTRQAVI 
RSIKVKSLNDITAKERFSPLTTNLINL 
YATALYSAASKQNKLEQVEKELLRVAQ 
SAASKQNKLEQVEKELLRVAQILKEPK 
QVEKELLRVAQILKEPKVAASVLNPYV 
KELLRVAQILKEPKVAASVLNPYVKRS 
SVLNPYVKRSIKVKSLNDITAKERFSP 
SASPLEEATLSELKTVLKSFLSQGQVL 
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1193 
1194 
1195 
1196 
1197 
1198 

P48047 
P48047 
P48047 
P48047 
P48047 
P24539 
P24539 
P24539 
P24539 
P24539 
P24539 
P24539 
P24539 
Q9NVI7 
Q9NVI7 
O00244 
O00244 
P56381 
P56381 
P56381 
P56381 
P56381 
O75964 
O75964 
O75964 
O75964 
O75964 
Q7Z4Y8 
Q7Z4Y8 
Q7Z4Y8 
P54259 
P54259 
P03928 
P03928 
P03928 
P46100 
P46100 
Q8WWM7 
Q8WWM7 
Q13825 
Q13825 
Q13825 
Q13825 
Q13825 
Q13825 
Q13825 
Q13825 
Q13825 
Q13825 
O00154 
O00154 
O00154 
O00154 
Q8N9N5 
Q8N9N5 
O15382 
O15382 
O75947 

162 
172 
176 
192 
199 
53 
131 
139 
154 
162 
221 
233 
244 
231 
539 
39 
60 
28 
21 
32 
37 
44 
55 
11 
24 
35 
54 
24 
11 
54 
89 
641 
27 
54 
57 
295 
967 
641 
207 
105 
100 
109 
113 
144 
148 
160 
204 
211 
329 
302 
168 
198 
283 
133 
275 
111 
321 
63 

LEEATLSELKTVLKSFLSQGQVLKLEA 
TVLKSFLSQGQVLKLEAKTDPSILGGM 
SFLSQGQVLKLEAKTDPSILGGMIVRI 
PSILGGMIVRIGEKYVDMSVKTKIQKL 
IVRIGEKYVDMSVKTKIQKLGRAMREI 
HLVPVPPLPEYGGKVRYGLIPEEFFQF 
PFVADFADKLNEQKLAQLEEAKQASIQ 
KLNEQKLAQLEEAKQASIQHIQNAIDT 
ASIQHIQNAIDTEKSQQALVQKRHYLF 
AIDTEKSQQALVQKRHYLFDVQRNNIA 
RRKEQEHMINWVEKHVVQSISTQQEKE 
EKHVVQSISTQQEKETIAKCIADLKLL 
QEKETIAKCIADLKLLAKKAQAQPVMM 
RRATVEREMELRHKNEMLRVEAEARAR 
QEERERLVRMYFDKYVLKPATEGKQRL 
LGGVKYDIDLPNKKVCIESEHSMDTLL 
SMDTLLATLKKTGKTVSYLGLEEEEEE 
YSQICAKAVRDALKTEFKANAEKTSGS 
AGLSYIRYSQICAKAVRDALKTEFKAN 
CAKAVRDALKTEFKANAEKTSGSNVKI 
RDALKTEFKANAEKTSGSNVKIVKVKK 
FKANAEKTSGSNVKIVKVKKEEEEEEE 
TPAEIPRAIQSLKKIVNSAQTGSFKQL 
MMMMAQFVRNLVEKTPALVNAAVTYSK 
KTPALVNAAVTYSKPRLATFWYYAKVE 
YSKPRLATFWYYAKVELVPPTPAEIPR 
PTPAEIPRAIQSLKKIVNSAQTGSFKQ 
KTPALVNAAVTYLKPRLAAFWYYTTVE 
MMMMAPFVRNLVEKTPALVNAAVTYLK 
PTPAEIPRAIQSLKKIVSSAQTGSFKQ 
ISESESEETNAPKKTKTEQELPRPQSP 
YKTASPPGPPPYGKRAPSPGAYKTATP 
TPMLLTLFLITQLKMLNTNYHLPPSPK 
PMKMKNYNKPWEPKWTKICSLHSLPPQ 
MKNYNKPWEPKWTKICSLHSLPPQSSS 
SVFENLEQLLQQNKKKIKVDSEKSNKV 
CKKVQDGLSDIAEKFLKKDQSDETSED 
CPSQTGSPPVGLIKGEDKDEGPVAEQV 
HFRNVDFNYATKDKFTDSAIAMNSKVN 
LGINRAYGKNSLSKNLIKMLSKAVDAL 
RGIVVLGINRAYGKNSLSKNLIKMLSK 
RAYGKNSLSKNLIKMLSKAVDALKSDK 
KNSLSKNLIKMLSKAVDALKSDKKVRT 
SEVPGIFCAGADLKERAKMSSSEVGPF 
GIFCAGADLKERAKMSSSEVGPFVSKI 
AKMSSSEVGPFVSKIRAVINDIANLPV 
ALACDIRVAASSAKMGLVETKLAIIPG 
VAASSAKMGLVETKLAIIPGGGGTQRL 
IPTKDRLEGLLAFKEKRPPRYKGEEEE 
VITISGRMTFTSNKSMEIEVLVDADPV 
TNKATLWYVPLSLKNVDKVLEVPPVVY 
EQEEEGRKRYEAQKLERMETKWRNGDI 
IVTASVDAINFHDKIRKGCVITISGRM 
VILNNDRQNAIVAKMEDPLSNRAPDSL 
REVQAVSNLSGQGKHGKKQLDPLTIYG 
SLQLFEGMKAFKGKDQQVRLFRPWLNM 
WGEFRVVERTITMKQLLRALEEGRVRE 
PAIDWAYYKANVAKAGLVDDFEKKFNA 
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1199 
1200 
1201 
1202 
1203 
1204 
1205 
1206 
1207 
1208 
1209 
1210 
1211 
1212 
1213 
1214 
1215 
1216 
1217 
1218 
1219 
1220 
1221 
1222 
1223 
1224 
1225 
1226 
1227 
1228 
1229 
1230 
1231 
1232 
1233 
1234 
1235 
1236 
1237 
1238 
1239 
1240 
1241 
1242 
1243 
1244 
1245 
1246 
1247 
1248 
1249 
1250 
1251 
1252 
1253 
1254 
1255 
1256 

O75947 
O75947 
O75947 
O75947 
P56134 
P56134 
P41182 
P41182 
P06576 
P06576 
P06576 
P06576 
P06576 
P06576 
P06576 
P06576 
P06576 
P06576 
P06576 
P30049 
P30049 
P30049 
A6NMY6 
A6NMY6 
Q8N5M1 
Q8N5M1 
P56817 
P56817 
P56817 
P56817 
P56817 
P56817 
P56817 
P56817 
Q9UIF9 
Q9UIF9 
Q9UIF9 
O14874 
O14874 
O14874 
Q7L4P6 
Q7L4P6 
O15392 
O15392 
O15392 
O15392 
O15392 
O15392 
O15392 
O15392 
Q9P281 
Q9P281 
Q9UIG0 
Q9UIG0 
Q86UU0 
Q86UU0 
Q86UU0 
Q86UU0 

85 
95 
117 
149 
59 
22 
336 
379 
459 
124 
133 
161 
198 
259 
264 
426 
480 
485 
522 
131 
136 
165 
104 
49 
72 
133 
203 
126 
275 
279 
285 
299 
300 
307 
1835 
680 
799 
135 
192 
233 
406 
133 
15 
23 
90 
110 
112 
115 
121 
129 
2060 
222 
1177 
1335 
73 
36 
108 
110 

KKFNALKVPVPEDKYTAQVDAEEKEDV 
PEDKYTAQVDAEEKEDVKSCAEWVSLS 
WVSLSKARIVEYEKEMEKMKNLIPFDQ 
LNEAFPETKLDKKKYPYWPHQPIENLL 
RGYYRYYNKYINVKKGSISGITMVLAC 
APVPVKDKKLLEVKLGELPSWILMRDF 
LNRKGLVSPQSPQKSDCQPNSPTESCS 
SPTDPKACNWKKYKFIVLNSLNQNAKP 
LSEEDKLTVSRARKIQRFLSQPFQVAE 
IAMDGTEGLVRGQKVLDSGAPIKIPVG 
VRGQKVLDSGAPIKIPVGPETLGRIMN 
IGEPIDERGPIKTKQFAPIHAEAPEFM 
TGIKVVDLLAPYAKGGKIGLFGGAGVG 
LYHEMIESGVINLKDATSKVALVYGQM 
IESGVINLKDATSKVALVYGQMNEPPG 
VGSEHYDVARGVQKILQDYKSLQDIIA 
PFQVAEVFTGHMGKLVPLKETIKGFQQ 
EVFTGHMGKLVPLKETIKGFQQILAGE 
MVGPIEEAVAKADKLAEEHSSSSSSSS 
EAVTLDMLDLGAAKANLEKAQAELVGT 
DMLDLGAAKANLEKAQAELVGTADEAT 
EIQIRIEANEALVKALEEEEEEEEEEE 
LSGHLETVILGLLKTPAQYDASELKAS 
ERDALNIETAIKTKGVDEVTIVNIVTN 
EGGFEINLDHRKLKTPQAKLFTVPSEA 
TQRNKDQLIRAAVKFLDTDTICYRVEE 
PDDSLEPFFDSLVKQTHVPNLFSLQLC 
YQRQLSSTYRDLRKGVYVPYTQGKWEG 
VIIVRVEINGQDLKMDCKEYNYDKSIV 
RVEINGQDLKMDCKEYNYDKSIVDSGT 
QDLKMDCKEYNYDKSIVDSGTTNLRLP 
SIVDSGTTNLRLPKKVFEAAVKSIKAA 
IVDSGTTNLRLPKKVFEAAVKSIKAAS 
NLRLPKKVFEAAVKSIKAASSTEKFPD 
VNPRLVSGYRRIIKNPMDFSTMRERLL 
PKVKRGRGRPPKVKITELLNKTDNRPL 
EEVTKAKPACKADKTLATQRRLEERQR 
ILHVHELYIRAFQKLTDFPPIKDQADE 
HIEDEKLVRYFLDKTLTSRLGIRMLAT 
IICTRLSPKKIIEKWVDFARRLCEHKY 
VNKYICEKIMDINKSCKNEERREAKYN 
KRPEGRKPSEVAHKSIEAVVARLEKQN 
GAPTLPPAWQPFLKDHRISTFKNWPFL 
WQPFLKDHRISTFKNWPFLEGCACTPE 
HKKHSSGCAFLSVKKQFEELTLGEFLK 
TLGEFLKLDRERAKNKIAKETNNKKKE 
GEFLKLDRERAKNKIAKETNNKKKEFE 
LKLDRERAKNKIAKETNNKKKEFEETA 
RAKNKIAKETNNKKKEFEETAKKVRRA 
ETNNKKKEFEETAKKVRRAIEQLAAMD 
AQDGPEALKTPGKKSISKDKAGKAELL 
QKGPKDFDRFLVGKELGREKAGKAAEG 
RMHVLLGMLDACIKWDMSAENARCKVC 
VDDAEVDELVLQTKRSSRRQSLELQKC 
QNVNQGPTCNVGSKGVGAGNHGAKANQ 
PLSPRGHCPPAPAKPMHPENKLTNHGK 
KNPQAGVPPFSSLKGKVKRDRSVSVDS 
PQAGVPPFSSLKGKVKRDRSVSVDSGE 
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1257 
1258 
1259 
1260 
1261 
1262 
1263 
1264 
1265 
1266 
1267 
1268 
1269 
1270 
1271 
1272 
1273 
1274 
1275 
1276 
1277 
1278 
1279 
1280 
1281 
1282 
1283 
1284 
1285 
1286 
1287 
1288 
1289 
1290 
1291 
1292 
1293 
1294 
1295 
1296 
1297 
1298 
1299 
1300 
1301 
1302 
1303 
1304 
1305 
1306 
1307 
1308 
1309 
1310 
1311 
1312 
1313 
1314 

Q86UU0 
P54132 
P54132 
O60885 
O60885 
Q02338 
Q02338 
Q02338 
Q02338 
Q02338 
Q02338 
Q02338 
Q02338 
Q02338 
Q93088 
Q93088 
Q93088 
Q93088 
Q93088 
Q93088 
Q93088 
P53004 
P53004 
P53004 
Q12830 
Q12830 
Q5VTR2 
Q5VTR2 
Q5VTR2 
Q5VTR2 
O75150 
O75150 
O75150 
O75150 
Q8WY22 
Q8WY22 
Q9Y6E2 
Q9Y6E2 
Q07021 
Q07021 
Q9UIF8 
Q9UIF8 
Q9NYF8 
Q9NYF8 
Q9NYF8 
Q9NYF8 
Q9NYF8 
Q9NYF8 
Q6W2J9 
Q6W2J9 
Q8NFC6 
Q8NFC6 
Q9ULD4 
Q9ULD4 
Q9ULD4 
Q9ULD4 
Q9C0K0 
Q9C0K0 

137 
870 
863 
102 
1111 
122 
73 
97 
132 
177 
212 
258 
259 
280 
151 
40 
93 
232 
241 
340 
377 
276 
248 
253 
338 
880 
336 
21 
348 
510 
298 
20 
355 
517 
93 
229 
345 
117 
100 
91 
211 
1462 
891 
152 
332 
421 
437 
475 
412 
392 
826 
473 
280 
447 
449 
671 
619 
851 

QREAGTPSLDSEAKEVAPRSKRRCVLE 
FNRHNLKYYVLPKKPKKVAFDCLEWIR 
PQVFSMSFNRHNLKYYVLPKKPKKVAF 
AVKLNLPDYYKIIKTPMDMGTIKKRLE 
AASVVQPQPLVVVKEEKIHSPIIRSEP 
TVQLNVCSSEEVEKVVEIVRSSLKDPE 
VTGCDSGFGFSLAKHLHSKGFLVFAGC 
AGCLMKDKGHDGVKELDSLNSDRLRTV 
EVEKVVEIVRSSLKDPEKGMWGLVNNA 
VAEVNLWGTVRMTKSFLPLIRRAKGRV 
RMANPARSPYCITKFGVEAFSDCLRYE 
TSLYSPESIQAIAKKMWEELPEVVRKD 
SLYSPESIQAIAKKMWEELPEVVRKDY 
VVRKDYGKKYFDEKIAKMETYCSSGST 
KKVFLQQLEVFMKKNVDFLIAEYFEHV 
GGFVFALEKRGYVKAGPWTPEAAVEHP 
EDKLENRGNYVLEKISGQEVNEAACDI 
FDPTISLKTVKLMKEGLEAARLKAHLM 
VKLMKEGLEAARLKAHLMSQPLAYHTP 
KHGSWGSGLDMHTKPWVRARARKEYWE 
NPSMSKPDGWGVTKGTAELMQQKEATT 
LGQFSEKELAAEKKRILHCLGLAEEIQ 
SGSLENVPNVGVNKNIFLKDQNIFVQK 
NVPNVGVNKNIFLKDQNIFVQKLLGQF 
TWPEVLRVYCESDKEYHHVLPYQEAED 
HREDHDKRRHLAHKFCLTPAGEFKWNG 
RKFEEMNAELEENKELAQNRLCELEKL 
RAAGEPGTSMPPEKKAAVEDSGTTVET 
NKELAQNRLCELEKLRQDFEEVTTQNE 
YKRKLREAQSDLNKTRLRSGSALLQSQ 
DIEKLRKREQKLNKHLAEALEQLNSGY 
KRAAGDGGSGPPEKKLSREEKTTTTLI 
NQELANSRMAELEKLQAELQGAVRTNE 
YKRKLREVQAEIGKLRAQASGSAHSTP 
FVLGVDMFVETLWKVWTELLDVLGLDV 
SNPSVEEKLEHLEKQVRLLNIRLNRVL 
FSSQGQSELILLQKVQEYCYDNIHFMK 
DHETIRNYAQVFNKLIRRYKYLEKAFE 
SDEIKEERKIQKHKTLPKMSGGWELEL 
GDKAFVDFLSDEIKEERKIQKHKTLPK 
GQTKSTSSGGGNRKCNQEQSKNQPLDA 
DLKEKDNTNLFLQKPGSFSKLSKLLEV 
FKKSGSSPKWTHDKYQGDGIVEDEEET 
PRSSSSRSSSPYSKSPVSKRRGSQEKQ 
SSFYPDGGDQETAKTGKFLKRFTDEES 
YRQFRKSVLADQGKSFATASHRNTEEE 
ATASHRNTEEEGLKYKSKVSLKGNRES 
KETGYVVERPSTTKDKHKEEDKNSERI 
GGEGAQPVPGHARKTAVQDRKDGSSPP 
VSSEFPAARLSNGKYPKAPEGGEGAQP 
IIKTDENVRKENNKKERRLSAEKTKAE 
EGKTKSVRHAYVHKPYLYSKYYSDSDD 
VDCILCPNKGGAFKQTSDGHWAHVVCA 
QGGVSGSLKGVPKKSKMSLKQKIKKEP 
GVSGSLKGVPKKSKMSLKQKIKKEPEE 
FNLIVTNCMKYNAKDTIFHRAAVRLRD 
ALPQYGELLADKQKRGAFLKRAAGGGD 
KLTRHMKTHGQIGKEVYRCDICQMPFS 
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1315 
1316 
1317 
1318 
1319 
1320 
1321 
1322 
1323 
1324 
1325 
1326 
1327 
1328 
1329 
1330 
1331 
1332 
1333 
1334 
1335 
1336 
1337 
1338 
1339 
1340 
1341 
1342 
1343 
1344 
1345 
1346 
1347 
1348 
1349 
1350 
1351 
1352 
1353 
1354 
1355 
1356 
1357 
1358 
1359 
1360 
1361 
1362 
1363 
1364 
1365 
1366 
1367 
1368 
1369 
1370 
1371 
1372 

O00512 
O00512 
Q9H694 
Q9H694 
Q86WA6 
Q86WA6 
Q86WA6 
Q86WA6 
Q86WA6 
Q86WA6 
Q86WA6 
Q86WA6 
Q86WA6 
Q86WA6 
Q9H0E9 
Q9H0E9 
Q9H0E9 
Q5VW32 
Q5VW32 
P41223 
P41223 
P27797 
P27797 
P27797 
P27797 
Q13867 
Q13867 
O00327 
O00327 
Q9NPI1 
Q9NPI1 
Q9NSG2 
Q9NSG2 
Q5T440 
Q5T440 
Q13112 
Q13112 
Q86VP6 
Q86VP6 
Q86VP6 
O95861 
O95861 
Q9H8M2 
Q9H8M2 
Q8TDN6 
Q8TDN6 
O43684 
O43684 
O43852 
O43852 
O95696 
O95696 
O95696 
O95696 
O95696 
Q6UB35 
Q6UB35 
Q6UB35 

96 
844 
935 
398 
132 
86 
119 
126 
184 
191 
217 
243 
260 
271 
159 
85 
481 
83 
283 
94 
125 
272 
48 
159 
209 
267 
391 
148 
538 
67 
328 
204 
792 
148 
309 
67 
494 
1158 
55 
971 
261 
244 
202 
373 
160 
276 
52 
179 
79 
165 
381 
368 
516 
519 
903 
395 
189 
596 

MGLKNGAGNGAKGKGKRERSISADSFD 
LNTAPPVQRGLGRKPLDISVAGSQVHS 
ARRKMLLAISELNKNRRKLFESPNART 
KPKPKQPSKSVIVKSVERNALNMYEAR 
KDAVDLMKALKFKKVSLLGWSDGGITA 
GETDFGPQLKNLNKKLFTVVAWDPRGY 
DRDFPADFFERDAKDAVDLMKALKFKK 
FFERDAKDAVDLMKALKFKKVSLLGWS 
EDSMIYEGIRDVSKWSERTRKPLEALY 
GIRDVSKWSERTRKPLEALYGYDYFAR 
RTCEKWVDGIRQFKHLPDGNICRHLLP 
PRVQCPALIVHGEKDPLVPRFHADFIH 
VPRFHADFIHKHVKGSRLHLMPEGKHN 
HVKGSRLHLMPEGKHNLHLRFADEFNK 
ATKKKLEEEEAEVKRKATDAAYQARQA 
LETTETPKRKRGEKGEVVETVEDVIVR 
DKPVPLPAPEMTVKQERLDFEETENKG 
GFINSLDESTQESKLRYIQNFKWTDTL 
AIRSLQEAEKLYAKAEALCKEYGETKG 
EGYADKNLIAKWKKQGYENLCCLRCIQ 
NFGTNCICRVPKSKLEVGRIIECTHCG 
GEWEPPVIQNPEYKGEWKPRQIDNPDY 
SRWIESKHKSDFGKFVLSSGKFYGDEE 
VIFNYKGKNVLINKDIRCKDDEFTHLY 
LEDDWDFLPPKKIKDPDASKPEDWDER 
YREHVKPLFNMEDKICLVNDPRPQHKY 
AVSEKDDQDGAFTKWRVENSWGEDHGH 
ANYKPTFLSDDELKHLILRAADGFLFV 
TSTPPPDASSPGGKKILNGGTPDIPSS 
DHDKHKDRKRKKRKKGEKQIPGEEKGR 
QEQLDRIVKESGGKLTRRLVNSQCEFE 
LKHQSIIKSQLKHKDIITSLCEDILFS 
VEEAKRSSLQPYAKRARQEFPWEEEYR 
ALQKHLALYRIRRKVTVEPHPELRVWA 
GATVLTASGQTVGKFRAGQGNVGLALL 
AIVEFLSNLARHTKAVNVVRFSPTGEI 
SRRVTLNTLQAWSKTTPRRINLTPLKT 
LVEPLRATCTTKVKANSVKQEFEKQDE 
DDDSERKVVKMILKLLEDKNGEVQNLA 
LTLIDPETLLPRLKGYLISGSSYARSS 
TCAPEVILHAVGGKLTDIHGNVLQYHK 
GKASAYVFASPGCKKWDTCAPEVILHA 
KIVANEYKSVTEFKADFKLMCDNAMTY 
SSKLLPGFTTLGFKDERRNKVTFLSSA 
HTLAELKMTGNCLKGSRPLLSFDPAFD 
NMHRRVIRSITAAKYREKQQVKDVQKL 
VRLYDVPANSMRLKYQHTGAVLDCAFY 
NMGYVQQRRESSLKYQTRCIRAFPNKQ 
PEESKERLGKIVSKIDGDKDGFVTVDE 
MMVRDERRFKMADKDGDLIATKEEFTA 
KELTGGGTTFSVRKTAYCDVHTPPGCT 
AQKAGLYMKMEPVKELTGGGTTFSVRK 
QRSSQQRENDEEMKAAKEKLKYWQRLR 
SQQRENDEEMKAAKEKLKYWQRLRHDL 
SELISCIENGNYAKAARIAAEVGQSSM 
GLLADEIEIYGKSKAKVRLSVLERLKD 
EKDVDGVTDINLGKLVRGDAHECFVSP 
FLRKITIGQGNTEKGHYRQAQFDIAVA 
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1373 
1374 
1375 
1376 
1377 
1378 
1379 
1380 
1381 
1382 
1383 
1384 
1385 
1386 
1387 
1388 
1389 
1390 
1391 
1392 
1393 
1394 
1395 
1396 
1397 
1398 
1399 
1400 
1401 
1402 
1403 
1404 
1405 
1406 
1407 
1408 
1409 
1410 
1411 
1412 
1413 
1414 
1415 
1416 
1417 
1418 
1419 
1420 
1421 
1422 
1423 
1424 
1425 
1426 
1427 
1428 
1429 
1430 

P07858 
P07858 
Q03135 
Q03135 
O60566 
O60566 
Q8NDD1 
Q8NDD1 
P62158 
P62158 
P62158 
P62158 
P42574 
P42574 
Q9UKL3 
Q9UKL3 
P43155 
P43155 
P43155 
P43155 
P27824 
P27824 
Q14790 
Q14790 
Q92793 
Q92793 
Q92793 
Q92793 
Q92793 
Q92793 
Q92793 
Q92793 
Q92793 
Q92793 
Q92793 
O00257 
O00257 
Q4VC31 
Q4VC31 
P14635 
P14635 
P47756 
P47756 
Q12834 
Q12834 
Q01518 
Q01518 
Q13185 
Q13185 
Q13185 
Q13185 
Q13185 
P45973 
P45973 
P06493 
P06493 
P06493 
P06493 

165 
220 
86 
5 

522 
250 
240 
185 
31 
22 
95 
116 
57 
11 

1212 
1343 
390 
93 
261 
268 
515 
137 
132 
224 
135 
657 
1014 
1216 
1583 
1591 
1592 
1595 
1597 
1741 
1744 
347 
149 
104 
100 
78 
73 
48 
235 
359 
66 
458 
81 
92 
5 
10 
44 
50 
102 
40 
238 
6 
9 
245 

GGYPAEAWNFWTRKGLVSGGLYESHVG 
CSKICEPGYSPTYKQDKHYGYNSYSVS 
AEPEGTHSFDGIWKASFTTFTVTKYWF 
MMMMMMMMMMSGGKYVDSEGHLYTVPI 
SLAENIWQEQPHSKGPSVPFSIFDEFL 
TARAPIIRVGGALKAPSQNRGLQNPFP 
EEKRLAQETDIFKKKKRKGQEDRRKSK 
RLEVHRFGITGYGKGKERILEQERAIM 
SLFDKDGDGTITTKELGTVMRSLGQNP 
QIAEFKEAFSLFDKDGDGTITTKELGT 
SEEEIREAFRVFDKDGNGYISAAELRH 
AAELRHVMTNLGEKLTDEEVDEMIREA 
MGLCIIINNKNFHKSTGMTSRSGTDVD 
MMMMENTENSVDSKSIKNLEPKIIHGS 
SEDPVHYKSLVGCKKSEENYQDQNNSS 
CTEKSEWELKTPEKQLLETLKCESIPA 
MPKKLRFNITPEIKSDIEKAKQNLSIM 
GERLQKGLERRARKTENWLSEWWLKTA 
VGILTSNHRNSWAKAYNTLIKDKVNRD 
HRNSWAKAYNTLIKDKVNRDSVRSIQK 
CCSGKKQTSGMEYKKTDAPQPDVKEEE 
SRAKHHAISAKLNKPFLFDTKPLIVQY 
SFKFLLQEEISKCKLDDDMNLLDIFIE 
SPREQDSESQTLDKVYQMKSKPRGYCL 
PLSQGDSSAPSLPKQAASTSGPTPAAS 
ANSRDEYYHLLAEKIYKIQKELEEKRR 
TQAEDTEPDPGESKGEPRSEMMEEDLQ 
KYEFSPQTLCCYGKQLCTIPRDAAYYS 
AASETTEGSQGDSKNAKKKNNKKTNKN 
SQGDSKNAKKKNNKKTNKNKSSISRAN 
QGDSKNAKKKNNKKTNKNKSSISRANK 
SKNAKKKNNKKTNKNKSSISRANKKKP 
NAKKKNNKKTNKNKSSISRANKKKPSM 
LCINCYNTKSHAHKMVKWGLGLDDEGS 
NCYNTKSHAHKMVKWGLGLDDEGSSQG 
GVSDPQPQDAGSRKLSPTKEAFGEQPL 
ERAGKPPPPGKSGKYYYQLNSKKHHPY 
KNLDDLTLLKQLRKEQTKLKWMQSELN 
EEREKNLDDLTLLKQLRKEQTKLKWMQ 
EAKPSATGKVIDKKLPKPLEKVPMLVP 
MPMKKEAKPSATGKVIDKKLPKPLEKV 
LCEDLLSSVDQPLKIARDKVVGKDYLL 
NKIRSTLNEIYFGKTKDIVNGLRSIDA 
VPLQTFTQHQGAVKAVAWCPWQSNVLA 
GRTPGRTPGKSSSKVQTTPSKPGGDRY 
GGDFNEFPVPEQFKTLWNGQKLVTTVT 
DVQKHAEMVHTGLKLERALLVTASQCQ 
SQKAGKEKDGTKRKSLSDSESDDSKSK 
MMMMMMMMMMASNKTTLQKMGKKQNGK 
MMMMMASNKTTLQKMGKKQNGKSKKVE 
VVEKVLDRRVVNGKVEYFLKWKGFTDA 
DRRVVNGKVEYFLKWKGFTDADNTWEP 
KRKSNFSNSADDIKSKKKREQSNDIAR 
DRRVVKGQVEYLLKWKGFSEEHNTWEP 
NEVWPEVESLQDYKNTFPKWKPGSLAS 
MMMMMMMMMEDYTKIEKIGEGTYGVVY 
MMMMMMEDYTKIEKIGEGTYGVVYKGR 
ESLQDYKNTFPKWKPGSLASHVKNLDE 
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1431 
1432 
1433 
1434 
1435 
1436 
1437 
1438 
1439 
1440 
1441 
1442 
1443 
1444 
1445 
1446 
1447 
1448 
1449 
1450 
1451 
1452 
1453 
1454 
1455 
1456 
1457 
1458 
1459 
1460 
1461 
1462 
1463 
1464 
1465 
1466 
1467 
1468 
1469 
1470 
1471 
1472 
1473 
1474 
1475 
1476 
1477 
1478 
1479 
1480 
1481 
1482 
1483 
1484 
1485 
1486 
1487 
1488 

P17676 
P17676 
P17676 
P17676 
P17676 
P04040 
P04040 
P04040 
P04040 
P04040 
P04040 
P52907 
P52907 
P52907 
Q8WUD4 
Q8WUD4 
Q16543 
Q16543 
Q16543 
Q8N4T8 
Q8N4T8 
Q8N4T8 
Q8N4T8 
Q8N163 
Q8N163 
Q8N163 
Q03701 
Q03701 
P49454 
P49454 
Q8N884 
Q8N884 
Q8N884 
Q86WR0 
Q86WR0 
O95400 
O95400 
Q9UJX2 
Q9UJX2 
P50750 
P50750 
P50750 
P61604 
P61604 
P61604 
P61604 
P61604 
P61604 
P61604 
P61604 
P61604 
P61604 
P61604 
Q8IWX8 
Q8IWX8 
Q8IWX8 
Q14004 
Q14004 

302 
43 
129 
132 
133 
169 
221 
233 
306 
480 
499 
93 
19 
97 
23 
53 
147 
78 
154 
140 
40 
96 
195 
446 
112 
215 
871 
695 
1725 
2875 
506 
7 

414 
168 
23 
25 
44 
291 
467 
345 
44 
48 
36 
8 
28 
40 
54 
56 
66 
70 
80 
86 
99 
863 
18 
879 
943 
556 

RDKAKMRNLETQHKVLELTAENERLQK 
YYEADCLAAAYGGKAAPAAPPAARPGP 
DFLSDLFSDDYGGKNCKKPAEYGYVSL 
SDLFSDDYGGKNCKKPAEYGYVSLGRL 
DLFSDDYGGKNCKKPAEYGYVSLGRLG 
RDPILFPSFIHSQKRNPQTHLKDPDMV 
GHRHMNGYGSHTFKLVNANGEAVYCKF 
FKLVNANGEAVYCKFHYKTDQGIKNLS 
PFNPFDLTKVWPHKDYPLIPVGKLVLN 
LKDAQIFIQKKAVKNFTEVHPDYGSHI 
HPDYGSHIQALLDKYNAEKPKNAIHTF 
GDLGNSRFLDPRNKISFKFDHLRKEAS 
DRVSDEEKVRIAAKFITHAPPGEFNEV 
NSRFLDPRNKISFKFDHLRKEASDPQP 
RLEEEALRRKERLKALREKTGRKDKED 
KTKHLREEEEEGEKHRELRLRNYVPED 
EKTEEDSEEVREQKHKTFVEKYEKQIK 
QRKLKELEVAEGGKAELERLQAEAQQL 
EEVREQKHKTFVEKYEKQIKHFGMLRR 
GGSIVNVGSIVGLKGNSGQSVYSASKG 
YRLAVIARNLEGAKAAAGDLGGDHLAF 
AAGINRDGLLVRTKTEDMVSQLHTNLL 
HTDMTKDLKEEHLKKNIPLGRFGETIE 
MPTLEEWEALCQQKAAEAAPPTQEAQG 
AYNPGQAVPWNAVKVQTLSNQPLLKSP 
KRKQRAGGEPWGAKKPRHDLPPYRVHL 
SSGKDDMDFAGNVKKRTKGAKDNTLDE 
VHFDNLKGGKQLNKYDPFSRNPLFCGA 
VTLEMESKLAAEKKQTEQLSLELEVAR 
ILEELKKTKMDNLKYVNQLKKENERAQ 
SNLIDKRSKEFLTKQIEYERNNEFPVF 
MMMMMMMMQPWHGKAMQRASEAGATAP 
EEKCCRKDCLKLMKYLLEQLKERFKDK 
ERNEKKAQIQEMKKREKEEMKKKREMD 
VNSSAYTIYMGKDKYENEDLIKHGWPE 
GDEEDEDEIIVPKKKLVDPVAGSGGPG 
VAGSGGPGSRFKGKHSLDSDEEEDDDD 
DIDKALSIFNELRKQDPYRIENMDTFS 
KCYWRAYAVGDVEKMALVKLAKLHEQL 
LTSMFEYLAPPRRKGSQITQQSTNQSR 
GEVFKARHRKTGQKVALKKVLMENEKE 
KARHRKTGQKVALKKVLMENEKEGFPI 
AETVTKGGIMLPEKSQGKVLQATVVAV 
MMMMMMMAGQAFRKFLPLFDRVLVERS 
RVLVERSAAETVTKGGIMLPEKSQGKV 
TKGGIMLPEKSQGKVLQATVVAVGSGS 
VLQATVVAVGSGSKGKGGEIQPVSVKV 
QATVVAVGSGSKGKGGEIQPVSVKVGD 
SKGKGGEIQPVSVKVGDKVLLPEYGGT 
GGEIQPVSVKVGDKVLLPEYGGTKVVL 
VGDKVLLPEYGGTKVVLDDKDYFLFRD 
LPEYGGTKVVLDDKDYFLFRDGDILGK 
KDYFLFRDGDILGKYVDDDDDDDDDDD 
VKMGWSGSGGLGAKEQGIQDPIKGGDV 
LPPDDQELRNVIDKLAQFVARNGPEFE 
GIQDPIKGGDVRDKWDQYKGVGVALDD 
CGSPCPAVWPDVIKLPYFNTMKPKKQY 
LQVTKVENNLIVDKATKKAVIVGKESK 
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1493 
1494 
1495 
1496 
1497 
1498 
1499 
1500 
1501 
1502 
1503 
1504 
1505 
1506 
1507 
1508 
1509 
1510 
1511 
1512 
1513 
1514 
1515 
1516 
1517 
1518 
1519 
1520 
1521 
1522 
1523 
1524 
1525 
1526 
1527 
1528 
1529 
1530 
1531 
1532 
1533 
1534 
1535 
1536 
1537 
1538 
1539 
1540 
1541 
1542 
1543 
1544 
1545 
1546 

Q9Y232 
Q9Y232 
P49715 
P49715 
Q16739 
Q16739 
Q14839 
Q14839 
Q3L8U1 
Q3L8U1 
Q8NE62 
Q8NE62 
Q8NE62 
Q8NE62 
Q8NE62 
Q9H444 
Q9H444 
Q9H444 
O60563 
O60563 
Q9NWY4 
Q9NWY4 
Q9NWY4 
Q9NWY4 
P24941 
P24941 
Q00534 
Q00534 
Q8N0T1 
Q8N0T1 
Q9P2M7 
Q9P2M7 
Q9NZ45 
Q9NZ45 
Q9NZ45 
Q9NZ45 
P0C7P0 
P0C7P0 
P0C7P0 
P09496 
P09496 
Q00535 
Q00535 
O75390 
O75390 
O75390 
O75390 
O75390 
O75390 
O75390 
O75390 
O75390 
O75390 
O75390 
O75390 
O75390 
Q14008 
Q14008 

360 
135 
298 
161 
241 
117 
72 

1643 
566 
499 
357 
436 
484 
496 
580 
70 
6 

114 
99 
390 
307 
19 
186 
233 
250 
6 

307 
264 
75 
21 
959 
573 
42 
55 
68 
104 
48 
55 
86 
223 
242 
268 
56 
143 
57 
76 
103 
193 
321 
327 
375 
382 
393 
395 
450 
459 
1369 
48 

RKQDGFTHILLSTKSSENNSLNPEVMR 
LTRTNRTSPNNARKQISRSTNSNFSKT 
YRVRRERNNIAVRKSRDKAKQRNVETQ 
ERVGAPALRPLVIKQEPREEDEAKQLA 
AFAQYIAEDYFMAKAIADRGWRFAMST 
KYPNVDARLFIGGKKVGINPKINNLMP 
KPRDPKIPKSKRQKKERMLLCRQLGDS 
PMETEPKGAADVEKVEEKSAIDLTPIV 
NFPTASVEGKEEKKGRRMKSKPKDKDS 
PSSKKSDGSGTYTKLQNTQVRVMSEKK 
QACTRPITLHSAQKPLRKVCIGLEWLW 
HVGPMRGTSVGWLKLRSANPQDHPVIQ 
EIFAQEALAPFRGKELQPGSHIQSDKE 
GKELQPGSHIQSDKEIDAFVRAKADSA 
AADIIKGQPALWDKDVPVYKPRTLATQ 
HGTKNKRAALQALKRKKRYEKQLAQID 
MMMMMMMMMSVFGKLFGAGGGKAGKGG 
TNTEVLKNMGYAAKAMKAAHDNMDIDK 
AALFLAAKVEEQPKKLEHVIKVAHTCL 
QNSKSVPSAKVSLKEYRAKHAEELAAQ 
GMDLFCYGSHYFHKVAGQLLPLAYNLL 
GKRRPGGEGPQCEKTTDVKKSKFCEAD 
LREITDKKKINLLKNIDEKLTEAAREL 
KTFHGAGLVVPVDKNDVGYRELPETDA 
KPSFPKWARQDFSKVVPPLDEDGRSLL 
MMMMMMMMMENFQKVEKIGEGTYGVVY 
ALSHPYFQDLERCKENLDSHLPPSQNT 
RQAFHSKSAQPIEKFVTDIDELGKDLL 
AHFAKSISLEPLQKELIPQQRHESKPV 
GPKSRNVFHIASQKNFKAKNKAKPVTT 
NKKRSQDDRARQLKGLEEKVSRLETEL 
EETGHWQSMFQKNKEDLRATKQELLQL 
LAYKRFYVKDHRNKAMINLHIQKDNPK 
KAMINLHIQKDNPKIVHAFDMEDLGDK 
KIVHAFDMEDLGDKAVYCRCWRSKKFP 
NEETGDNVGPLIIKKKETTTTTTTTTT 
TPARSVVALKTPIKVELVAGKTYRWCV 
ALKTPIKVELVAGKTYRWCVCGRSKKQ 
GSHFFQRTGLSPLKFKAQETRMVALCT 
EWERVARLCDFNPKSSKQAKDVSRMRS 
KDVSRMRSVLISLKQAPLVHHHHHHHH 
LNATGRDLLQNLLKCNPVQRISAEEAL 
GVPSSALREICLLKELKHKNIVRLHDV 
TEEQVSWLSKEWAKRAALPSHVVTMLD 
EQARIKTFRQQHGKTVVGQITVDMMYG 
ITVDMMYGGMRGMKGLVYETSVLDPDE 
GIRFRGFSIPECQKLLPKAKGGEEPLP 
NFARAYAQGISRTKYWELIYEDSMDLI 
VLVWLTQLQKEVGKDVSDEKLRDYIWN 
QLQKEVGKDVSDEKLRDYIWNTLNSGR 
EFALKHLPNDPMFKLVAQLYKIVPNVL 
PNDPMFKLVAQLYKIVPNVLLEQGKAK 
LYKIVPNVLLEQGKAKNPWPNVDAHSG 
KIVPNVLLEQGKAKNPWPNVDAHSGVL 
IWSRALGFPLERPKSMSTEGLMKFVDS 
LERPKSMSTEGLMKFVDSKSGGGGGGG 
GMNVCQPTPGKALKEIAVHIGDRDNAV 
FQKIKDEKSPEWSKFLGLIKKFVTDSN 
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1599 
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1601 
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1604 

P33552 
P33552 
Q9UJS0 
Q9UJS0 
Q9UJS0 
Q9UJS0 
Q9UJS0 
Q9UJS0 
Q96JM3 
Q96JM3 
Q96RK0 
Q96RK0 
Q8N0X4 
Q8N0X4 
Q8N0X4 
Q8N0X4 
Q8N0X4 
Q8N0X4 
Q9HAW4 
Q9HAW4 
P62633 
P62633 
Q9NRG0 
Q9NRG0 
Q07065 
Q07065 
P09497 
P09497 
O14967 
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Q00610 
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P53675 
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P48444 
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30 
4 

101 
353 
372 
484 
580 
662 
547 
490 
1330 
1268 
269 
57 
61 
82 
92 
309 
166 
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91 
8 

108 
102 
161 
21 
194 
204 
114 
128 
1254 
737 
856 
1441 
1501 
450 
737 
856 
1441 
1501 
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13 
119 
131 
106 
130 
154 
20 
62 
98 
172 
23 
22 
19 
156 
233 
241 
309 

YEYRHVMLPRELSKQVPKTHLMSEEEW 
MMMMMMMMMMMAHKQIYYSDKYFDEHY 
PDALFMVAFQLFDKAGKGEVTFEDVKQ 
AVGATAVYPIDLVKTRMQNQRSTGSFV 
QRSTGSFVGELMYKNSFDCFKKVLRYE 
LSVVRDLGFFGIYKGAKACFLRDIPFS 
RKILREEGPKALWKGAGARVFRSSPQF 
GIENKFGLYLPLFKPSVSTSKAIGGGP 
PAKTAPPASPEARKRALFPEPRKHALF 
PDLWKSSFFIEPQKPVFPETRKPGPSG 
DTPERKEAAGTGKKVKVRPPPLKKTFD 
ERTSAKGPETMASKFPSSSSDWRVPGQ 
RQSREGAAMGFTGKQVIHPNQIAVVQE 
PRRAVLYVPGNDEKKIKKIPSLNVDCA 
VLYVPGNDEKKIKKIPSLNVDCAVLDC 
CAVLDCEDGVAANKKNEARLRIVKTLE 
AANKKNEARLRIVKTLEDIDLGPTEKC 
ELIAAFKEHQQLGKGAFTFQGSMIDMP 
KHIHDKEGTAGKAKVKSKRRLEKEERK 
LNVRNHRNQYQALKPRLPLASMDENAM 
GRGGHIAKDCKEPKREREQCCYNCGKP 
MMMMMMMSSNECFKCGRSGHWARECPT 
PKKILASKYLKMLKEEKREEDEENDND 
FLADILPKKILASKYLKMLKEEKREED 
REELGQGLQGVEQKVQSLQATFGTFES 
GSKGGHGAASPSEKGAHPSGGADDVAK 
KESKEETPGTEWEKVAQLCDFNPKSSK 
EWEKVAQLCDFNPKSSKQCKDVSRLRS 
KENQVPGDRGLVLKSRAKHHAISAVLA 
SRAKHHAISAVLAKPFIFADKPLIVQY 
VDGARKANSTRTWKEVCFACVDGKEFR 
DPDVHFKYIQAACKTGQIKEVERICRE 
DELVAEVEKRNRLKLLLPWLEARIHEG 
PRLDHTRAVNYFSKVKQLPLVKPYLRS 
DNFDNISLAQRLEKHELIEFRRIAAYL 
HLVLQQGRKQLLEKWLKEDKLECSEEL 
DPDVHLKYIQAACKTGQIKEVERICRE 
DELVAEVEKRNRLKLLLPWLESQIQEG 
PRLDHTWTVSFFSKAGQLPLVKPYLRS 
DNFDNISLAQQLEKHQLMEFRCIAAYL 
NLLPKLHIVQVVCKKYRGFTIPEAFRG 
MMAEEQPQVELFVKAGSDGAKIGNCPF 
AGLDIFAKFSAYIKNSNPALNDNLEKG 
IKNSNPALNDNLEKGLLKALKVLDNYL 
EFLEEVLCPPKYLKLSPKHPESNTAGM 
AGMDIFAKFSAYIKNSRPEANEALERG 
LQIQRHDDYLVMLKAIRILVQERLTQD 
TALDYHNPAGFNCKDETEFRNFIVWLE 
RNIHSSDWPKFFEKYLRDVNCPFKIQD 
GLAVRLEYGDNAEKYKDLVPDNSKTAD 
AGQSVIGLQMGTNKCASQAGMTAYGTR 
YGLSAEVKNKIASKYDHQAEEDLRNWI 
DEVIKVFNDMKVRKSSTQEEIKKRKKA 
TVNDEVIKVFNDMKVRKSSTQEEIKKR 
VFRAVRETQEREAKAEMRRKAKELQQA 
SGPSKALKLGAKGKEVDNFVDKLKSEG 
LGAKGKEVDNFVDKLKSEGETIMSSSM 
ELHGMIMLRISDDKYGRIRLHVENEDK 
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1655 
1656 
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1658 
1659 
1660 
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P48444 
Q96KP4 
Q96KP4 
O75208 
O75208 
P10606 
P10606 
P10606 
P10606 
P15954 
P15954 
O14548 
O14548 
Q9H078 
Q9H078 
Q16740 
Q16740 
Q16740 
O76031 
O76031 
Q15003 
Q15003 
Q99439 
Q99439 
Q99439 
Q9NZJ6 
Q9NZJ6 
Q9NZJ6 
Q9NZJ6 
Q96DG6 
Q96DG6 
Q8N1G2 
Q8N1G2 
Q6ZRI6 
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P23528 
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Q99708 
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351 
201 
9 
70 
175 
107 
68 
86 
121 
40 
25 
78 
69 
81 
589 
261 
200 
211 
402 
437 
452 
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214 
8 
25 
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149 
196 
118 
36 
685 
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653 
17 
96 
13 
73 
144 
830 
432 
526 
604 
642 
69 
79 
85 
239 
305 
424 
439 
510 
544 
212 
627 
37 
23 
138 

FTAESLIGLKNPEKSFPVNSDVGVLKW 
VDYVCISDNYWLGKKKPCITYGLRGIC 
MMMMMMAALTTLFKYIDENQDRYIKKL 
SFSQQHSETQGAEKPDPESSHSPPRYT 
EEEQKLVQLGQAEKRKTDQFLRDAVET 
EEDNTSVVWFWLHKGEAQRCPRCGAHY 
AKKGLDPYNVLAPKGASGTREDPNLVP 
TREDPNLVPSISNKRIVGCICEEDNTS 
GEAQRCPRCGAHYKLVPQQLAHHHHHH 
LPFSVENKWSLLAKMCLYFGSAFATPF 
SVVRRSHYEEGPGKNLPFSVENKWSLL 
KFFQKADGVPVYLKRGLPDQMLYRTTM 
GKNKVPELQKFFQKADGVPVYLKRGLP 
AATGGRQGGRFDTKCLAAATWGRLPGP 
LIQLVNKELNFWAKRAKQRHNITLLWD 
PPQDGEDEPTLVQKEPVEAAPAAEPVP 
QATDIAIQAEEIMKLKKQLYNIYAKHT 
IMKLKKQLYNIYAKHTKQSLQVIESAM 
EGTIVNVPEKNSRKLRGETVQVDTTNI 
NGLDRIISRRKNEKYLGFGTPSNLGKG 
WAGPDHWRFRPRRKQDAPSQSENKKKS 
EPQKVNKIEIHYAKTAKKMDMKKLKQS 
MDHSTISLQMGTNKCASQVGMTAPGTR 
MMMMMMMSSTQFNKGPSYGLSAEVKNR 
YGLSAEVKNRLLSKYDPQKEAELRTWI 
IASIVPKGTHTWEKFVSPETLESILES 
DNLLKTIPNHQPGKPLLGMKILDVGCG 
IPNHQPGKPLLGMKILDVGCGGGLLTE 
TAQCHKSFDPVLDKRIEYRVCSLEEIV 
KIDREISAILKYLKQQCHAQKIGIVGF 
REVQVEHIKAYVTKSPVDAGKAVIVIQ 
REQHFNQRIQLAEKFVKAVSKPSRPDM 
MAKMGFREGEGLGKYSQGRKDIVEASS 
RTNFHSSVAFMFRKFKILRPAPLPAAV 
KRPLRTLGPVMYGKLPRLETDSGLEHS 
ALYDATYETKESKKEDLVFIFWAPESA 
MMASGVAVSDGVIKVFNDMKVRKSSTP 
VGQTVDDPYATFVKMLPDKDCRYALYD 
IKHELQANCYEEVKDRCTLAEKLGGSA 
EIYYADMPAEEREKKLASCSRHRFRYI 
QNRTEYGKDSNTDKHLEPLKSLGGRTS 
KNKFRQVTLYEALKTIPKGFSSSRKAS 
RESLETENVLDDIKSAGSHEPIKIQTR 
PGRNAREFLQCVEKALEDMFDALEGKS 
KLEDTIRRYLSAQKPLLNDGQFRKTEQ 
SAQKPLLNDGQFRKTEQFCKSFENGIG 
LNDGQFRKTEQFCKSFENGIGKELHEQ 
LPKPSRDELFTDDKARHLLVLRKGNFY 
TSENRDIWAELRQKLMSSGNEESLRKV 
TVQKLNFELTDALKTGITAAKEKFDAT 
GITAAKEKFDATMKTLTIDCVQFQRGG 
GRTETIRPASVYTKRCSEAFVREPSRH 
MMVECSKYHGQLTKEAAMGQGFDRHLF 
KPYLISGADDRLVKIWDYQNKTCVQTL 
PKEQRTRVAHFLEKQGFKQQALTVSTD 
DWHKFCLKCERCSKTLTPGGHAEHDGK 
KTVYFAEKVSSLGKDWHKFCLKCERCS 
TCPRCSKKVYFAEKVTSLGKDWHRPCL 
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P11712 
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165 
179 
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29 
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113 
152 
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97 
139 
212 
247 
91 
46 
33 
135 
171 
101 
30 

KKVYFAEKVTSLGKDWHRPCLRCERCG 
EAPFLHYLSMFSSKESQRGMGYMPKRG 
EMRKLQATVQELQKRLDRLEETVQAKK 
LKNVAFMKSYILEKVKEHQESMDMNNP 
NVAFMKSYILEKVKEHQESMDMNNPQD 
LPTSLPHAVTCDIKFRNYLIPKGTTIL 
VICSIIFQKRFDYKDQQFLNLMEKLNE 
NLAFMESDILEKVKEHQESMDINNPRD 
IPTSLPHAVTCDVKFRNYLIPKGTTIL 
DWHRPCLKCEKCGKTLTSGGHAEHEGK 
MMMMMMPKCPKCNKEVYFAERVTSLGK 
KEVYFAERVTSLGKDWHRPCLKCEKCG 
QLSLLAAMGNTQRKEAADPLASKLNKV 
RSLGEIPIVESEIKKEAGELKPEEEIT 
EMQLLLARLIQKYKVVLAPETGELKSV 
RYLDGWNAIFSFGKKLIDEKLEDMEAQ 
KYKVVLAPETGELKSVARIVLVPNKKV 
ELKSVARIVLVPNKKVGLQFLQRQCCC 
EPPQYPYIPAHITKPKEHKKLFLVQLQ 
QTGWPRGVTQFGNKYIQQTKPLTLERT 
GVTQFGNKYIQQTKPLTLERTINLYPL 
TNYTFGTKEPLYEKDSSVAARFQRMRE 
RSDRDKFVIFLDVKHFSPEDLTVKVQD 
LDSGISEVRSDRDKFVIFLDVKHFSPE 
TVKVQDDFVEIHGKHNERQDDHGYISR 
KKNILDSKPTANKKCDLISIPKKTTDT 
ASVQNEAKLDEILKEIKSIKDTICNQD 
DSDTTGKLGFEEFKYLWNNIKRWQAIY 
YLWNNIKRWQAIYKQFDTDRSGTICSS 
FHCSQYNGNLQDLKVGDDVEFEVSSDR 
DVEFEVSSDRRTGKPIAVKLVKIKQEI 
LQKMVALLNKTNVKFLAITTDCLQILA 
HSGATTTAPSLSGKGNPEEEDVDTSQV 
TWIGENVSGLQRAKTGTDKTLVKEVVQ 
LQRAKTGTDKTLVKEVVQNFAKEFVIS 
VISDRKELEEDFIKSELKKAGGANYDA 
EWVAKQTKRMLDMKVNPIQGLASKWDY 
STSVCVRAHESVVKSEDFSLPAYMDRR 
DRRDHPLPEVAHVKHLSASQKALKEKE 
PEVAHVKHLSASQKALKEKEKASWSSL 
HLSASQKALKEKEKASWSSLSMDEKVE 
FASTVRILEVVKDKAGPHKEIYPYVIQ 
INTLVTYDMVPEPKIIDAALRACRRLN 
NDFASTVRILEVVKDKAGPHKEIYPYV 
LGFEEFKYLWNNIKKWQCVYKQYDRDH 
YLWNNIKKWQCVYKQYDRDHSGSLGSS 
PALVFEYINNTDFKQLYQILTDFDIRF 
KILENLRGGTNIIKLIDTVKDPVSKTP 
DIPGEAMVKLYCPKCMDVYTPKSSRHH 
LQLQAASNFKSPVKTIRRRRRRRRRRR 
TEGAQQGLLQWLLKRLKAKMPFDANKL 
DESSVKKMILTFEKRSYKNQELRIKFP 
KLFQEDDEIPLYLKGGVADALLYRATM 
SRRHFKNKVPEKQKLFQEDDEIPLYLK 
AGRGTITVSAQELKDNRVVTMEVEARN 
SDPFLEFFRQGDGKWHLVYRSEVIKNN 
KQYYIGDIHPSDLKPESGSKDPSKNDT 
ETSVTYYRLEEVAKRNSLKELWLVIHG 

+ 
- 
+ 
- 
+ 
+ 
- 
+ 
+ 
- 
+ 
+ 
- 
+ 
- 
+ 
+ 
+ 
- 
+ 
+ 
+ 
- 
+ 
+ 
- 
+ 
- 
+ 
- 
+ 
- 
+ 
- 
+ 
+ 
- 
+ 
+ 
+ 
+ 
- 
+ 
+ 
- 
+ 
- 
+ 
- 
+ 
- 
+ 
- 
+ 
- 
+ 
- 
+ 

- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 

- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 

- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
+ 
- 
+ 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 



31 
 
1721 
1722 
1723 
1724 
1725 
1726 
1727 
1728 
1729 
1730 
1731 
1732 
1733 
1734 
1735 
1736 
1737 
1738 
1739 
1740 
1741 
1742 
1743 
1744 
1745 
1746 
1747 
1748 
1749 
1750 
1751 
1752 
1753 
1754 
1755 
1756 
1757 
1758 
1759 
1760 
1761 
1762 
1763 
1764 
1765 
1766 
1767 
1768 
1769 
1770 
1771 
1772 
1773 
1774 
1775 
1776 
1777 
1778 

Q9BQ61 
Q9BQ61 
Q9BT78 
Q9BT78 
Q9HB71 
Q9HB71 
Q9HB71 
Q9HB71 
Q9HB71 
P02511 
P02511 
P02511 
Q9H8E8 
Q9H8E8 
Q9H8E8 
Q05D32 
Q05D32 
Q05D32 
Q13617 
Q13617 
P99999 
P99999 
P99999 
P99999 
Q8N465 
Q8N465 
P21291 
P21291 
P21291 
P21291 
P21291 
P21291 
Q16527 
Q16527 
Q16527 
Q9Y5B0 
Q9Y5B0 
Q9P013 
Q9P013 
P51397 
P51397 
Q96EP5 
Q96EP5 
O14578 
O14578 
Q9UER7 
Q9UER7 
Q9UJU6 
Q9UJU6 
Q9UJU6 
O95822 
O95822 
O95822 
O95822 
O95822 
O95822 
O95822 
P00167 

72 
146 
144 
25 
41 
8 
19 
85 
118 
121 
92 
166 
259 
231 
292 
70 
26 
57 
179 
393 
40 
56 
73 
100 
353 
101 
32 
84 
112 
131 
137 
161 
178 
112 
137 
835 
780 
206 
18 
42 
29 
181 
150 
1438 
1721 
65 
512 
131 
176 
288 
347 
59 
168 
211 
222 
389 
472 
33 

FANDGSFLELFKRKMEEEQRQRQEEPP 
AKKQKTEDEVLTSKGDAWAKYMAEVKK 
PLETGQKQYNVDYKLETYLKIARLYLE 
LMNSSGSHKDLAGKYRQILEKAIQLSG 
ALTAEKSKIETEIKNKMQQKSQKKAEL 
MMMMMMMASEELQKDLEEVKVLLEKAT 
LQKDLEEVKVLLEKATRKRVRDALTAE 
TVKISNYGWDQSDKFVKIYITLTGVHQ 
QVHFTERSFDLLVKNLNGKSYSMIVNN 
QDEHGFISREFHRKYRIPADVDPLTIT 
LDVKHFSPEELKVKVLGDVIEVHGKHE 
SGPERTIPITREEKPAVTAAPKKKKKK 
RASRNPVESAMELKEKRSRTQEAKDIR 
KLSASTLKIKAASKPTLDPIITVEGLR 
AGFLDRSTSSTPVKFISRGRRPDVILE 
KGSTPKEERENPSKRSRIERDIDNNLI 
NQIQTQRTARAKRKYSEVDDSLPSGGE 
NETGLLSSIKKFIKGSTPKEERENPSK 
EIKNDRGGEDPNQKVIHGVINSFVHVE 
EPKSVCKAPELLAKYCDNLLKKSAKGM 
HKTGPNLHGLFGRKTGQAPGYSYTAAN 
QAPGYSYTAANKNKGIIWGEDTLMEYL 
WGEDTLMEYLENPKKYIPGTKMIFVGI 
KKKEERADLIAYLKKATNEEEEEEEEE 
IETSGSNAGHDAEKLGHFLEHALGSGL 
PNVDWLRTLRGCSKVLLRPRTSEEVSH 
FAEEVQCEGNSFHKSCFLCMVCKKNLD 
YGYGQGAGTLSTDKGESLGIKHEEAPG 
RPTTNPNASKFAQKIGGSERCPRCSQA 
RCPRCSQAVYAAEKVIGAGKSWHKACF 
QAVYAAEKVIGAGKSWHKACFRCAKCG 
KCGKGLESTTLADKDGEIYCKGCYAKN 
IYCKGCYAKNFGPKGFGYGQGAGALVH 
RPTTNPNTSKFAQKYGGAEKCSRCGDS 
DSVYAAEKIIGAGKPWHKNCFRCAKCG 
DAQDGEQPGPSRRKRQPSMSETMPLYT 
PGPEVRIYDSNTGKLIRTGARGPPAPS 
VFKNCAKGVDDQKKDKRFVNDTLRSEF 
ARPTFEPARGGRGKGEGDLSQLSKQYS 
KHPHTGDTKEEKDKDDQEWESPSPPKP 
PPAVKAGGMRIVQKHPHTGDTKEEKDK 
DQAVNMHFHDIMGKKVEVKRAEPRDSK 
GVVTEVVMIYDAEKQRPRGFGFITFED 
FCRDKMNSPGLQTKEPSSSLHLEGWMK 
SKVVILRYNENLSKYCIRKEIETSEPC 
SSGGKKCYKLENEKLFEEFLELCKMQT 
SLQISNEKNLEPGKQISRSSGEQQNKG 
RAEEDVEPECIMEKVAKASGANYSFHK 
QKTNAVSEIKRVGKDSFWAKAEKEEEN 
SPQPGKLRSPFLQKQLTQPETHFGREP 
FTKWLLGLLNSQTKEHGRNELFTDSEC 
RAVPPTPAYELREKTPAPAEGQCADFV 
VQLRADLLEAQALKLVEGPDVREMNGV 
ERVTWHSPCEVLQKISEAEAVHPVKNW 
LQKISEAEAVHPVKNWMDMKRRVGPYR 
KLLLSSSEWVQSEKLVRALQTPLMRLC 
EETGPNSTSYLGSKIIKASEQVLSLVA 
HNHSKSTWLILHHKVYDLTKFLEEHPG 
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1780 
1781 
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1785 
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1788 
1789 
1790 
1791 
1792 
1793 
1794 
1795 
1796 
1797 
1798 
1799 
1800 
1801 
1802 
1803 
1804 
1805 
1806 
1807 
1808 
1809 
1810 
1811 
1812 
1813 
1814 
1815 
1816 
1817 
1818 
1819 
1820 
1821 
1822 
1823 
1824 
1825 
1826 
1827 
1828 
1829 
1830 
1831 
1832 
1833 
1834 
1835 
1836 

P00167 
P00167 
Q96F07 
Q96F07 
Q9NV06 
Q9NV06 
Q9NXF7 
Q9NXF7 
Q9GZR7 
Q9GZR7 
Q9GZR7 
P81605 
P81605 
Q16531 
Q16531 
Q13206 
Q13206 
Q92499 
Q92499 
Q92499 
Q92499 
Q9UK59 
Q9UK59 
Q96C86 
Q96C86 
Q96C86 
Q9NR30 
Q9NR30 
O00571 
O00571 
O00571 
Q7L014 
Q7L014 
Q7L014 
Q7L014 
O95786 
O95786 
P17844 
P17844 
P17844 
P17844 
P17844 
Q9H4E7 
Q9H4E7 
P51659 
P51659 
P51659 
P51659 
P51659 
P51659 
P51659 
P51659 
P51659 
P51659 
P51659 
P51659 
P51659 
P51659 

10 
19 
425 
1062 
233 
49 
57 
61 
527 
17 
71 
42 
68 

1104 
1067 
279 
555 
535 
239 
268 
281 
218 
128 
51 
138 
142 
678 
779 
50 
55 
118 
824 
263 
776 
903 
203 
858 
470 
32 
33 
40 
236 
318 
225 
702 
46 
57 
68 
84 
275 
356 
424 
565 
579 
663 
669 
707 
725 

MMMMMAEQSDEAVKYYTLEEIQKHNHS 
DEAVKYYTLEEIQKHNHSKSTWLILHH 
SWKLVHPTDKFCNKDCPGTAEEYERAT 
AAPFQNILPRVYIKEGERLEVRMKRLE 
NIVLYDMRQATPLKKVILDMRTNTICW 
EVPREYIRALNATKLERVFAKPFLASL 
PNLSPLESLAWQVKCLLKYSTTWKPLN 
PLESLAWQVKCLLKYSTTWKPLNPNSW 
HQAPARILHKKHTKKMDKTAKLDLLMQ 
KDTKSRPKQSSCGKFQTKGIKVVGKWK 
LVSPAKNPSSLFSKEAPKRKAQAVSEE 
GSGNPCHEASAAQKENAGEDPGLARQA 
APKPRKQRSSLLEKGLDGAKKAVGGLG 
GDLIESFLDISRPKMQEVVANLQYDDG 
MQNRLNKVIKSVGKIEHSFWRSFHTER 
LSLKNPEYVWVHEKAKYSTPATLEQNY 
NDEVEEFRAYFNEKMSILQKGGKRLEG 
LEQYFIQQGGGPDKKGHQFSCVCLHGD 
ALFPACVLKNAELKFNFGEEEFKFPPK 
FVALSKAPDGYIVKSQHSGNAQVTQTK 
KSQHSGNAQVTQTKFLPNAPKALIVEP 
LGSPAASELLEHLKPTYWFSAHLHVKF 
YRGVRIGGISGIFKSHDYRKGHFECPP 
APVRLPFSGFRLQKVLRESARDKIIFL 
NDVKTTVVYPATEKHLQKYLRQDLRLI 
TTVVYPATEKHLQKYLRQDLRLIRETG 
IDSKVKGMVFLKGKLGVCFDVPTASVT 
NRSQNKGQKRSFSKAFGQQQQQQQQQQ 
RYIPPHLRNREATKGFYDKDSSGWSSS 
HLRNREATKGFYDKDSSGWSSSKDKDA 
DGIGSRGDRSGFGKFERGGNSRWCDKS 
VDIDEQIESMFNSKKRVKDMAAPGTSS 
GGGNEKKSGPTVTKVVTVVTTKKAVVD 
EGKIIKKSSGFSGKGFKFDETEQALAN 
TVSAKTIAEQLAEKINAKLNYVPLEKQ 
KGIKDVETEDLEDKMETSDIQIFYQED 
RPHPKPKQFSSFEKRAKIFCARQNCSH 
ISVLREANQAINPKLLQLVEDRGSGRS 
PRFGGSRAGPLSGKKFGNPGEKLVKKK 
RFGGSRAGPLSGKKFGNPGEKLVKKKW 
GPLSGKKFGNPGEKLVKKKWNLDELPK 
ATPGRLIDFLECGKTNLRRTTYLVLDE 
AAIQMAIRLQAEGKTSLHKDLKQKRRE 
ELIQDVLKQGYLWKRGHLRRNWAERWF 
ILSDEDFMEVVLGKLDPQKAFFSGRLK 
GALVVVNDLGGDFKGVGKGSLAADKVV 
DFKGVGKGSLAADKVVEEIRRRGGKAV 
ADKVVEEIRRRGGKAVANYDSVEEGEK 
ANYDSVEEGEKVVKTALDAFGRIDVVV 
HPMTPEAVKANWKKICDFENASKPQSI 
EAIMYALGVGASIKDPKDLKFIYEGSS 
LELYKPLPRAGKLKCEAVVADVLDKGS 
DVSRFKAIKARFAKPVYPGQTLQTEMW 
PVYPGQTLQTEMWKEGNRIHFQTKVQE 
FEWHITKGGNIGAKWTIDLKSGSGKVY 
KGGNIGAKWTIDLKSGSGKVYQGPAKG 
DFMEVVLGKLDPQKAFFSGRLKARGNI 
GRLKARGNIMLSQKLQMILKDYAKLLL 
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1837 
1838 
1839 
1840 
1841 
1842 
1843 
1844 
1845 
1846 
1847 
1848 
1849 
1850 
1851 
1852 
1853 
1854 
1855 
1856 
1857 
1858 
1859 
1860 
1861 
1862 
1863 
1864 
1865 
1866 
1867 
1868 
1869 
1870 
1871 
1872 
1873 
1874 
1875 
1876 
1877 
1878 
1879 
1880 
1881 
1882 
1883 
1884 
1885 
1886 
1887 
1888 
1889 
1890 
1891 
1892 
1893 
1894 

Q13268 
Q13268 
Q13268 
Q13268 
Q8IYB7 
Q8IYB7 
P09417 
P09417 
P09417 
P09417 
P09417 
O43143 
O43143 
Q08211 
Q08211 
Q08211 
Q08211 
Q08211 
Q86XP3 
Q86XP3 
Q9Y2R4 
Q9Y2R4 
P60981 
P60981 
P23743 
P23743 
Q16854 
Q16854 
Q92506 
Q92506 
Q92506 
P49448 
P49448 
P49448 
P49448 
P49448 
P49448 
P49448 
P49448 
P49448 
P49448 
P49448 
P49448 
P49448 
P49448 
P49448 
P49448 
P49448 
P49448 
P49448 
P49448 
Q9BTZ2 
Q9BTZ2 
Q9BTZ2 
Q9BTZ2 
Q9BTZ2 
Q9BTZ2 
O15523 

106 
96 
219 
237 
580 
252 
192 
73 
79 
96 
102 
185 
488 
365 
146 
191 
199 
1024 
394 
5 

554 
15 
69 
19 
230 
484 
120 
275 
129 
160 
173 
98 
68 
84 
183 
187 
191 
200 
211 
363 
365 
386 
390 
415 
457 
477 
480 
503 
527 
545 
548 
143 
92 
105 
216 
227 
234 
25 

HVGKAEDREQLVAKALEHCGGVDFLVC 
EGLSVAGIVCHVGKAEDREQLVAKALE 
KDIRVNCVVPGIIKTDFSKVFHGNESL 
KVFHGNESLWKNFKEHHQLQRIGESED 
PQGCHIYEYRESNKLVEEFMLLANMAV 
LEKKHSRAATGFLKLLADKNSELFRKY 
AVLPVTLDTPMNRKSMPEADFSSWTPL 
FTEQADQVTAEVGKLLGEEKVDAILCV 
QVTAEVGKLLGEEKVDAILCVAGGWAG 
ILCVAGGWAGGNAKSKSLFKNCDLMWK 
GWAGGNAKSKSLFKNCDLMWKQSIWTS 
QWCVEYMRSLPGPKRGVACTQPRRVAA 
RTRPGKCFRLYTEKAYKTEMQDNTYPE 
LAFATPEQISMDLKNELMYQLEQDHDL 
GVPGPTWDRGANLKDYYSRKEEQEVQA 
LENAKARLNQYFQKEKIQGEYKYTQVG 
NQYFQKEKIQGEYKYTQVGPDHNRSFI 
KILTTEGRNALIHKSSVNCPFSSQDMK 
VCTPGRLIDHVKKKATNLQRVSYLVFD 
MMMMMMMMMMNWNKGGPGTKRGFGFGG 
YIKGFQKLLSKQKKKMIKKPLERESIS 
DVHDLFRRLGAGAKFDTRRFSADAARF 
LVGDVGVTITDPFKHFVGMLPEKDCRY 
QVADEVCRIFYDMKVRKCSTPEEIKKR 
VYCNLCESSIGLGKQGLSCNLCKYTVH 
LRWGGGYEGQNLAKILKDLEMSKVVHM 
SYTFQTFSFLSRLKVQLEPFPEKLLQA 
KQEDLMREVNTFVKNLLLLLLLLLLLL 
SEDDWDKVIAVNLKGTFLVTQAAAQAL 
CRGSIINISSIVGKVGNVGQTNYAASK 
KVGNVGQTNYAASKAGVIGLTQTAARE 
LVKDLRTQESEEQKRNRVRGILRIIKP 
ELVADREDDPNFFKMVEGFFDRGASIV 
EGFFDRGASIVEDKLVKDLRTQESEEQ 
YKCAVVDVPFGGAKAGVKINPKNYTEN 
VVDVPFGGAKAGVKINPKNYTENELEK 
PFGGAKAGVKINPKNYTENELEKITRR 
KINPKNYTENELEKITRRFTMELAKKG 
LEKITRRFTMELAKKGFIGPGVDVPAP 
DFKLQHGSILGFPKAKPYEGSILEVDC 
KLQHGSILGFPKAKPYEGSILEVDCDI 
EVDCDILIPAATEKQLTKSNAPRVKAK 
DILIPAATEKQLTKSNAPRVKAKIIAE 
AEGANGPTTPEADKIFLERNILVIPDL 
KNLNHVSYGRLTFKYERDSNYHLLLSV 
YHLLLSVQESLERKFGKHGGTIPIVPT 
LLSVQESLERKFGKHGGTIPIVPTAEF 
TAEFQDSISGASEKDIVHSALAYTMER 
MERSARQIMHTAMKYNLGLDLRTAAYV 
LDLRTAAYVNAIEKVFKVYSEAGVTFT 
RTAAYVNAIEKVFKVYSEAGVTFTTTT 
TEEVWDKTLDINVKAPALMTKAVVPEM 
EGLSVTGTVCHVGKAEDRERLVATAVK 
KAEDRERLVATAVKLHGGIDILVSNAA 
RNIRVNCLAPGLIKTSFSRMLWMDKEK 
LIKTSFSRMLWMDKEKEESMKETLRIR 
RMLWMDKEKEESMKETLRIRRLGEPED 
LDQQLANLDLNSEKQSGGASTASKGRY 
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1895 
1896 
1897 
1898 
1899 
1900 
1901 
1902 
1903 
1904 
1905 
1906 
1907 
1908 
1909 
1910 
1911 
1912 
1913 
1914 
1915 
1916 
1917 
1918 
1919 
1920 
1921 
1922 
1923 
1924 
1925 
1926 
1927 
1928 
1929 
1930 
1931 
1932 
1933 
1934 
1935 
1936 
1937 
1938 
1939 
1940 
1941 
1942 
1943 
1944 
1945 
1946 
1947 
1948 
1949 
1950 
1951 
1952 

O15523 
Q16698 
Q16698 
Q16698 
Q16698 
Q16698 
Q16698 
Q16698 
Q16698 
Q16698 
Q96HY7 
Q96HY7 
Q96HY7 
Q96HY7 
Q96HY7 
O60884 
O60884 
O60884 
P18858 
P18858 
Q9H7D0 
Q9H7D0 
Q9H7D0 
Q9NUI1 
Q9NUI1 
Q9NUI1 
Q92608 
Q92608 
Q92608 
Q92608 
Q96N67 
Q96N67 
Q9H2U1 
Q9H2U1 
P31689 
P31689 
P26358 
P26358 
P26358 
P26358 
P26358 
P26358 
P26358 
P26358 
P26358 
P26358 
P26358 
P26358 
P26358 
P26358 
P26358 
P26358 
P26358 
P26358 
P26358 
P26358 
P26358 
P26358 

55 
181 
42 
49 
73 
97 
230 
244 
260 
319 
827 
183 
188 
800 
818 
332 
39 
152 
59 
226 
1310 
758 
818 
71 
151 
291 
147 
304 
738 
797 
983 
1962 
440 
947 
44 
66 

1275 
70 
142 
160 
173 
188 
259 
366 
749 
891 
957 
961 
975 
1054 
1111 
1113 
1115 
1117 
1119 
1121 
1349 
1415 

HLRNREASKGFHDKDSSGWSCSKDKDA 
VLNGTAFVTLEIGKQLIKAQKGAAFLS 
TKILYQNTEALQSKFFSPLQKAMLPPN 
TEALQSKFFSPLQKAMLPPNSFQGKVA 
KVAFITGGGTGLGKGMTTLLSSLGAQC 
AQCVIASRKMDVLKATAEQISSQTGNK 
VEAMSKSLAAEWGKYGMRFNVIQPGPI 
YGMRFNVIQPGPIKTKGAFSRLDPTGT 
GAFSRLDPTGTFEKEMIGRIPCGRLGT 
LISGEFNDLRKVTKEQWDTIEELIRKT 
YSLVKQRESLGAKKHDFAIIRVEELCP 
MLESQEFDHFLATKFSTVKRYGGEGAE 
EFDHFLATKFSTVKRYGGEGAESMMGF 
TFNPVIGDSSVDPKKVKTLVFCSGKHF 
LVFCSGKHFYSLVKQRESLGAKKHDFA 
QYRNPFEKGDLYIKFDVQFPENNWINP 
KAYRKLAKEYHPDKNPNAGDKFKEISF 
KNVLCSACSGQGGKSGAVQKCSACRGR 
VSESDSPVKRPGRKAARVLGSEGEEED 
EEEEQTKPPRRAPKTLSSFFTPRKPAV 
KEKLYQEIISYFDKGKMWEKAIKLSKE 
DDSSKTELLFAALKALKYLFRFIIQSR 
PLEEAVKIKGAALKYLPSIINDVKLVF 
ASRSLPRVLTAARKLAGATGRRCLPLS 
TSGTFNVSRVLYEKFFRDHGGVIVNIT 
GVKGLPDFASFSAKLLLLLLLLLLLLL 
GTLPKDELKELKQKVTSKIDYGNKILE 
DKIYLICQIVRVGKMDLKDTGAKKCTQ 
SRGEQCEPILRTLKALEYVFKFIVRSR 
QYKTTILLQVAALKYIPSVLHDVEMVF 
SFLQTLTGRLPTKKLFHEELALQWVVC 
LDGRAHGELHEQFKRKTILTTSHAFPY 
VNRQEKEEKEAIYKERWPDYVRELRRR 
IVFQSPARIAHLVKELRKELDILLQEK 
LKYHPDKNPNEGEKFKQISQAYEVLSD 
EVLSDAKKRELYDKGGEQAIKEGGAGG 
FFLLENVRNFVSFKRSMVLKLTLRCLV 
IKNQLCDLETKLRKEELSEEGYLAKVK 
PKPLSKPRTPRRSKSDGEAKPEPSPSP 
AKPEPSPSPRITRKSTRQTTITSHFAK 
KSTRQTTITSHFAKGPAKRKPQEESER 
PAKRKPQEESERAKSDESIKEEDKDQD 
RSQTKEPTPKQKLKEEPDREARAGVQA 
CIQCGQYLDDPDLKYGQHPPDAVDEPQ 
EAVKTDGKKSYYKKVCIDAETLEVGDC 
SPPKTQPTEDNKFKFCVSCARLAEMRQ 
EAFTFNIKLSSPVKRPRKEPVDEDLYP 
FNIKLSSPVKRPRKEPVDEDLYPEHYR 
EPVDEDLYPEHYRKYSDYIKGSNLDAP 
LLYWSDEEAVVDFKAVQGRCTVEYGED 
DPPNHARSPGNKGKGKGKGKGKPKSQA 
PNHARSPGNKGKGKGKGKGKPKSQACE 
HARSPGNKGKGKGKGKGKPKSQACEPS 
RSPGNKGKGKGKGKGKPKSQACEPSEP 
PGNKGKGKGKGKGKPKSQACEPSEPEI 
NKGKGKGKGKGKPKSQACEPSEPEIEI 
PRACQLSVVVDDKKFVSNITRLSSGPF 
GAQYQPILRDHICKDMSALVAARMRHI 
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1953 
1954 
1955 
1956 
1957 
1958 
1959 
1960 
1961 
1962 
1963 
1964 
1965 
1966 
1967 
1968 
1969 
1970 
1971 
1972 
1973 
1974 
1975 
1976 
1977 
1978 
1979 
1980 
1981 
1982 
1983 
1984 
1985 
1986 
1987 
1988 
1989 
1990 
1991 
1992 
1993 
1994 
1995 
1996 
1997 
1998 
1999 
2000 
2001 
2002 
2003 
2004 
2005 
2006 
2007 
2008 
2009 
2010 

Q96BY6 
Q96BY6 
O75417 
O75417 
P0CG22 
P0CG22 
P0CG22 
O60610 
O60610 
O60610 
O75165 
O75165 
P09622 
P09622 
P09622 
P09622 
P09622 
P09622 
P09622 
P09622 
P09622 
P09622 
P09622 
P09622 
P09622 
P09622 
P09622 
P09622 
O75937 
O75937 
Q12882 
Q12882 
Q16555 
Q16555 
Q9H3Z4 
Q9H3Z4 
P09884 
P09884 
P09884 
Q14194 
Q14194 
Q13838 
Q13838 
P63167 
P63167 
Q9P2K8 
Q9P2K8 
Q9HAF1 
Q9HAF1 
Q9HAF1 
Q9HAF1 
O00429 
O00429 
P30046 
P30046 
Q14117 
Q14117 
Q9UQ16 

1253 
834 
153 
990 
232 
92 
105 
377 
1057 
1103 
2016 
84 
267 
66 
104 
122 
132 
143 
159 
166 
273 
277 
346 
410 
417 
420 
430 
505 
210 
146 
107 
384 
451 
258 
33 
56 
271 
224 
970 
56 
258 
156 
36 
31 
36 

1336 
1259 
91 
6 
69 
74 
679 
597 
21 
33 
344 
256 
589 

LSTNGGFQSQTAIKHANSVDTSFSKDV 
QDSASGKHGGSDIKWVDGGKPLFKVST 
ALFILPFVSVAKEKKYYLQSLFQEVGI 
NQEHQTCSIFRARKRASLDINKEKPGA 
KTSFSRMLWMDKEKEESMKETLRIRRL 
EGLSMTGTVCHVGKMKDWERLVATAMK 
KMKDWERLVATAMKLHGVIDILSLSIT 
VFDEQGEEDSYDLKGRLDDIRMEMDDF 
VEKASRVSAENLQKNLDQMKKQISDVE 
MTSFVKDAQEQYNKLRMMHSNMETLYK 
LIALLEKLTELLEKNNPHGETLETLTM 
TFRKGSGKKSETLKFSTEHRTELLTEA 
DMEISKNFQRILQKQGFKFKLNTKVTG 
GYVAAIKAAQLGFKTVCIEKNETLGGT 
LLNNSHYYHMAHGKDFASRGIEMSEVR 
RGIEMSEVRLNLDKMMEQKSTAVKALT 
NLDKMMEQKSTAVKALTGGIAHLFKQN 
AVKALTGGIAHLFKQNKVVHVNGYGKI 
KVVHVNGYGKITGKNQVTATKADGGTQ 
YGKITGKNQVTATKADGGTQVIDTKNI 
NFQRILQKQGFKFKLNTKVTGATKKSD 
ILQKQGFKFKLNTKVTGATKKSDGKID 
PRGRIPVNTRFQTKIPNIYAIGDVVAG 
PEVAWVGKSEEQLKEEGIEYKVGKFPF 
KSEEQLKEEGIEYKVGKFPFAANSRAK 
EQLKEEGIEYKVGKFPFAANSRAKTNA 
KVGKFPFAANSRAKTNADTDGMVKILG 
EAFREANLAASFGKSINFFFFFFFFFF 
EAQEKAKREREWQKNFEESRDGRVDSW 
TVKERKKQLKKEGKPTIVEEDDPELFK 
NLDIKSFITSIANKNYYGAAKMIFSDN 
RAVPEEMELAKEEKCEFLPFLSPRKVI 
ECRGSPLVVISQGKIVLEDGTLHVTEG 
QTNCPLYITKVMSKSSAEVIAQARKKG 
LGLDKNATSDDIKKSYRKLALKYHPDK 
HPDKNPDNPEAADKFKEINNAHAILTD 
MEVEEVDLEPMAAKAWDKESEPAEEVK 
VSRKEPPLTPVPLKRAEFAGDDVQVES 
YGCLGFSYSRFYAKPLAALVTYKGREI 
KQIGENLIVPGGVKTIEANGRMVIPGG 
RINCPVYITKVMSKSAADIIALARKKG 
VKVAVFFGGLSIKKDEEVLKKNCPHIV 
GGDGAEAPAKKDVKGSYVSIHSSGFRD 
QQDSVECATQALEKYNIEKDIAAHIKK 
ECATQALEKYNIEKDIAAHIKKEFDKK 
QHNGIIFQFVAFIKRRQRAVPEILAAG 
NLSLSSNSLCRLYKFIEQKGDLQDLMP 
RNRKFKEAERLFSKSSVTSAAAVSALA 
MMMMMMMMMAMHNKAAPPQIPDTRREL 
NIIRGWDRYLTNQKNSNSKNDRRNRKF 
WDRYLTNQKNSNSKNDRRNRKFKEAER 
VPKAVMHFLVNHVKDTLQSELVGQLYK 
PTTGNWRGMLKTSKAEELLAEEKSKPI 
TNLPANRVPAGLEKRLCAAAASILGKP 
EKRLCAAAASILGKPADRVNVTVRPGL 
NTCQKALGKDDFTKIPNGVNGVEDRMS 
PLYIVHVMSKSAAKVIADARRDGKVVY 
LKVRDVEKSFMSSKHIFALFNTEQRNV 
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2011 
2012 
2013 
2014 
2015 
2016 
2017 
2018 
2019 
2020 
2021 
2022 
2023 
2024 
2025 
2026 
2027 
2028 
2029 
2030 
2031 
2032 
2033 
2034 
2035 
2036 
2037 
2038 
2039 
2040 
2041 
2042 
2043 
2044 
2045 
2046 
2047 
2048 
2049 
2050 
2051 
2052 
2053 
2054 
2055 
2056 
2057 
2058 
2059 
2060 
2061 
2062 
2063 
2064 
2065 
2066 
2067 
2068 

Q9UQ16 
Q9UQ16 
P42126 
P42126 
P42126 
P42126 
P42126 
P42126 
Q96EY1 
Q96EY1 
P06746 
P06746 
Q9C005 
Q9C005 
Q86UW9 
Q86UW9 
O00148 
O00148 
Q14204 
Q14204 
Q14204 
Q14204 
P50570 
P50570 
P50570 
Q01094 
Q01094 
Q01094 
Q01094 
O75530 
O75530 
O75530 
O75530 
O75530 
P13639 
P13639 
P13639 
P13639 
P13639 
P13639 
P13639 
P13639 
P13639 
P13639 
P13639 
Q96C19 
Q96C19 
Q13011 
Q13011 
Q13011 
P40939 
P40939 
P40939 
P40939 
P40939 
P40939 
P40939 
P40939 

299 
604 
126 
61 
84 
89 
283 
288 
107 
134 
220 
72 
43 
35 
547 
249 
221 
35 

3727 
1125 
3480 
4283 
393 
299 
598 
287 
117 
120 
125 
342 
66 
197 
268 
284 
529 
152 
235 
239 
272 
275 
439 
445 
525 
572 
619 
188 
233 
131 
231 
327 
255 
46 
60 
129 
166 
213 
214 
230 

TNHIRDTLPNFRNKLQGQLLSIEHEVE 
IFALFNTEQRNVYKDYRFLELACDSQE 
MCGRSPAHYAGYWKAVQELWLRLYQSN 
LVEPDAGAGVAVMKFKNPPVNSLSLEF 
SLEFLTELVISLEKLENDKSFRGVILT 
TELVISLEKLENDKSFRGVILTSDRPG 
RDADVQNFVSFISKDSIQKSLQMYLER 
QNFVSFISKDSIQKSLQMYLERLKEEK 
YYQILGVPRNASQKEIKKAYYQLAKKY 
HPDTNKDDPKAKEKFSQLAEAYEVLSD 
QPKLLHQVVEQLQKVHFITDTLSKGET 
AKKLPGVGTKIAEKIDEFLATGKLRKL 
IVENEKINAEKSSKQKVDLQSLPTRAY 
GLTDNVERIVENEKINAEKSSKQKVDL 
PRQCYLPDNAQGRKVLELLKVAWKRRL 
SVFGTHQAFAPYNKPSLSGARSAPRLN 
RDVQEIFRLTPHEKQCMMFSATLSKDI 
PQESTPAPPKKDIKGSYVSIHSSGFRD 
NEVLKAERPDVDEKRSDLLKLQGEFQL 
VQSKVNLKYDSWHKEVLSKFGQMLGSN 
AVEAKVNRSTALLKSLSAERERWEKTS 
ERLFTTRSFDSEFKLACKVDGHKDIQM 
DEKDLRREISYAIKNIHGVRTGLFTPD 
TNHIRESLPALRSKLQSQLLSLEKEVE 
VFAIFNTEQRNVYKDLRQIELACDSQE 
QAVDSSENFQISLKSKQGPIDVFLCPE 
SSGPARGRGRHPGKGVKSPGEKSRYET 
PARGRGRHPGKGVKSPGEKSRYETSLN 
GRHPGKGVKSPGEKSRYETSLNLTTKR 
VCWKPGKMEDDIDKIKPSESNVTILGR 
PDTPTNTPNAPGRKSWGKGKWKSKKCK 
KHYVGHGNAINELKFHPRDPNLLLSVS 
GMDHSLKLWRINSKRMMNAIKESYDYN 
MNAIKESYDYNPNKTNRPFISQKIHFP 
DLPKLVEGLKRLAKSDPMVQCIIEESG 
TETVLRQAIAERIKPVLMMNKMDRALL 
AFTLKQFAEMYVAKFAAKGEGQLGPAE 
KQFAEMYVAKFAAKGEGQLGPAERAKK 
KLWGDRYFDPANGKFSKSATSPEGKKL 
GDRYFDPANGKFSKSATSPEGKKLPRT 
KVRIMGPNYTPGKKEDLYLKPIQRTIL 
PNYTPGKKEDLYLKPIQRTILMMGRYV 
KNPADLPKLVEGLKRLAKSDPMVQCII 
KDLEEDHACIPIKKSDPVVSYRETVSE 
ARPFPDGLAEDIDKGEVSARQELKQRA 
ARLSEIDVSSEGVKGAKSFFEAKVQAI 
KQAEEMKQRKAAFKELQSTFKKKKKKK 
IDLMDMASDILQPKGDDVARISWYLRD 
NQSLVNELAFTARKMMADEALGSGLVS 
TTENKELKTVTFSKLLLLLLLLLLLLL 
EVAITFAKGLADKKISPKRDKGLVEKL 
SALLTRTHINYGVKGDVAVVRINSPNS 
GDVAVVRINSPNSKVNTLSKELHSEFS 
VTQLSQEAQRIVEKLEKSTKPIVAAIN 
AISCQYRIATKDRKTVLGTPEVLLGAL 
MMLTGRSIRADRAKKMGLVDQLVEPLG 
MLTGRSIRADRAKKMGLVDQLVEPLGP 
LVDQLVEPLGPGLKPPEERTIEYLEEV 
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2069 
2070 
2071 
2072 
2073 
2074 
2075 
2076 
2077 
2078 
2079 
2080 
2081 
2082 
2083 
2084 
2085 
2086 
2087 
2088 
2089 
2090 
2091 
2092 
2093 
2094 
2095 
2096 
2097 
2098 
2099 
2100 
2101 
2102 
2103 
2104 
2105 
2106 
2107 
2108 
2109 
2110 
2111 
2112 
2113 
2114 
2115 
2116 
2117 
2118 
2119 
2120 
2121 
2122 
2123 
2124 
2125 
2126 

P40939 
P40939 
P40939 
P40939 
P40939 
P40939 
P40939 
P40939 
P40939 
P40939 
P40939 
P40939 
P40939 
P40939 
P40939 
P40939 
P40939 
P40939 
P40939 
P40939 
P40939 
P40939 
P40939 
P40939 
P55084 
P55084 
P55084 
P55084 
P55084 
P55084 
P55084 
P55084 
P55084 
P55084 
P55084 
Q9NTX5 
Q9NTX5 
Q9NTX5 
Q6P2E9 
Q6P2E9 
P24534 
P24534 
P43897 
P43897 
P43897 
P43897 
Q13347 
Q13347 
Q96DC8 
Q96DC8 
O75521 
O75521 
O75521 
O75521 
O75521 
O75521 
O75521 
O75521 

249 
289 
295 
303 
326 
334 
350 
353 
406 
411 
415 
440 
460 
505 
519 
540 
569 
634 
644 
646 
664 
728 
735 
759 
48 
72 
188 
190 
272 
291 
293 
298 
332 
348 
361 
121 
217 
301 
119 
125 
130 
7 

103 
76 
133 
192 
298 
264 
76 
110 
305 
51 
55 
62 
70 
81 
90 
92 

TIEYLEEVAITFAKGLADKKISPKRDK 
PFVRQQVYKKVEEKVRKQTKGLYPAPL 
VYKKVEEKVRKQTKGLYPAPLKIIDVV 
VRKQTKGLYPAPLKIIDVVKTGIEQGS 
EQGSDAGYLCESQKFGELVMTKESKAL 
LCESQKFGELVMTKESKALMGLYHGQV 
KALMGLYHGQVLCKKNKFGAPQKDVKH 
MGLYHGQVLCKKNKFGAPQKDVKHLAI 
TLTALDRGQQQVFKGLNDKVKKKALTS 
DRGQQQVFKGLNDKVKKKALTSFERDS 
QQVFKGLNDKVKKKALTSFERDSIFSN 
SNLTGQLDYQGFEKADMVIEAVFEDLS 
AVFEDLSLKHRVLKEVEAVIPDHCIFA 
EKVIGMHYFSPVDKMQLLEIITTEKTS 
MQLLEIITTEKTSKDTSASAVAVGLKQ 
AVGLKQGKVIIVVKDGPGFYTTRCLAP 
SEVIRILQEGVDPKKLDSLTTSFGFPV 
QMVSKGFLGRKSGKGFYIYQEGVKRKD 
KSGKGFYIYQEGVKRKDLNSDMDSILA 
GKGFYIYQEGVKRKDLNSDMDSILASL 
DMDSILASLKLPPKSEVSSDEDIQFRL 
GGPFRFVDLYGAQKIVDRLKKYEAAYG 
DLYGAQKIVDRLKKYEAAYGKQFTPCQ 
PCQLLADHANSPNKKFYQQQQQQQQQQ 
APAVQTKTKKTLAKPNIRNVVVVDGVR 
GVRTPFLLSGTSYKDLMPHDLARAALT 
HSRKMRKLMLDLNKAKSMGQRLSLISK 
RKMRKLMLDLNKAKSMGQRLSLISKFR 
GLLSDVVPFKVPGKDTVTKDNGIRPSS 
DNGIRPSSLEQMAKLKPAFIKPYGTVT 
GIRPSSLEQMAKLKPAFIKPYGTVTAA 
SLEQMAKLKPAFIKPYGTVTAANSSFL 
LIMAEEKALAMGYKPKAYLRDFMYVSQ 
AYLRDFMYVSQDPKDQLLLGPTYATPK 
KDQLLLGPTYATPKVLEKAGLTMNDID 
KNTFSSGSDLNAVKSLGTPEDGMAVCM 
GSRQALKVLSGALKLDSKNALNIGMVE 
TVWGGPANLEAIAKKGKFNKKKKKKKK 
SSISSKARGSNKVKIQPVAKYDWEQKY 
ARGSNKVKIQPVAKYDWEQKYYYGNLI 
RLREERLAQYESKKAKKPALVAKSSIL 
MMMMMMMMGFGDLKSPAGLQVLNDYLA 
GWSKAAKLQGRKTKEGLIGLLQEGNTT 
NCKKALETCGGDLKQAEIWLHKEAQKE 
EVNCETDFVSRNLKFQLLVQQVALGTM 
EGSLKDQLALAIGKLGENMILKRAAWV 
FGPINSVAFHPDGKSYSSGGEDGYVRI 
EAMDVTTTSTRIGKFEARFFHLAFEEE 
NPKKRNALSLAMLKSLQSDILHDADSN 
SAEGPVFSSGHDLKELTEEQGRDYHAE 
SPAKATEMLIFGKKLTAGEACAQGLVT 
ASQKDFENSMNQVKLLKKDPGNEVKLK 
DFENSMNQVKLLKKDPGNEVKLKLYAL 
QVKLLKKDPGNEVKLKLYALYKQATEG 
PGNEVKLKLYALYKQATEGPCNMPKPG 
LYKQATEGPCNMPKPGVFDLINKAKWD 
CNMPKPGVFDLINKAKWDAWNALGSLP 
MPKPGVFDLINKAKWDAWNALGSLPKE 
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2127 
2128 
2129 
2130 
2131 
2132 
2133 
2134 
2135 
2136 
2137 
2138 
2139 
2140 
2141 
2142 
2143 
2144 
2145 
2146 
2147 
2148 
2149 
2150 
2151 
2152 
2153 
2154 
2155 
2156 
2157 
2158 
2159 
2160 
2161 
2162 
2163 
2164 
2165 
2166 
2167 
2168 
2169 
2170 
2171 
2172 
2173 
2174 
2175 
2176 
2177 
2178 
2179 
2180 
2181 
2182 
2183 
2184 

O75521 
O75521 
P68104 
P68104 
P68104 
P68104 
P68104 
P68104 
P68104 
P68104 
P68104 
P68104 
Q05639 
Q05639 
Q05639 
Q05639 
Q14232 
Q14232 
Q99613 
Q99613 
Q99613 
Q7L2H7 
Q7L2H7 
Q92556 
Q92556 
Q92556 
Q5VTE0 
Q5VTE0 
Q14152 
Q14152 
Q15006 
Q15006 
P13929 
P13929 
P13929 
P13929 
P13929 
P13929 
P13929 
P13929 
P13929 
P13929 
P13929 
P13929 
P13929 
P29692 
P29692 
P29692 
P29692 
Q96RP9 
Q96RP9 
O00303 
O00303 
P30084 
P30084 
P30084 
P30084 
P30084 

161 
289 
219 
36 
55 
79 
165 
172 
273 
318 
392 
439 
290 
165 
179 
439 
253 
35 
273 
99 
643 
129 
254 
408 
100 
105 
30 
318 
672 
68 
248 
255 
105 
5 
64 
89 
126 
193 
197 
199 
228 
256 
281 
285 
420 
265 
17 
107 
117 
193 
175 
154 
238 
234 
101 
115 
118 
204 

DGITKIMFNRPKKKNAINTEMYHEIMR 
GQSPEGCSSYTFPKIMSPAKATEMLIF 
ANMPWFKGWKVTRKDGNASGTTLLEAL 
TTGHLIYKCGGIDKRTIEKFEKEAAEM 
FEKEAAEMGKGSFKYAWVLDKLKAERE 
ERERGITIDISLWKFETSKYYVTIIDA 
VNKMDSTEPPYSQKRYEEIVKEVSTYI 
EPPYSQKRYEEIVKEVSTYIKKIGYNP 
GTVPVGRVETGVLKPGMVVTFAPVNVT 
GDNVGFNVKNVSVKDVRRGNVAGDSKN 
IDRRSGKKLEDGPKFLKSGDAAIVDMV 
VRDMRQTVAVGVIKAVDKKAAGAGKVT 
VVTFAPVNITTEVKSVEMHHEALSEAL 
VNKMDSTEPAYSEKRYDEIVKEVSAYI 
RYDEIVKEVSAYIKKIGYNPATVPFVP 
VRDMRQTVAVGVIKNVEKKSGGAGKVT 
PLNQQDVPDKFKYKADTLKVAQTGQDL 
SAVAAIRTLLEFLKRDKGETIQGLRAN 
APTTDEDKKAAEKKREDKAKKKHDRKS 
LGKAYGKAKSIVDKEGVPRFYIRILAD 
HNALLDIQSSGRAKELLGQGLLLRSLQ 
NTPVRYTVYCSLIKVAASCGAIQYIPT 
LTIFVSAKLASYVKFYQNNKDFIDSLG 
YIRIVLENSSREDKHECPFGRSSIELT 
QLHERIQSSSMDAKLEALKDLASLSRD 
IQSSSMDAKLEALKDLASLSRDVTFAQ 
DSGKSTTTGHLIYKCGGIDKRTIEKFE 
GDNVGFKVKNVSVKDVRRGNVAGDSKN 
EDLEELDPDFIMAKQVEQLEKEKKELQ 
LELCVDLRKSHLAKEGLYQYKNICQQV 
SASHIASNPKASAKTKKDNMKYASWAA 
NPKASAKTKKDNMKYASWAASQINRAY 
KFMIELDGTENKSKFGANAILGVSLAV 
MMMMMMMMMMAMQKIFAREILDSRGNP 
DGDKGRYLGKGVLKAVENINNTLGPAL 
ALLQKKLSVVDQEKVDKFMIELDGTEN 
GVSLAVCKAGAAEKGVPLYRHIADLAG 
EAMRIGAEVYHHLKGVIKAKYGKDATN 
IGAEVYHHLKGVIKAKYGKDATNVGDE 
AEVYHHLKGVIKAKYGKDATNVGDEGG 
PNILENNEALELLKTAIQAAGYPDKVV 
GMDVAASEFYRNGKYDLDFKSPDDPAR 
ARHITGEKLGELYKSFIKNYPVVSIED 
TGEKLGELYKSFIKNYPVVSIEDPFDQ 
YNQLMRIEEALGDKAIFAGRKFRNPKA 
DKVGTDLLEEEITKFEEHVQSVDIAAF 
NFLAHEKIWFDKFKYDDAERRFYEQMN 
LRGVVQELQQAISKLEARLNVLEKSSP 
AISKLEARLNVLEKSSPGHRATAPQTQ 
GSNPARALQQMRSKLNHNAAFMQIPMG 
MKRYNVPFLTFINKLDRMGSNPARALQ 
ESEDEVAVDMEFAKNMYELHKKVSPNE 
GRTMGVMFTPLTVKYAYYDTERIGVDL 
EAIQCAEKIASNSKIVVAMAKESVNAA 
TGGDKAFAAGADIKEMQNLSFQDCYSS 
EMQNLSFQDCYSSKFLKHWDHLTQVKK 
NLSFQDCYSSKFLKHWDHLTQVKKPVI 
MVLTGDRISAQDAKQAGLVSKICPVET 
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2185 
2186 
2187 
2188 
2189 
2190 
2191 
2192 
2193 
2194 
2195 
2196 
2197 
2198 
2199 
2200 
2201 
2202 
2203 
2204 
2205 
2206 
2207 
2208 
2209 
2210 
2211 
2212 
2213 
2214 
2215 
2216 
2217 
2218 
2219 
2220 
2221 
2222 
2223 
2224 
2225 
2226 
2227 
2228 
2229 
2230 
2231 
2232 
2233 
2234 
2235 
2236 
2237 
2238 
2239 
2240 
2241 
2242 

P30084 
P26641 
P26641 
P26641 
P26641 
P26641 
Q9Y262 
Q9Y262 
Q9Y262 
P49411 
P49411 
P49411 
P49411 
P49411 
O15371 
O15371 
Q14241 
Q14241 
Q86YB7 
Q86YB7 
P55884 
P55884 
P55884 
P55884 
P13804 
P13804 
P13804 
P13804 
P13804 
P13804 
P13804 
P13804 
P13804 
P13804 
P13804 
P13804 
P13804 
P13804 
P13804 
P13804 
P41212 
P41212 
P41212 
Q01844 
Q01844 
Q96KQ7 
Q96KQ7 
B5ME19 
P09104 
P09104 
P09104 
P09104 
P09104 
P09104 
P09104 
P09104 
P09104 
P09104 

211 
57 
147 
212 
401 
434 
87 
465 
549 
238 
79 
88 
256 
418 
129 
53 
269 
460 
87 
97 
562 
209 
288 
364 
126 
59 
62 
69 
75 
85 
101 
139 
158 
164 
187 
203 
216 
226 
232 
301 
366 
11 
302 
388 
439 
695 
185 
317 
120 
5 
64 
89 
193 
197 
199 
228 
233 
256 

ISAQDAKQAGLVSKICPVETLVEEAIQ 
NRTPEFLRKFPAGKVPAFEGDDGFCVF 
EVRRILGLLDAYLKTRTFLVGERVTLA 
QFRAVLGEVKLCEKMAQFDAKKFAETQ 
PDWQVDYESYTWRKLDPGSEETQTLVR 
GAFQHVGKAFNQGKIFKKKKKKKKKKK 
LQASRVSSDVIDQKVYEIQDIYENSWT 
QQQAQLSTIRSFLKLYTTMPVAKLAGF 
ARRYGDFFIRQIHKFEELNRTLKKMGQ 
EGRDPELGLKSVQKLLDAVDTYIPVPA 
VDHGKTTLTAAITKILAEGGGAKFKKY 
AAITKILAEGGGAKFKKYEEIDNAPEE 
VDTYIPVPARDLEKPFLLPVEAVYSVP 
KFNLILRQPMILEKGQRFTLRDGNRTI 
QFNLQILPKSAKQKERERIRLQKKFQK 
GKVADWTGATYQDKRYTNKYSSQFGGG 
LGEPHGKGVVSQNKEHKSSHKDKRPVD 
KKIVKTSATALGDKGLKKNDSKSTGKN 
DRQVRVLLFRSGVKGVFCAGADLKERE 
SGVKGVFCAGADLKEREQMSEAEVGVF 
MREKQVPVDVVEMKETIIAFAWEPNGS 
GPDRLEKLKNVIHKIFSKFGKITNDFY 
ISDEWDIPEKQPFKDLGNLRYWLEEAE 
TFHQRGIALWGGEKFKQIQRFSHQGVQ 
SAFGKNLLPRVAAKLEVAPISDIIAIK 
RLGGEVSCLVAGTKCDKVAQDLCKVAG 
GEVSCLVAGTKCDKVAQDLCKVAGIAK 
AGTKCDKVAQDLCKVAGIAKVLVAQHD 
KVAQDLCKVAGIAKVLVAQHDVYKGLL 
GIAKVLVAQHDVYKGLLPEELTPLILA 
LPEELTPLILATQKQFNYTHICAGASA 
KLEVAPISDIIAIKSPDTFVRTIYAGN 
VRTIYAGNALCTVKCDEKVKVFSVRGT 
GNALCTVKCDEKVKVFSVRGTSFDAAA 
DAAATSGGSASSEKASSTSPVEISEWL 
STSPVEISEWLDQKLTKSDRPELTGAK 
KLTKSDRPELTGAKVVVSGGRGLKSGE 
TGAKVVVSGGRGLKSGENFKLLYDLAD 
VSGGRGLKSGENFKLLYDLADQLHAAV 
AGMKDSKTIVAINKDPEAPIFQVADYG 
RYENFIRWEDKESKIFRIVDPNGLARL 
MMMMSETPAQCSIKQERISYTPPESPV 
QSRLSEDGLHREGKPINLSHREDLAYM 
DDLADFFKQCGVVKMNKRTGQPMIHIY 
AVEWFDGKDFQGSKLKVSLARKKPPMN 
QQSKRTPLHAAAQKGSVEICHVLLQAG 
TSPEGQPKVHRARKTMSKPGNGQPPVP 
RVRGGVPLVKEKPKMFAKGTEITHAVV 
GANAILGVSLAVCKAGAAERELPLYRH 
MMMMMMMMMMSIEKIWAREILDSRGNP 
DGDKQRYLGKGVLKAVDHINSTIAPAL 
ALISSGLSVVEQEKLDNLMLELDGTEN 
DAMRLGAEVYHTLKGVIKDKYGKDATN 
LGAEVYHTLKGVIKDKYGKDATNVGDE 
AEVYHTLKGVIKDKYGKDATNVGDEGG 
PNILENSEALELVKEAIDKAGYTEKIV 
NSEALELVKEAIDKAGYTEKIVIGMDV 
GMDVAASEFYRDGKYDLDFKSPTDPSR 
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2243 
2244 
2245 
2246 
2247 
2248 
2249 
2250 
2251 
2252 
2253 
2254 
2255 
2256 
2257 
2258 
2259 
2260 
2261 
2262 
2263 
2264 
2265 
2266 
2267 
2268 
2269 
2270 
2271 
2272 
2273 
2274 
2275 
2276 
2277 
2278 
2279 
2280 
2281 
2282 
2283 
2284 
2285 
2286 
2287 
2288 
2289 
2290 
2291 
2292 
2293 
2294 
2295 
2296 
2297 
2298 
2299 
2300 

P28715 
P28715 
P30042 
P30042 
P30042 
P30042 
P30042 
P30042 
P30042 
P30042 
P14625 
P14625 
P14625 
P14625 
Q16134 
Q16134 
Q16134 
Q16134 
Q16134 
O95571 
O95571 
O95571 
Q06265 
Q06265 
P15311 
P15311 
P15311 
P15311 
P15311 
Q9H098 
Q9H098 
P09467 
P09467 
O94919 
O94919 
Q9BSJ8 
Q9BSJ8 
Q96KP1 
Q96KP1 
P07148 
P07148 
P07148 
P07148 
P07148 
P07148 
P07148 
P07148 
Q96L91 
Q96L91 
Q96L91 
Q96L91 
Q86X53 
Q86X53 
O75477 
O75477 
Q7Z2Z2 
Q7Z2Z2 
P50502 

1027 
8 

214 
151 
157 
164 
203 
219 
223 
233 
161 
404 
479 
633 
105 
96 
132 
223 
357 
181 
66 
172 
355 
297 
133 
60 
79 
83 
139 
75 
50 
202 
151 
238 
407 
159 
817 
532 
454 
80 
31 
36 
46 
57 
78 
90 
121 
2978 
1472 
2349 
2356 
164 
12 
192 
267 
396 
528 
63 

RLNRAVTCMLRKEKEAAASEIEAVSVA 
MMMMMMMGVQGLWKLLECSGRQVSPEA 
GGKWPYAGTAEAIKALGAKHCVKEVVE 
GAAKNLSTFAVDGKDCKVNKEVERVLK 
STFAVDGKDCKVNKEVERVLKEFHQAG 
KDCKVNKEVERVLKEFHQAGKPIGLCC 
VEVTVGHEQEEGGKWPYAGTAEAIKAL 
YAGTAEAIKALGAKHCVKEVVEAHVDQ 
AEAIKALGAKHCVKEVVEAHVDQKNKV 
HCVKEVVEAHVDQKNKVVTTPAFMCET 
TDTGVGMTREELVKNLGTIAKSGTSEF 
TSAPRGLFDEYGSKKSDYIKLYVRRVF 
RKTLDMIKKIADDKYNDTFWKEFGTNI 
NWMKDKALKDKIEKAVVSQRLTESPCA 
VAHEKDIRVCLVEKAAQIGAHTLSGAC 
AAVRLKQLAVAHEKDIRVCLVEKAAQI 
LDPGAFKELFPDWKEKGAPLNTPVTED 
SVKGIATNDVGIQKDGAPKATFERGLE 
KHHPSIRPTLEGGKRIAYGARALNEGG 
QGCAKTLYHSVHEKIFTLPGDCLIYPA 
PVLETAPRDAQLIKELGLRLLYAVNTH 
RGCGRTDFQQGCAKTLYHSVHEKIFTL 
GVENSWGDLEDSEKEDDEGGGDQAIIL 
FAESIANQRITAFKMEKAPIDTSDVEE 
ETAVLLGSYAVQAKFGDYNKEVHKSGY 
LHYVDNKGFPTWLKLDKKVSAQEVRKE 
SAQEVRKENPLQFKFRAKFYPEDVAEE 
VRKENPLQFKFRAKFYPEDVAEELIQD 
GSYAVQAKFGDYNKEVHKSGYLSSERL 
RDQVIKQKEEEAQKKKSDLEIELLKRQ 
LLMNQKRGLAPQNKPELQKVMEKRKRD 
PAIGEFILVDKDVKIKKKGKIYSLNEG 
GIYRKKSTDEPSEKDALQPGRNLVAAG 
CAVPGGGWAMGFVKHTRDSDIIEDVMV 
LVSIPWKVLKVVAKVIRALLRILCCLL 
VAQVWPFLGQYMEKLLAETVAPAVRGS 
MERAEDLPLRKGTKHLSPYATLTVGDS 
GALLPLSIRDGEAKQYGGWEVKCELSG 
WRYKTPHRVAFVEKLTKLVLSQLPNFW 
EECELETMTGEKVKTVVQLEGDNKLVT 
FMKAIGLPEELIQKGKDIKGVSEIVQN 
GLPEELIQKGKDIKGVSEIVQNGKHFK 
KDIKGVSEIVQNGKHFKFTITAGSKVI 
NGKHFKFTITAGSKVIQNEFTVGEECE 
VGEECELETMTGEKVKTVVQLEGDNKL 
EKVKTVVQLEGDNKLVTTFKNIKSVTE 
IITNTMTLGDIVFKRISKRIIIIIIII 
QLLKLKQQAVQQQKAIQPQAAQGPAAV 
KASRLFQPVQYGQKPEGRTVAFPSTHP 
KKNILLKQQVPFAKPLPTFAKPTAEPG 
QQVPFAKPLPTFAKPTAEPGQDNPEWL 
HTDGTTISKNKKRKLKKKQQIKRKKAA 
MMMAAHRKHVFVEKVLQRLFPPVPSGQ 
IRRNFELMEAEKTKLLIAAQKQKVVEK 
EKAKADAEYYAAHKYATSNKHKLTPEY 
QTFDSFPPETQALKAAFMKCGSEDTAP 
VARRGKKIFVLGPKYSPLEFLRRVPLG 
KSEENTKEEKPDSKKVEEDLKADEPSS 
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2301 
2302 
2303 
2304 
2305 
2306 
2307 
2308 
2309 
2310 
2311 
2312 
2313 
2314 
2315 
2316 
2317 
2318 
2319 
2320 
2321 
2322 
2323 
2324 
2325 
2326 
2327 
2328 
2329 
2330 
2331 
2332 
2333 
2334 
2335 
2336 
2337 
2338 
2339 
2340 
2341 
2342 
2343 
2344 
2345 
2346 
2347 
2348 
2349 
2350 
2351 
2352 
2353 
2354 
2355 
2356 
2357 
2358 

P50502 
P50502 
Q8NFF5 
Q8NFF5 
P41162 
P41162 
O60645 
O60645 
Q96A65 
Q96A65 
Q70Z53 
Q70Z53 
Q9GZU8 
Q9GZU8 
Q01469 
Q01469 
Q96CS3 
Q96CS3 
Q53R41 
Q53R41 
P11474 
P11474 
P11474 
P11474 
P11474 
Q8NFI4 
P49327 
P49327 
P49327 
P49327 
P49327 
P49327 
P49327 
P49327 
P49327 
P49327 
P49327 
P49327 
P10768 
P10768 
P10768 
P38117 
P38117 
P38117 
P38117 
P38117 
P38117 
P14921 
P14921 
P14921 
P14921 
Q9UQ84 
Q9UQ84 
P39748 
P39748 
P39748 
P39748 
P39748 

353 
360 
468 
378 
465 
388 
477 
39 
388 
9 

201 
36 
188 
139 
103 
17 
395 
167 
739 
360 
76 
129 
138 
160 
162 
190 
2436 
70 
298 
436 
528 
673 
992 
1704 
1771 
1847 
1995 
2391 
161 
4 

200 
19 
200 
203 
210 
238 
248 
134 
8 
15 
305 
21 
482 
252 
80 
354 
375 
377 

QNPANMSKYQSNPKVMNLISKLSAKFG 
KYQSNPKVMNLISKLSAKFGGQAAAAA 
RYNLQMLEAEGSMKQALGELQARHPQL 
AVYKLAESGSSLGKKVAGALQTIETSL 
EDRPGKEPSAPEKKEDALMPPKLRLKR 
SIPPRIKVEPASEKDPESLRQSAREKE 
LCLQQMNSFLSRYKDEAQLYKEEHLRN 
RVAGMLQRPDQLDKVEQYRRREARKKA 
EDIKLYDMADVWVKIQDVLQMLLTEYL 
MMMMMMAAEAAGGKYRSTVSKSKDPSG 
SWEVNFGYIEHGEKRNALVKLRLCQEC 
RKKRTVEDDLLLQKPFQKEKHGKVAHK 
PEPDDKNQEPSSCKSLGNTSLSGPSIH 
QENKKEVEKKLTVKPIETKNKFSQAKL 
TDGALVQHQEWDGKESTITRKLKDGKL 
VQQLEGRWRLVDSKGFDEYMKELGVGI 
QSLTVIHDFLFSLKESPEKFQIEANFP 
FYQGTYSQALNDAKRELRFLLVYLHGD 
YHKVDFECILDKRKKPLPYGSHNIALG 
AMGDMESRNSCLIKRVTSVLHKHLDGY 
EQGGGKLVLSSLPKRLCLVCGDVASGY 
PASNECEITKRRRKACQACRFTKCLRV 
KRRRKACQACRFTKCLRVGMLKEGVRL 
EGVRLDRVRGGRQKYKRRPEVDPLPFP 
VRLDRVRGGRQKYKRRPEVDPLPFPGP 
INPDSAQPYKWRGKAHRLLGHWEEAAH 
FYYKLRAAEQYTPKAKYHGNVMLLRAK 
LSRFDASFFGVHPKQAHTMDPQLRLLL 
ESFEYIEAHGTGTKVGDPQELNGITRA 
LLRASGRTPEAVQKLLEQGLRHSQDLA 
RFRDSILRSDEAVKPFGLKVSQLLLST 
EFVEQLRKEGVFAKEVRTGGMAFHSYF 
PTEPLFLAQAEVYKELRLRGYDYGPHF 
LGCRVFTTVGSAEKRAYLQARFPQLDS 
RCLATHGRFLEIGKFDLSQNHPLGMAI 
AQVEDAFRYMAQGKHIGKVVVQVLAEE 
NQTPEFFQDVCKPKYSGTLNLDRVTRE 
MEHNRVLEALLPLKGLEERVAAAVDLI 
HSMGGHGALICALKNPGKYKSVSAFAP 
MMMMMMMMMMMALKQISSNKCFGGLQK 
AFSGYLGTDQSKWKAYDATHLVKSYPG 
VLVAVKRVIDYAVKIRVKPDRTGVVTD 
LNEPRYATLPNIMKAKKKKIEVIKPGD 
PRYATLPNIMKAKKKKIEVIKPGDLGV 
NIMKAKKKKIEVIKPGDLGVDLTSKLS 
ISVEDPPQRTAGVKVETTEDLVAKLKE 
AGVKVETTEDLVAKLKEIGRIIIIIII 
VGDILWEHLEILQKEDVKPYQVNGVNP 
MMMMMMMKAAVDLKPTLTIIKTEKVDL 
KAAVDLKPTLTIIKTEKVDLELFPSPD 
PAALPNHKPKGTFKDYVRDRADLNKDK 
QFIKEASEPIHVRKYKGQVVAVDTYCW 
NKKSVSTPPRTRNKFATFLQRKNEESG 
RGIGPKRAVDLIQKHKSIEEIVRRLDP 
MFYRTIRMMENGIKPVYVFDGKPPQLK 
DDFFKVTGSLSSAKRKEPEPKGSTKKK 
GSTKKKAKTGAAGKFKRGKKKKKKKKK 
TKKKAKTGAAGKFKRGKKKKKKKKKKK 
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2393 
2394 
2395 
2396 
2397 
2398 
2399 
2400 
2401 
2402 
2403 
2404 
2405 
2406 
2407 
2408 
2409 
2410 
2411 
2412 
2413 
2414 
2415 
2416 

P39748 
Q13642 
Q13642 
Q15024 
Q15024 
Q9NZB2 
Q9NZB2 
C9JLW8 
C9JLW8 
Q7L8L6 
Q7L8L6 
Q9BX63 
Q9BX63 
Q8NEZ5 
Q8NEZ5 
Q8IVS2 
Q8IVS2 
Q9UKT8 
Q9UKT8 
Q5T1M5 
Q5T1M5 
Q02790 
Q02790 
Q13045 
Q13045 
Q6P587 
Q6P587 
Q6P587 
P62942 
P62942 
Q96RU3 
Q96RU3 
Q96RU3 
Q6PIW4 
Q6PIW4 
Q00688 
Q00688 
Q00688 
Q9Y2H6 
Q9Y2H6 
Q8N3X1 
Q8N3X1 
Q13643 
Q13643 
Q13643 
Q5VW36 
Q5VW36 
P14324 
P14324 
P14324 
Q9C0B1 
Q9C0B1 
O75369 
O75369 
O75369 
O75369 
O75369 
O75369 

380 
70 
4 

178 
116 
129 
932 
76 
79 
327 
507 
20 

1249 
137 
194 
250 
314 
273 
298 
864 
92 
378 
282 
952 
21 
145 
113 
115 
48 
53 
157 
66 
110 
124 
339 
156 
99 
170 
948 
384 
935 
290 
167 
157 
235 
920 
819 
187 
123 
353 
275 
216 
1423 
681 
1780 
2518 
2524 
2576 

KAKTGAAGKFKRGKKKKKKKKKKKKKK 
KNRFWHDTCFRCAKCLHPLANETFVAK 
MMMMMMMMMMMAEKFDCHYCRDPLQGK 
IPRVRVLEDEEGSKDIELSDDPYDCIR 
TEIANTLYRIFNNKSSVDLKTLCISPR 
RQTAQQIVSHVQNKGTPPPKVWFLPPV 
CGAFSGSDSSRTSKSQGGVQPIPSQGG 
VEEYVEKVPNPSLKTFKPIDLSDLKRR 
YVEKVPNPSLKTFKPIDLSDLKRRSTQ 
NLEEVGTICLGFFKSSTNLSEFVMRKI 
LSPGFVRLAQERTKFDLLKELYTLDGT 
EYTIGGVKIYFPYKAYPSQLAMMNSIL 
PSPSKNKGMFPGFKKKKKKKKKKKKKK 
RKRTSMETALALEKLFPKQCQVLGIVT 
QIEGIKIQPFHFIKDPKNLTLERHQLT 
VISGHQEALRFLQKNSSKFHFRRTRML 
VHAHRYRHPGHIHKLLAQQLVSPVKWE 
CLNTLTGHTEWVTKVVLQKCKVKSLLH 
LHSPGDYILLSADKYEIKIWPIGREIN 
QITALTKQNEQHIKELEKNKSQMSGVE 
AVHAYRYTNGQYVKQGKFGAAVLGNHT 
AVNDFELARADFQKVLQLYPNNKAAKT 
QSTIVKERGTVYFKEGKYKQALLQYKK 
RYWVPVEYEEEEKKEDKEEKAEGKEGE 
PFVRGVDLSGNDFKGGYFPENVKAMTS 
SAFVPKEKIPDPHKLKLWLKVNGELRQ 
CLDMTARDVQDECKKKGLPWTLAKSFT 
DMTARDVQDECKKKGLPWTLAKSFTAS 
KKFDSSRDRNKPFKFMLGKQEVIRGWE 
SRDRNKPFKFMLGKQEVIRGWEEGVAQ 
DCKEADRAQQYFEKMDADINVTKADVE 
YQPKKNSKEEEEYKYTSCKAFISNLNE 
QIIVDLARYVQELKQERKSNFHDGRKA 
KMSSVQKMMQAGKKFKDSLLEPALASV 
KSLGASRSRGILGKFVPPIPKQDGGEQ 
TVFDTNIQTSAKKKKNAKPLSFKVGVG 
KNVKLNEDKPKETKSEETLDEGPPKYT 
KNAKPLSFKVGVGKVIRGWDEALLTMS 
GAGPFSHMIKLKTKPLPPDPPRLECVA 
PDIPNPPRIANRTKNSLTLQWKAPSDN 
MPPPEKTKKGRKDKAKKSKTKMPSLVK 
IYSKEKTISVSSSKSGPVIAKREVKKE 
YENKFAPRCARCSKTLTQGGVTYRDQP 
DKGAHYCVPCYENKFAPRCARCSKTLT 
SSCKRPIVGLGGGKYVSFEDRHWHHNC 
GRLGELELQLKHGKEEPEEVQYKKSTA 
QGKTVAGIPNFILKMYETNKQPGLKPG 
SSLTRRGQICWYQKPGVGLDAINDANL 
RLKEVLEYNAIGGKYNRGLTVVVAFRE 
CLQRATPEQYQILKENYGQKEAEKVAR 
LEGRDPDIWHVGFKISWDIETPGLAIP 
LLNFMDPQKMPYLKEEPYFGMGKMAVS 
PFRVPVKDVVDPSKVKIAGPGLGSGVR 
FTVDPKDAGKAPLKIFAQDGEGQRIDI 
PSGKTATPEIVDNKDGTVTVRYAPTEV 
IPKASSDASKVTSKGAGLSKAFVGQKS 
DASKVTSKGAGLSKAFVGQKSSFLVDC 
HVGNQQYNVTYVVKERGDYVLAVKWGE 
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2453 
2454 
2455 
2456 
2457 
2458 
2459 
2460 
2461 
2462 
2463 
2464 
2465 
2466 
2467 
2468 
2469 
2470 
2471 
2472 
2473 
2474 

Q16658 
Q16658 
O60318 
O60318 
O60318 
Q12778 
Q12778 
Q12778 
Q12778 
Q12778 
Q12778 
O43524 
O43524 
O43524 
O43524 
O43524 
O43524 
O43524 
O43524 
O43524 
Q9BZS1 
Q9BZS1 
Q9BZS1 
Q9BZS1 
Q92945 
Q92945 
P07954 
P07954 
P07954 
P07954 
P07954 
P07954 
P07954 
P07954 
P07954 
P07954 
P07954 
P07954 
P07954 
P07954 
P15408 
P15408 
P04406 
P04406 
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P04406 
P04406 
P04406 
P04406 
P04406 
P04406 
P04406 
P04406 
P04406 
P80404 
P80404 
P80404 
P80404 

43 
74 
674 
489 
490 
233 
245 
248 
262 
265 
274 
569 
46 
149 
230 
242 
262 
271 
290 
419 
227 
31 
263 
268 
281 
87 
263 
61 
66 
80 
94 
115 
122 
213 
223 
256 
292 
467 
473 
502 
135 
104 
309 
5 
61 
66 
194 
215 
219 
227 
254 
260 
263 
334 
400 
231 
252 
279 

GFKVNASASSLKKKQIWTLEQPPDEAG 
CLRSHLGRYLAADKDGNVTCEREVPGP 
VPGTDQVDHAAAVKEYSRSSADQEEPL 
VHFFDHASAALARKKGKSLHKDMAIFW 
HFFDHASAALARKKGKSLHKDMAIFWH 
HSKFIRVQNEGTGKSSWWMLNPEGGKS 
GKSSWWMLNPEGGKSGKSPRRRAASMD 
SWWMLNPEGGKSGKSPRRRAASMDNNS 
SPRRRAASMDNNSKFAKSRSRAAKKKA 
RRAASMDNNSKFAKSRSRAAKKKASLQ 
SKFAKSRSRAAKKKASLQSGQEGAGDS 
NMGLSESSSLGSAKHQQQSPVSQSMQT 
WPLQRPELQASPAKPSGETAADSMIPE 
PQPGAAGGSGQPRKCSSRRNAWGNLSY 
HSRFMRVQNEGTGKSSWWIINPDGGKS 
GKSSWWIINPDGGKSGKAPRRRAVSMD 
RRAVSMDNSNKYTKSRGRAAKKKAALQ 
NKYTKSRGRAAKKKAALQTAPESADDS 
APESADDSPSQLSKWPGSPTSRSSDEL 
GLMQRSSSFPYTTKGSGLGSPTSSFNS 
FLKHCQADHLLDEKGRAQCLLQREMVQ 
PSPGASPSWRAAPKASDLLGARGPGGT 
KEKLSAMQAHLAGKMALTKASSVASSD 
AMQAHLAGKMALTKASSVASSDKGSCC 
ILIQDGSQNTNVDKPLRIIGDPYKVQQ 
FADAVQRARQIAAKIGGDAATTVNNST 
GYVQQVKYAMTRIKAAMPRIYELAAGG 
NSFRIEYDTFGELKVPNDKYYGAQTVR 
EYDTFGELKVPNDKYYGAQTVRSTMNF 
YYGAQTVRSTMNFKIGGVTERMPTPVI 
IGGVTERMPTPVIKAFGILKRAAAEVN 
AAAEVNQDYGLDPKIANAIMKAADEVA 
DYGLDPKIANAIMKAADEVAEGKLNDH 
AIEVHEVLLPGLQKLHDALDAKSKEFA 
GLQKLHDALDAKSKEFAQIIKIGRTHT 
TLGQEFSGYVQQVKYAMTRIKAAMPRI 
VGTGLNTRIGFAEKVAAKVAALTGLPF 
MLVTALNPHIGYDKAAKIAKTAHKNGS 
NPHIGYDKAAKIAKTAHKNGSTLKETA 
LGYLTAEQFDEWVKPKDMLGPKKKKKK 
EEEEKRRIRRERNKLAAAKCRNRRREL 
VPGHMALPRPGVIKTIGTTVGRRRRDE 
DAGAGIALNDHFVKLISWYDNEFGYSN 
MMMMMMMMMMGKVKVGVNGFGRIGRLV 
QYDSTHGKFHGTVKAENGKLVINGNPI 
HGKFHGTVKAENGKLVINGNPITIFQE 
ITATQKTVDGPSGKLWRDGRGALQNII 
ALQNIIPASTGAAKAVGKVIPELNGKL 
IIPASTGAAKAVGKVIPELNGKLTGMA 
AKAVGKVIPELNGKLTGMAFRVPTANV 
SVVDLTCRLEKPAKYDDIKKVVKQASE 
CRLEKPAKYDDIKKVVKQASEGPLKGI 
EKPAKYDDIKKVVKQASEGPLKGILGY 
SNRVVDLMAHMASKEEEEEEEEEEEEE 
SKNLLLAEVINIIKREDLLNNAAHAGK 
HGRTMGCLATTHSKAIHKIDIPSFDWP 
PSFDWPIAPFPRLKYPLEEFVKENQQE 
EARCLEEVEDLIVKYRKKKKTVAGIIV 
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2480 
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2487 
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2489 
2490 
2491 
2492 
2493 
2494 
2495 
2496 
2497 
2498 
2499 
2500 
2501 
2502 
2503 
2504 
2505 
2506 
2507 
2508 
2509 
2510 
2511 
2512 
2513 
2514 
2515 
2516 
2517 
2518 
2519 
2520 
2521 
2522 
2523 
2524 
2525 
2526 
2527 
2528 
2529 
2530 
2531 
2532 

P80404 
P80404 
P80404 
P80404 
O95479 
O95479 
P06744 
P06744 
P06744 
P15976 
P15976 
P15976 
P15976 
P15976 
P15976 
P15976 
P15976 
P15976 
O75879 
O75879 
P60520 
P60520 
P11413 
P11413 
P11413 
P11413 
P11413 
P11413 
P23378 
P23378 
P23378 
P23378 
P23378 
O15117 
O15117 
Q13283 
Q13283 
Q8TB36 
Q8TB36 
P06396 
P06396 
Q9UM11 
Q9UM11 
Q9UM11 
Q9UN86 
Q9UN86 
P50395 
P50395 
P50395 
P50395 
P52565 
P52565 
P52565 
P52565 
P52565 
P52565 
P50440 
P50440 

318 
413 
452 
470 
549 
208 
362 
12 
142 
127 
233 
245 
246 
252 
308 
312 
314 
315 
174 
529 
48 
24 
45 
89 
171 
403 
432 
497 
754 
447 
514 
648 
664 
698 
3 
50 
376 
314 
203 
289 
584 
173 
69 
159 
365 
392 
288 
57 
112 
269 
50 
43 
105 
127 
141 
178 
331 
385 

SDDFFRKLRDIARKHGCAFLVDEVQTG 
KREDLLNNAAHAGKALLTGLLDLQARY 
FCSFDTPDDSIRNKLILIARNKGVVLG 
ARNKGVVLGGCGDKSIRFRPTLVFRDH 
PAPMPSDFQVLRAKYRESPLVSAWSEE 
QEEEMYRVDHYLGKQAVAQILPFRDQN 
AAYFQQGDMESNGKYITKSGTRVDHQT 
MMMAALTRDPQFQKLQQWYREHRSELN 
MKSFCQRVRSGDWKGYTGKTITDVINI 
EDSPPQAVEDLDGKGSTSFLETLKTER 
TGHYLCNACGLYHKMNGQNRPLIRPKK 
HKMNGQNRPLIRPKKRLIVSKRAGTQC 
KMNGQNRPLIRPKKRLIVSKRAGTQCT 
RPLIRPKKRLIVSKRAGTQCTNCQTTT 
LTMRKDGIQTRNRKASGKGKKKRGSSL 
KDGIQTRNRKASGKGKKKRGSSLGGTG 
GIQTRNRKASGKGKKKRGSSLGGTGAA 
IQTRNRKASGKGKKKRGSSLGGTGAAE 
VNGSLIYGVCAGKKQSQVIPKTVRIKQ 
VMDVKNRNPRAINKLIGLVRKATQSRA 
KVSGSQIVDIDKRKYLVPSDITVAQFM 
LEHRCVESAKIRAKYPDRVPVIVEKVS 
HIFIIMGASGDLAKKKIYPTIWWLFRD 
TVADIRKQSEPFFKATPEEKLKLEDFF 
CMSQIGWNRIIVEKPFGRDLQSSDRLS 
LVIRVQPNEAVYTKMMTKKPGMFFNPE 
ELDLTYGNRYKNVKLPDAYERLILDVF 
YGSRGPTEADELMKRVGFQYEGTYKWV 
GDFGSDVSHLNLHKTFCIPHGGGGPGM 
FFDTLKIQCGCSVKEVLGRAAQRQINF 
MGEECRGIPGSVFKRTSPFLTHQVFNS 
QKGEGHRTVCLIPKSAHGTNPASAHMA 
HGTNPASAHMAGMKIQPVEVDKYGNID 
LKKQEKEEKDFRKKFKYDGEIRVLYST 
MMMMMMMMMMMMAKYNTGGNPTEDVSV 
NSSYVHGGLDSNGKPADAVYGQKEIHR 
YGNVVELRINSGGKLPNFGFVVFDDSE 
ISAVLPTAFRVAKKRAPKVLGTTLVVG 
KRLKSKLLDHDNVKYLKKILDELEKVL 
PKPALPAGTEDTAKEDAANRKLAKLYK 
NSAGATRAVEVLPKAGALNSNDAFVLK 
LLRSPRKPTRKISKIPFKVLDAPELQD 
NWSVNFHRINENEKSPSQNRKAKDATS 
SPYSLSPVSNKSQKLLRSPRKPTRKIS 
MSFGNVVELRINTKGVGGKLPNFGFVV 
FDDSEPVQRILIAKPIMFRGEVRLNVE 
ARCKQLICDPSYVKDRVEKVGQVIRVI 
ASITPLEDLYKRFKIPGSPPESMGRGR 
YLDFKVTEGSFVYKGGKIYKVPSTEAE 
EEIIVQNGKVIGVKSEGEIARCKQLIC 
EIQELDKDDESLRKYKEALLGRVAVSA 
PAQKSIQEIQELDKDDESLRKYKEALL 
GDLESFKKQSFVLKEGVEYRIKISFRV 
ISFRVNREIVSGMKYIQHTYRKGVKID 
YIQHTYRKGVKIDKTDYMVGSYGPRAE 
APKGMLARGSYSIKSRFTDDDKTDHLS 
SNPDRPCHQIDLFKKAGWTIITPPTPI 
VDANEVPIQKMFEKLGITTIKVNIRNA 
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2576 
2577 
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2580 
2581 
2582 
2583 
2584 
2585 
2586 
2587 
2588 
2589 
2590 

O75496 
O75496 
Q9UI32 
Q9UI32 
Q9UI32 
Q9UI32 
Q9UI32 
Q9UI32 
Q9UI32 
Q92947 
Q92947 
Q5VTD9 
Q5VTD9 
P10070 
P10070 
Q16775 
Q16775 
Q16775 
Q8WU03 
Q8WU03 
P52566 
P52566 
P52566 
P52566 
P52566 
P52566 
P52566 
P52566 
Q8TDQ7 
Q8TDQ7 
P04150 
P04150 
P04150 
P04150 
P04150 
P52306 
P52306 
Q9HC38 
Q9HC38 
O94925 
O94925 
O94925 
O94925 
P14314 
P14314 
P21695 
P21695 
P08151 
P08151 
Q6IB77 
Q6IB77 
Q6IB77 
Q6IB77 
Q6IB77 
Q6IB77 
Q6IB77 
Q6IB77 
O15228 

127 
27 
188 
97 
244 
253 
279 
284 
329 
335 
240 
61 
8 
31 
757 
83 
116 
229 
140 
19 
95 
21 
25 
40 
47 
102 
124 
175 
250 
64 
256 
480 
492 
494 
495 
216 
230 
67 
288 
399 
130 
164 
311 
157 
166 
313 
289 
371 
518 
125 
16 
127 
141 
159 
169 
183 
256 
31 

LKENEKLHKEIEQKDNEIARLKKENKE 
ENIKNSSVPRRTLKMIQPSASGSLVGR 
TGGKVAAYIPQLAKSNPDLWGVSLCTV 
QERIPIHKFTTALKATGLQTSDPRLRD 
STLGTDYVHKFVGKEPSGLRYNKLSLN 
KFVGKEPSGLRYNKLSLNEEGIPHNPM 
MVNAGAIVVSSLIKMDCNKAEKFDFVL 
AIVVSSLIKMDCNKAEKFDFVLQYLNK 
ETGDRNYAIGYYLKEKKCFPKGVDMMA 
FGVPLARNQLIQKKLADMLTEITLGLH 
RCEDGCIRGFLLEKGMRGLSAPRIQGK 
TLFPNQCLDWTNLKREPELEQDQNLAR 
MMMMMMMPRSFLVKSKKAHTYHQPRVQ 
GILEAAGFPDPGKKASPLVVAAAAAAA 
CSWAGPTPHTRNTKLPPLPGSGSILEN 
TKEAAIVDPVQPQKVVDAARKHGVKLT 
HHWDHAGGNEKLVKLESGLKVYGGDDR 
RVYCGHEYTINNLKFARHVEPGNAAIR 
YMKTILFIPELPKKHKTSSNDKMELFE 
NSQKLQILYKSLEKSIPESIKVYGAIF 
PITMDLTGDLEALKKETIVLKEGSEYR 
PHVEEDDDDELDSKLNYKPPPQKSLKE 
EDDDDELDSKLNYKPPPQKSLKELQEM 
PPQKSLKELQEMDKDDESLIKYKKTLL 
ELQEMDKDDESLIKYKKTLLGDGPVVT 
GDLEALKKETIVLKEGSEYRVKIHFKV 
IHFKVNRDIVSGLKYVQHTYRTGVKVD 
APKGMLARGTYHNKSFFTDDDKQDHLS 
FVCDEDATLELRVKTVKYFKGLMHVHN 
KLIEYHKNGHLSFKYVKTFNMDEYVGL 
EDCKPLILPDTKPKIKDNGDLVLSSPS 
KIRRKNCPACRYRKCLQAGMNLEARKT 
RKCLQAGMNLEARKTKKKIKGIQQATT 
CLQAGMNLEARKTKKKIKGIQQATTGV 
LQAGMNLEARKTKKKIKGIQQATTGVS 
LVAFGNLAELESSKEQFASTNIAEELV 
EQFASTNIAEELVKLFKKQIEHDKREM 
RITEDSFSKPYDGKWSKTMVGFGPEDD 
AFRELSKMDPEGSKLLDDAMAADKSDE 
DRNFAIGYYLKEKKCFPEGTDMVGILD 
NSEGKELVASGENKIKQGLLPSLEDLL 
QEKIPVHKFITALKSTGLRTSDPRLKE 
NDLGTEYVHRYVGKEPSGLRFNKLFLN 
LIEDWKKAREEKQKKLIELQAGKKSLE 
EEKQKKLIELQAGKKSLEDQVEMLRTV 
PETARELYSILQHKGLVDKFPLFMAVY 
AFARTGKSIEQLEKELLNGQKLQGPET 
NEKPYVCKLPGCTKRYTDPSSLRKHVK 
QLHQLRPIGTRGLKLPSLSHTGTTVSR 
NEAIQNLAAIKSFKVKQTQRILYMAAE 
LPLQGAQMLQMLEKSLRKSLPASLKVY 
AIQNLAAIKSFKVKQTQRILYMAAETA 
QTQRILYMAAETAKELTPFLLKSKILS 
FLLKSKILSPNGGKPKAINQEMFKLSS 
NGGKPKAINQEMFKLSSMDVTHAHLVN 
LSSMDVTHAHLVNKFWHFGGNERSQRF 
VTYVIYSHAQKLGKLGFPVYSHVDYSN 
PSAVVLLYSKELKKWDEFEDILEERRH 
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2602 
2603 
2604 
2605 
2606 
2607 
2608 
2609 
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2614 
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2622 
2623 
2624 
2625 
2626 
2627 
2628 
2629 
2630 
2631 
2632 
2633 
2634 
2635 
2636 
2637 
2638 
2639 
2640 
2641 
2642 
2643 
2644 
2645 
2646 
2647 
2648 

O15228 
P35754 
P35754 
Q86SX6 
Q86SX6 
Q9UKJ3 
Q9UKJ3 
P18283 
P18283 
P18283 
P11021 
P11021 
P11021 
P11021 
P11021 
P11021 
P11021 
P11021 
Q9HAV7 
Q9HAV7 
Q9HAV7 
Q9HAV7 
Q9HAV7 
P48507 
P48507 
Q9P2T1 
Q9P2T1 
Q14749 
Q14749 
Q14749 
Q14749 
Q14749 
P46926 
P46926 
Q8N335 
Q8N335 
O75791 
O75791 
P09211 
P09211 
P09211 
P09211 
P34897 
P34897 
P34897 
P34897 
P34897 
P34897 
P34897 
P34897 
P34897 
Q9BVP2 
Q9BVP2 
P62993 
P62993 
P62993 
P62993 
P78347 

643 
39 
9 

140 
59 

1142 
479 
20 
104 
138 
81 
125 
213 
271 
326 
353 
447 
585 
200 
94 
100 
120 
215 
94 
263 
190 
291 
264 
46 
193 
198 
203 
124 
64 
39 
291 
48 
106 
121 
103 
116 
128 
340 
103 
181 
196 
297 
356 
464 
469 
474 
477 
79 
124 
6 
50 
109 
380 

NALAACVRLGVVEKKKINNNCIFNVNE 
CRRAQEILSQLPIKQGLLEFVDITATN 
MMMMMMAQEFVNCKIQPGKVVVFIKPT 
QMHQNGDLVEELKKLGIHSALLDEKKD 
DALVKKDKVVVFLKGTPEQPQCGFSNA 
GYFGPKLPPSLGNKPVLPLIGKLPATR 
KETSMTEPSEPGSKAEAKKALGGDVSD 
SFYDLSAISLDGEKVDFNTFRGRAVLI 
PGGGYQPTFTLVQKCEVNGQNEHPVFA 
YPYDDPFSLMTDPKLIIWSPVRRSDVA 
FTPEGERLIGDAAKNQLTSNPENTVFD 
IKFLPFKVVEKKTKPYIQVDIGGGQTK 
NEPTAAAIAYGLDKREGEKNILVFDLG 
FDQRVMEHFIKLYKKKTGKDVRKDNRA 
YEGEDFSETLTRAKFEELNMDLFRSTM 
KPVQKVLEDSDLKKSDIDEIVLVGGST 
TKLIPRNTVVPTKKSQIFSTASDNQPT 
LKNQIGDKEKLGGKLSSEDKETMEKAV 
EPGTVALVSKVGYKLHGRTLRPALVGV 
ALADTENLRQRSQKLVEEAKLYGIQAF 
NLRQRSQKLVEEAKLYGIQAFCKDLLE 
FCKDLLEVADVLEKATQCVPKEEIKDD 
HGRTLRPALVGVVKEAAAAAAAAAAAA 
INPDEREEMKVSAKLFIVESNSSSSTR 
YSVIVKSRGIIKSKGYILQAKRRGSSS 
KVGIGPGSVCTTRKKTGVGYPQLSAVM 
YAGGVAEYRASEGKTVEVPFKGDVEHT 
ASFTELLQAAFGGKCQHSVLGDFKPYK 
LYIGDTRSRTAEYKAWLLGLLRQHGCQ 
YDHILSTGCAPPGKNIYYKSDLTKDVT 
STGCAPPGKNIYYKSDLTKDVTTSVLI 
PPGKNIYYKSDLTKDVTTSVLIVNNKA 
AVDLQAECDAFEEKIKAAGGIELFVGG 
KLIEYYKNGDLSFKYVKTFNMDEYVGL 
NNVKKLQKFASTVKMWVFEETVNGRKL 
AFARTGKTIEELEKEMLNGQKLQGPQT 
FKAELGSQEGYVPKNFIDIQFPKWFHE 
SISVRHEDDVQHFKVMRDNKGNYFLWT 
IYTNYEAGKDDYVKALPGQLKPFETLL 
VDMVNDGVEDLRCKYISLIYTNYEAGK 
KYISLIYTNYEAGKDDYVKALPGQLKP 
GKDDYVKALPGQLKPFETLLSQNQGGK 
PHNHAIAAVAVALKQACTPMFREYSLQ 
SCLNNKYSEGYPGKRYYGGAEVVDEIE 
DGGHLTHGYMSDVKRISATSIFFESMP 
ISATSIFFESMPYKLNPKTGLIDYNQL 
GARSGLIFYRKGVKAVDPKTGREIPYT 
CTPMFREYSLQVLKNARAMADALLERG 
GVNIGLEVKSKTAKLQDFKSFLLKDSE 
LEVKSKTAKLQDFKSFLLKDSETSQRL 
KTAKLQDFKSFLLKDSETSQRLANLRQ 
IEEKDIHEELPKRKERKQEEREDDKDS 
LRKQRLEELKQQQKLDRQKELEKKRKL 
LRDGAGKYFLWVVKFNSLNELVDYHRS 
MMMMMMMMMEAIAKYDFKATADDELSF 
YKAELNGKDGFIPKNYIEMKPHPWFFG 
SLSVKFGNDVQHFKVLRDGAGKYFLWV 
ELFERKYAQAIKAKGPVTIPYPLFQSH 
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2655 
2656 
2657 
2658 
2659 
2660 
2661 
2662 
2663 
2664 
2665 
2666 
2667 
2668 
2669 
2670 
2671 
2672 
2673 
2674 
2675 
2676 
2677 
2678 
2679 
2680 
2681 
2682 
2683 
2684 
2685 
2686 
2687 
2688 
2689 
2690 
2691 
2692 
2693 
2694 
2695 
2696 
2697 
2698 
2699 
2700 
2701 
2702 
2703 
2704 
2705 
2706 

P78347 
P78347 
P78347 
P78347 
Q16777 
Q16777 
Q16777 
Q16777 
Q16777 
Q16777 
O75367 
O75367 
O75367 
O75367 
P00390 
P00390 
Q6FI13 
Q6FI13 
Q6FI13 
Q6FI13 
P16104 
P16104 
P16104 
P16104 
P58876 
P58876 
P58876 
P58876 
P58876 
P58876 
P06899 
P06899 
P06899 
Q6DRA6 
Q6DRA6 
Q6DRA6 
Q6DRA6 
Q6DRA6 
Q6DRA6 
Q6DRA6 
Q6DRA6 
Q6DRA6 
Q8N257 
Q8N257 
Q8N257 
Q8N257 
Q8N257 
Q8N257 
Q8N257 
Q8N257 
Q8N257 
Q8N257 
Q9HCL2 
Q9HCL2 
Q9HCL2 
Q8N954 
Q8N954 
P07203 

130 
353 
450 
715 
100 
6 
37 
119 
120 
125 
323 
18 
116 
123 
164 
97 
96 
119 
120 
126 
76 
6 
10 
37 
25 
6 
12 
13 
16 
17 
31 
35 
47 
6 
12 
13 
16 
17 
35 
47 
58 
86 
28 
6 
12 
13 
16 
17 
21 
24 
35 
86 
50 
780 
784 
140 
123 
38 

EDYFCFCYGKALGKSTVVPVPYEKMLR 
NAGKRKVREFNFEKWNARITDLRKQVE 
ELLNSTREDLQLDKPASGVKEEWYARI 
RTPTQTNGSNVPFKPRGREFSFEAWNA 
AIRNDEELNKLLGKVTIAQGGVLPNIQ 
MMMMMMMMMSGRGKQGGKARAKAKSRS 
LQFPVGRVHRLLRKGNYAERVGAGAPV 
GGVLPNIQAVLLPKKTESHKAKSKKKK 
GVLPNIQAVLLPKKTESHKAKSKKKKK 
IQAVLLPKKTESHKAKSKKKKKKKKKK 
AFPSIGSGRNGFPKQTAAQLILKAISS 
GGKKKSTKTSRSAKAGVIFPVGRMLRY 
GGVLPNIHPELLAKKRGSKGKLEAIIT 
HPELLAKKRGSKGKLEAIITPPPAKKA 
VSRLNAIYQNNLTKSHIEIIRGHAAFT 
AELGARAAVVESHKLGGTCVNVGCVPK 
HLQLAIRNDEELNKLLGKVTIAQGGVL 
GGVLPNIQAVLLPKKTESHHKAKGKKK 
GVLPNIQAVLLPKKTESHHKAKGKKKK 
QAVLLPKKTESHHKAKGKKKKKKKKKK 
ILELAGNAARDNKKTRIIPRHLQLAIR 
MMMMMMMMMSGRGKTGGKARAKAKSRS 
MMMMMSGRGKTGGKARAKAKSRSSRAG 
LQFPVGRVHRLLRKGHYAERVGAGAPV 
KKGSKKAVTKAQKKDGKKRKRSRKESY 
MMMMMMMMMPEPTKSAPAPKKGSKKAV 
MMMPEPTKSAPAPKKGSKKAVTKAQKK 
MMPEPTKSAPAPKKGSKKAVTKAQKKD 
EPTKSAPAPKKGSKKAVTKAQKKDGKK 
PTKSAPAPKKGSKKAVTKAQKKDGKKR 
AVTKAQKKDGKKRKRSRKESYSIYVYK 
AQKKDGKKRKRSRKESYSIYVYKVLKQ 
RKESYSIYVYKVLKQVHPDTGISSKAM 
MMMMMMMMMPEPAKFAPAPKKGSKKAV 
MMMPEPAKFAPAPKKGSKKAVTKAQKK 
MMPEPAKFAPAPKKGSKKAVTKAQKKD 
EPAKFAPAPKKGSKKAVTKAQKKDGKK 
PAKFAPAPKKGSKKAVTKAQKKDGKKR 
AQKKDGKKRKRSRKESYSIYVYKVLKR 
RKESYSIYVYKVLKRVHPDTGIWCKAM 
VLKRVHPDTGIWCKAMGIMNSFLNDIF 
RIAGEASRLAHYNKRSTITSRRSRRPC 
SKKAVTKAQKKDGKKRKRGRKESYSIY 
MMMMMMMMMPDPSKSAPAPKKGSKKAV 
MMMPDPSKSAPAPKKGSKKAVTKAQKK 
MMPDPSKSAPAPKKGSKKAVTKAQKKD 
DPSKSAPAPKKGSKKAVTKAQKKDGKK 
PSKSAPAPKKGSKKAVTKAQKKDGKKR 
APAPKKGSKKAVTKAQKKDGKKRKRGR 
PKKGSKKAVTKAQKKDGKKRKRGRKES 
AQKKDGKKRKRGRKESYSIYVYKVLKQ 
RIASEASRLAHYNKRSTITSREVQTAV 
CGFRPTIFRSATLKWKESLMSRKRPFV 
VAVYAESATYCLVKNAVKMFKDIGVFK 
AESATYCLVKNAVKMFKDIGVFKETKQ 
YRKKIHMKNQAEEKAAEQFRMRLKNKQ 
IGHEASLKRKAEEKLESYRKKIHMKNQ 
AGGEPVSLGSLRGKVLLIENVASLUGT 
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2707 
2708 
2709 
2710 
2711 
2712 
2713 
2714 
2715 
2716 
2717 
2718 
2719 
2720 
2721 
2722 
2723 
2724 
2725 
2726 
2727 
2728 
2729 
2730 
2731 
2732 
2733 
2734 
2735 
2736 
2737 
2738 
2739 
2740 
2741 
2742 
2743 
2744 
2745 
2746 
2747 
2748 
2749 
2750 
2751 
2752 
2753 
2754 
2755 
2756 
2757 
2758 
2759 
2760 
2761 
2762 
2763 
2764 

P07203 
P07203 
P07203 
P38646 
P38646 
P38646 
P38646 
P38646 
P38646 
P38646 
P38646 
P38646 
P38646 
P38646 
P38646 
P38646 
P38646 
P38646 
P38646 
Q14687 
Q14687 
Q14687 
Q16772 
Q16772 
Q7RTV2 
Q7RTV2 
Q92522 
Q92522 
P20671 
P20671 
Q99878 
Q99878 
Q99878 
Q99878 
P0C0S8 
Q99879 
Q99879 
Q99879 
Q99879 
Q99879 
Q99879 
Q99879 
Q99879 
Q16695 
Q16695 
Q16695 
Q16695 
Q16695 
Q16695 
Q16695 
Q16695 
Q16695 
Q16695 
Q9UJM8 
Q9UJM8 
Q13442 
Q13442 
Q13442 

88 
114 
148 
537 
76 
135 
138 
143 
206 
234 
288 
300 
368 
394 
567 
600 
610 
612 
646 
792 
496 
739 
84 
4 

127 
4 

188 
47 
75 
37 
16 
119 
120 
126 
6 
31 
6 
12 
13 
16 
17 
21 
24 
15 
19 
24 
28 
37 
38 
65 
80 
116 
123 
309 
184 
41 
132 
164 

GFPCNQFGHQENAKNEEILNSLKYVRP 
PGGGFEPNFMLFEKCEVNGAGAHPLFA 
APSDDATALMTDPKLITWSPVCRNDVA 
IDANGIVHVSAKDKGTGREQQIVIQSS 
TNSCVAVMEGKQAKVLENAEGARTTPS 
RLIGRRYDDPEVQKDIKNVPFKIVRAS 
GRRYDDPEVQKDIKNVPFKIVRASNGD 
DPEVQKDIKNVPFKIVRASNGDAWVEA 
VPAYFNDSQRQATKDAGQISGLNVLRV 
NEPTAAALAYGLDKSEDKVIAVYDLGG 
GEDFDQALLRHIVKEFKRETGVDLTKD 
VKEFKRETGVDLTKDNMALQRVREAAE 
VTDLIRRTIAPCQKAMQDAEVSKSDIG 
GEVILVGGMTRMPKVQQTVQDLFGRAP 
SKDDIENMVKNAEKYAEEDRRKKERVE 
GIIHDTETKMEEFKDQLPADECNKLKE 
EEFKDQLPADECNKLKEEISKMRELLA 
FKDQLPADECNKLKEEISKMRELLARK 
IRQAASSLQQASLKLFEMAYKKMASER 
AEQPPLKLDTSSEKLEFLQLFGLTTQQ 
ATALLIQRTNEEEKWLARQRRLRQEKE 
YDEFLQQRRRLVSKLDLEERRRREAQE 
ILNYIASKYNLYGKDIKERALIDMYTE 
MMMMMMMMMMMAGKPKLHYFNGRGRME 
PEERDAKTALVKEKIKNRYFPAFEKVL 
MMMMMMMMMMMAEKPKLHYSNARGSME 
GAGAKKDKGGKAKKTAAAGGKKVKKAA 
KKRKNSKKKNQPGKYSQLVVETIRRLG 
EILELAGNAARDNKKTRIIPRHLQLAI 
LQFPVGRVHRLLRKGNYSERVGAGAPV 
GRGKQGGKARAKAKTRSSRAGLQFPVG 
GGVLPNIQAVLLPKKTESHHKTKKKKK 
GVLPNIQAVLLPKKTESHHKTKKKKKK 
QAVLLPKKTESHHKTKKKKKKKKKKKK 
MMMMMMMMMSGRGKQGGKARAKAKTRS 
AINKAQKKDGKKRKRSRKESYSVYVYK 
MMMMMMMMMPEPVKSAPVPKKGSKKAI 
MMMPEPVKSAPVPKKGSKKAINKAQKK 
MMPEPVKSAPVPKKGSKKAINKAQKKD 
EPVKSAPVPKKGSKKAINKAQKKDGKK 
PVKSAPVPKKGSKKAINKAQKKDGKKR 
APVPKKGSKKAINKAQKKDGKKRKRSR 
PKKGSKKAINKAQKKDGKKRKRSRKES 
ARTKQTARKSTGGKAPRKQLATKVARK 
QTARKSTGGKAPRKQLATKVARKSAPA 
STGGKAPRKQLATKVARKSAPATGGVK 
KAPRKQLATKVARKSAPATGGVKKPHR 
KVARKSAPATGGVKKPHRYRPGTVALR 
VARKSAPATGGVKKPHRYRPGTVALRE 
IRRYQKSTELLIRKLPFQRLMREIAQD 
PFQRLMREIAQDFKTDLRFQSSAVMAL 
GLFEDTNLCVIHAKRVTIMPKDIQLAR 
LCVIHAKRVTIMPKDIQLARRIRGERA 
KGTDVLKALALGAKAVFVGRPIVWGLA 
VRNRFKLPPQLRMKNFETSTLSFSPEE 
QAEKQKAREEEEQKEGGDGAAGDPKKE 
KAKERYMKMHLAGKTEQAKADLARLAI 
EEAARKKEEERKAKDDATLSGKRMQSL 
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2765 
2766 
2767 
2768 
2769 
2770 
2771 
2772 
2773 
2774 
2775 
2776 
2777 
2778 
2779 
2780 
2781 
2782 
2783 
2784 
2785 
2786 
2787 
2788 
2789 
2790 
2791 
2792 
2793 
2794 
2795 
2796 
2797 
2798 
2799 
2800 
2801 
2802 
2803 
2804 
2805 
2806 
2807 
2808 
2809 
2810 
2811 
2812 
2813 
2814 
2815 
2816 
2817 
2818 
2819 
2820 
2821 
2822 

Q8TAA5 
Q8TAA5 
Q9NZM4 
Q9NZM4 
P49915 
P49915 
Q02539 
Q02539 
Q02539 
Q02539 
Q02539 
P16403 
P16403 
P16403 
P16403 
P16403 
P16403 
P16403 
P16403 
P16403 
P16403 
P10412 
P10412 
P10412 
P10412 
P16401 
P16401 
P16401 
P16401 
P16401 
P16401 
P16401 
Q96QV6 
Q96QV6 
Q96QV6 
Q96QV6 
Q96QV6 
Q96QV6 
Q8IUE6 
Q8IUE6 
Q8IUE6 
Q96A08 
Q96A08 
Q96A08 
Q96A08 
Q96A08 
Q96A08 
Q96A08 
Q96A08 
Q96A08 
Q96A08 
Q96A08 
Q96A08 
O60814 
Q99877 
Q99877 
Q99877 
Q99877 

71 
142 
1132 
1057 
112 
9 
25 
17 
78 
93 
125 
139 
17 
34 
64 
85 
90 
97 
159 
168 
187 
183 
17 
26 
34 
158 
17 
27 
37 
49 
78 
168 
75 
6 
37 
119 
120 
127 
76 
119 
120 
26 
7 
13 
14 
17 
18 
22 
25 
36 
48 
59 
87 
31 
6 
12 
13 
16 

AERALRVKAVKLEKEVQDLTVRYQRAI 
EESEPEDQKLTLEKVFRGLLLLEAKLK 
VYQGALPSPSDYHKVDEEFETVSTQLL 
TLNVAKAASSGPGKPSGLQYESKLSGL 
PVLGICYGMQMMNKVFGGTVHKKSVRE 
MMMMMMALCNGDSKLENAGGDLKDGHH 
SAAPEKPLAGKKAKKPAKAAAASKKKP 
TVPPAPAASAAPEKPLAGKKAKKPAKA 
LKKALAAAGYDVEKNNSRIKLGIKSLV 
NSRIKLGIKSLVSKGTLVQTKGTGASG 
KKASSVETKPGASKVATKTKATGASKK 
TKPKKPVGAAKKPKKAAGGATPKKSAK 
TAPAAPAAAPPAEKAPVKKKAAKKAGG 
KKKAAKKAGGTPRKASGPPVSELITKA 
SKERSGVSLAALKKALAAAGYDVEKNN 
DVEKNNSRIKLGLKSLVSKGTLVQTKG 
NSRIKLGLKSLVSKGTLVQTKGTGASG 
LKSLVSKGTLVQTKGTGASGSFKLNKK 
TPKKSAKKTPKKAKKPAAATVTKKVAK 
PKKAKKPAAATVTKKVAKSPKKAKVAK 
PKKAKVAKPKKAAKSAAKAVKPKAAKP 
AKSPKKAKAAKPKKAPKSPAKAKAVKP 
TAPAAPAAPAPAEKTPVKKKARKSAGA 
APAEKTPVKKKARKSAGAAKRKASGPP 
KKKARKSAGAAKRKASGPPVSELITKA 
AAGAKKAVKKTPKKAKKPAAAGVKKVA 
TAPAETATPAPVEKSPAKKKATKKAAG 
PVEKSPAKKKATKKAAGAGAAKRKATG 
ATKKAAGAGAAKRKATGPPVSELITKA 
RKATGPPVSELITKAVAASKERNGLSL 
LKKALAAGGYDVEKNNSRIKLGLKSLV 
TPKKAKKPAAAGVKKVAKSPKKAKAAA 
EILELAGNASRDNKKTRIIPRHLQLAI 
MMMMMMMMMSGRGKQGGKARAKSKSRS 
LQFPVGRIHRLLRKGNYAERIGAGAPV 
GGVLPNIQAVLLPKKTESHHHKAQSKK 
GVLPNIQAVLLPKKTESHHHKAQSKKK 
AVLLPKKTESHHHKAQSKKKKKKKKKK 
ILELAGNAARDNKKTRIIPRHLQLAVR 
GGVLPNIQAVLLPKKTESHKPGKNKKK 
GVLPNIQAVLLPKKTESHKPGKNKKKK 
KKGFKKAVVKTQKKEGKKRKRTRKESY 
MMMMMMMMPEVSSKGATISKKGFKKAV 
MMPEVSSKGATISKKGFKKAVVKTQKK 
MPEVSSKGATISKKGFKKAVVKTQKKE 
VSSKGATISKKGFKKAVVKTQKKEGKK 
SSKGATISKKGFKKAVVKTQKKEGKKR 
ATISKKGFKKAVVKTQKKEGKKRKRTR 
SKKGFKKAVVKTQKKEGKKRKRTRKES 
TQKKEGKKRKRTRKESYSIYIYKVLKQ 
RKESYSIYIYKVLKQVHPDTGISSKAM 
VLKQVHPDTGISSKAMSIMNSFVTDIF 
RIASEASRLAHYSKRSTISSREIQTAV 
AVTKAQKKDGKKRKRSRKESYSVYVYK 
MMMMMMMMMPEPSKSAPAPKKGSKKAV 
MMMPEPSKSAPAPKKGSKKAVTKAQKK 
MMPEPSKSAPAPKKGSKKAVTKAQKKD 
EPSKSAPAPKKGSKKAVTKAQKKDGKK 
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2853 
2854 
2855 
2856 
2857 
2858 
2859 
2860 
2861 
2862 
2863 
2864 
2865 
2866 
2867 
2868 
2869 
2870 
2871 
2872 
2873 
2874 
2875 
2876 
2877 
2878 
2879 
2880 

Q6DN03 
Q5QNW6 
Q5QNW6 
Q5QNW6 
Q5QNW6 
Q5QNW6 
Q5QNW6 
Q5QNW6 
Q5QNW6 
Q5QNW6 
Q9UQL6 
Q9UQL6 
Q9Y2Q3 
Q9Y2Q3 
Q9Y2Q3 
Q9Y2Q3 
Q9Y2Q3 
Q9Y2Q3 
Q9Y2Q3 
Q9Y2Q3 
Q9Y2Q3 
P16402 
P16402 
Q9BTM1 
Q9BTM1 
Q9UJ83 
Q9UJ83 
Q9UJ83 
Q9UJ83 
P68871 
P68871 
P68871 
P68871 
P78417 
P78417 
P78417 
P78417 
P78417 
Q71UI9 
Q71UI9 
Q71UI9 
Q71UI9 
P0C0S5 
P0C0S5 
P0C0S5 
P0C0S5 
P0C0S5 
P69905 
P69905 
P69905 
P69905 
P69905 
Q9Y450 
Q9Y450 
Q9BSH5 
Q9BSH5 
P13716 
P13716 

152 
25 
6 
12 
13 
16 
17 
21 
24 
35 
294 
533 
62 
49 
71 
85 
116 
144 
158 
165 
169 
140 
17 
6 
10 
251 
351 
358 
365 
18 
60 
83 
145 
65 
57 
143 
148 
152 
75 
5 
8 
12 
78 
5 
8 
12 
14 
57 
8 
12 
17 
41 
424 
622 
227 
15 
179 
199 

PSLPPRVAGCFVSKGSFQGHLTTSVKE 
KKGSKKAVTKVQKKDGKKRKRSRKESY 
MMMMMMMMMPDPAKSAPAPKKGSKKAV 
MMMPDPAKSAPAPKKGSKKAVTKVQKK 
MMPDPAKSAPAPKKGSKKAVTKVQKKD 
DPAKSAPAPKKGSKKAVTKVQKKDGKK 
PAKSAPAPKKGSKKAVTKVQKKDGKKR 
APAPKKGSKKAVTKVQKKDGKKRKRSR 
PKKGSKKAVTKVQKKDGKKRKRSRKES 
VQKKDGKKRKRSRKESYSVYVYKVLKQ 
LLRRKDGTVISTFKKRAVEITGAGPGA 
FLEKQKQQQLQLGKILTKTGELPRQPT 
KDSGNKPPGLLPRKGLYMANDLKLLRH 
NLQLRPSLITGIMKDSGNKPPGLLPRK 
LLPRKGLYMANDLKLLRHHLQIPIHFP 
LLRHHLQIPIHFPKDFLSVMLEKGSLS 
LTAVNLEHPEMLEKASRELWMRVWSRN 
DITEPQSILAAAEKAGMSAEQAQGLLE 
AGMSAEQAQGLLEKIATPKVKNQLKET 
AQGLLEKIATPKVKNQLKETTEAACRY 
LEKIATPKVKNQLKETTEAACRYGAFG 
AKPRKPAGAAKKPKKVAGAATPKKSIK 
TAPLAPTIPAPAEKTPVKKKAKKAGAT 
MMMMMMMMMSGRGKQGGKVRAKAKSRS 
MMMMMSGRGKQGGKVRAKAKSRSSRAG 
EQYKLPFLPTPMGKGVVPDNHPYCVGA 
KTPWQYPPESKWWKTLREKMKSNEAAS 
PESKWWKTLREKMKSNEAASKELASKK 
TLREKMKSNEAASKELASKKSLPMNYY 
TPEEKSAVTALWGKVNVDEVGGEALGR 
GDLSTPDAVMGNPKVKAHGKKVLGAFS 
GAFSDGLAHLDNLKGTFATLSELHCDK 
QKVVAGVANALAHKYHHHHHHHHHHHH 
ININLKNKPEWFFKKNPFGLVPVLENS 
AKGIRHEVININLKNKPEWFFKKNPFG 
FIRSQNKEDYAGLKEEFRKEFTKLEEV 
NKEDYAGLKEEFRKEFTKLEEVLTNKK 
YAGLKEEFRKEFTKLEEVLTNKKTTFF 
LTAEVLELAGNASKDLKVKRITPRHLQ 
MMMMMMMMMMAGGKAGKDSGKAKAKAV 
MMMMMMMAGGKAGKDSGKAKAKAVSRS 
MMMAGGKAGKDSGKAKAKAVSRSQRAG 
EVLELAGNASKDLKVKRITPRHLQLAI 
MMMMMMMMMMAGGKAGKDSGKAKTKAV 
MMMMMMMAGGKAGKDSGKAKTKAVSRS 
MMMAGGKAGKDSGKAKTKAVSRSQRAG 
MAGGKAGKDSGKAKTKAVSRSQRAGLQ 
FPHFDLSHGSAQVKGHGKKVADALTNA 
MMMMMMMVLSPADKTNVKAAWGKVGAH 
MMMVLSPADKTNVKAAWGKVGAHAGEY 
SPADKTNVKAAWGKVGAHAGEYGAEAL 
EALERMFLSFPTTKTYFPHFDLSHGSA 
VNWQQERFQEITGKLGHFLKQAGFKES 
EPAVIKRLISVLNKSTGEVTKKKPKFL 
PQALDPVVRDSVPKEHILPSLAHLLPA 
AHRLQIRLLTWDVKDTLLRLRHPLGEA 
APSDMMDGRVEAIKEALMAHGLGNRVS 
GLGNRVSVMSYSAKFASCFYGPFRDAA 
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2881 
2882 
2883 
2884 
2885 
2886 
2887 
2888 
2889 
2890 
2891 
2892 
2893 
2894 
2895 
2896 
2897 
2898 
2899 
2900 
2901 
2902 
2903 
2904 
2905 
2906 
2907 
2908 
2909 
2910 
2911 
2912 
2913 
2914 
2915 
2916 
2917 
2918 
2919 
2920 
2921 
2922 
2923 
2924 
2925 
2926 
2927 
2928 
2929 
2930 
2931 
2932 
2933 
2934 
2935 
2936 
2937 
2938 

P13716 
P36551 
P36551 
B2RPK0 
B2RPK0 
B2RPK0 
B2RPK0 
B2RPK0 
B2RPK0 
B2RPK0 
B2RPK0 
B2RPK0 
B2RPK0 
B2RPK0 
B2RPK0 
B2RPK0 
B2RPK0 
B2RPK0 
B2RPK0 
B2RPK0 
B2RPK0 
B2RPK0 
B2RPK0 
Q6NXT2 
Q6NXT2 
Q6NXT2 
Q6NXT2 
Q6NXT2 
P14317 
P14317 
P14317 
P14317 
P14317 
Q93099 
Q93099 
Q93099 
Q53T59 
Q53T59 
Q96KK5 
Q96KK5 
Q96KK5 
Q99714 
Q99714 
Q99714 
Q99714 
Q99714 
Q99714 
Q16836 
Q16836 
Q16836 
Q16836 
Q16836 
Q16836 
Q16836 
Q16836 
Q16836 
Q16836 
Q16836 

252 
273 
404 
65 
3 
7 
8 
12 
28 
29 
30 
90 
127 
128 
141 
172 
173 
177 
180 
182 
183 
184 
185 
19 
24 
28 
37 
115 
207 
41 
123 
192 
241 
353 
98 
414 
343 
337 
119 
120 
126 
79 
53 
69 
99 
105 
212 
24 
80 
81 
87 
125 
136 
179 
185 
192 
202 
206 

DRDVREGADMLMVKPGMPYLDIVREVK 
NYRYFEVEEADGNKQWWFGGGCDLTPT 
RYVEFNLLYDRGTKFGLFTPGSRIESI 
MSAKEKGKFEDMAKADKTHYERQMKTY 
MMMMMMMMMMMMGKGDPKKPRGKMSSY 
MMMMMMMMGKGDPKKPRGKMSSYAFFV 
MMMMMMMGKGDPKKPRGKMSSYAFFVQ 
MMMGKGDPKKPRGKMSSYAFFVQTCRE 
SYAFFVQTCREEHKKKHSDASVNFSEF 
YAFFVQTCREEHKKKHSDASVNFSEFS 
AFFVQTCREEHKKKHSDASVNFSEFSN 
TYIPPKGETKKKFKDPNAPKRPPSAFF 
KGEHPGLSIGDVAKKLGEMWNNTAADD 
GEHPGLSIGDVAKKLGEMWNNTAADDK 
KLGEMWNNTAADDKQPGEKKAAKLKEK 
IAAYQAKGKPEAAKKGVVKAEKSKKKK 
AAYQAKGKPEAAKKGVVKAEKSKKKKE 
AKGKPEAAKKGVVKAEKSKKKKEEEED 
KPEAAKKGVVKAEKSKKKKEEEEDEED 
EAAKKGVVKAEKSKKKKEEEEDEEDEE 
AAKKGVVKAEKSKKKKEEEEDEEDEED 
AKKGVVKAEKSKKKKEEEEDEEDEEDE 
KKGVVKAEKSKKKKEEEEDEEDEEDEE 
QTARKSTGGKAPRKQLATKAARKSTPS 
STGGKAPRKQLATKAARKSTPSTCGVK 
KAPRKQLATKAARKSTPSTCGVKPHRY 
KAARKSTPSTCGVKPHRYRPGTVALRE 
GLLEDTNLCAIHAKRVTIMPKDIQLAR 
FGGQYGIQKDRVDKSAVGFNEMEAPTT 
VNDISEKEQRWGAKTIEGSGRTEHINI 
HSSQTDAAKGFGGKYGVERDRADKSAV 
GETEKHESQRDYAKGFGGQYGIQKDRV 
IEAASSGTRGLKAKFESMAEEKRKREE 
SEFMGLIRGHYEAKQGGFLPGGGSLHS 
WDEVDPDPNQLRWKPFEIPKASQKKVD 
ESSLSLAVTKWGLKASRCLDENYHKCW 
PKPPVAAKPVIPRKPAVPPKAGPAEAV 
PKPQLKPKPPVAAKPVIPRKPAVPPKA 
GGVLPNIQAVLLPKKTESHHKAKKKKK 
GVLPNIQAVLLPKKTESHHKAKKKKKK 
QAVLLPKKTESHHKAKKKKKKKKKKKK 
TSEKDVQTALALAKGKFGRVDVAVNCA 
LDLPNSGGEAQAKKLGNNCVFAPADVT 
NNCVFAPADVTSEKDVQTALALAKGKF 
DVAVNCAGIAVASKTYNLKKGQTHTLE 
AGIAVASKTYNLKKGQTHTLEDFQRVL 
GLFGTPLLTSLPEKVCNFLASQVPFPS 
SVSSSSTASASAKKIIVKHVTVIGGGL 
KKGIEESLRKVAKKKFAENLKAGDEFV 
KGIEESLRKVAKKKFAENLKAGDEFVE 
LRKVAKKKFAENLKAGDEFVEKTLSTI 
STDLVVEAIVENLKVKNELFKRLDKFA 
NLKVKNELFKRLDKFAAEHTIFASNTS 
FAGLHFFNPVPVMKLVEVIKTPMTSQK 
FNPVPVMKLVEVIKTPMTSQKTFESLV 
KLVEVIKTPMTSQKTFESLVDFSKALG 
TSQKTFESLVDFSKALGKHPVSCKDTP 
TFESLVDFSKALGKHPVSCKDTPGFIV 
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2939 
2940 
2941 
2942 
2943 
2944 
2945 
2946 
2947 
2948 
2949 
2950 
2951 
2952 
2953 
2954 
2955 
2956 
2957 
2958 
2959 
2960 
2961 
2962 
2963 
2964 
2965 
2966 
2967 
2968 
2969 
2970 
2971 
2972 
2973 
2974 
2975 
2976 
2977 
2978 
2979 
2980 
2981 
2982 
2983 
2984 
2985 
2986 
2987 
2988 
2989 
2990 
2991 
2992 
2993 
2994 
2995 
2996 

Q16836 
Q16836 
Q16836 
P51858 
P51858 
Q9H0R4 
Q9H0R4 
P49773 
P49773 
P49773 
P33778 
P33778 
P33778 
P33778 
P33778 
P33778 
P33778 
P33778 
Q93079 
Q93079 
Q93079 
Q93079 
Q99880 
Q99880 
Q99880 
Q99880 
Q99880 
Q99880 
P57053 
P57053 
P57053 
P57053 
P57053 
P57053 
P57053 
O14929 
O14929 
O14929 
Q13547 
Q13547 
Q13547 
P08397 
P08397 
P22830 
P22830 
P22830 
P22830 
Q14526 
Q14526 
P51610 
P51610 
P51610 
P51610 
A6NFD8 
A6NFD8 
Q9BX68 
Q9BX68 
Q9BX68 

212 
241 
312 
151 
44 
62 
50 
25 
21 
30 
44 
6 
12 
13 
16 
17 
21 
24 
44 
12 
13 
16 
6 
12 
13 
16 
17 
86 
29 
16 
17 
21 
24 
35 
86 
364 
9 
15 
363 
74 
220 
176 
74 
328 
57 
138 
415 
642 
333 
1863 
288 
813 
2005 
51 
48 
42 
119 
139 

DFSKALGKHPVSCKDTPGFIVNRLLVP 
MEAIRLYERGDASKEDIDTAMKLGAGY 
ENKFGKKTGEGFYKYKKKKKKKKKKKK 
KLVIDEPAKEKNEKGALKRRAGDLLED 
DEMPEAAVKSTANKYQVFFFGTHETAF 
TKESKQDLLERLRKLEFDISEDEIFTS 
GASVIIRFVTNTTKESKQDLLERLRKL 
RPGGDTIFGKIIRKEIPAKIIFEDDRC 
AQVARPGGDTIFGKIIRKEIPAKIIFE 
TIFGKIIRKEIPAKIIFEDDRCLAFHD 
KRSRKESYSIYVYKVLKQVHPDTGISS 
MMMMMMMMMPEPSKSAPAPKKGSKKAI 
MMMPEPSKSAPAPKKGSKKAITKAQKK 
MMPEPSKSAPAPKKGSKKAITKAQKKD 
EPSKSAPAPKKGSKKAITKAQKKDGKK 
PSKSAPAPKKGSKKAITKAQKKDGKKR 
APAPKKGSKKAITKAQKKDGKKRKRSR 
PKKGSKKAITKAQKKDGKKRKRSRKES 
KRSRKESYSVYVYKVLKQVHPDTGISS 
MMMPDPAKSAPAPKKGSKKAVTKAQKK 
MMPDPAKSAPAPKKGSKKAVTKAQKKD 
DPAKSAPAPKKGSKKAVTKAQKKDGKK 
MMMMMMMMMPELAKSAPAPKKGSKKAV 
MMMPELAKSAPAPKKGSKKAVTKAQKK 
MMPELAKSAPAPKKGSKKAVTKAQKKD 
ELAKSAPAPKKGSKKAVTKAQKKDGKK 
LAKSAPAPKKGSKKAVTKAQKKDGKKR 
RIASEASRLAHYNKRSTITSREIQTAV 
KKAVTKAQKKDGRKRKRSRKESYSVYV 
EPAKSAPAPKKGSKKAVTKAQKKDGRK 
PAKSAPAPKKGSKKAVTKAQKKDGRKR 
APAPKKGSKKAVTKAQKKDGRKRKRSR 
PKKGSKKAVTKAQKKDGRKRKRSRKES 
AQKKDGRKRKRSRKESYSVYVYKVLKQ 
RIAGEASRLPHYNKRSTITSREIQTAV 
YRLDIKRRLISPYKKKQRDLAKMRKCL 
MMMMMMAGFGAMEKFLVEYKSAVEKKL 
AGFGAMEKFLVEYKSAVEKKLAEYKCN 
MTNQNTNEYLEKIKQRLFENLRMLPHA 
AEEMTKYHSDDYIKFLRSIRPDNMSEY 
GTGDLRDIGAGKGKYYAVNYPLRDGID 
FRSIRGNLNTRLRKLDEQQEFSAIILA 
DKILDTALSKIGEKSLFTKELEHALEK 
TDESIKGLCERGRKNILLVPIAFTSDH 
AVTTETAQHAQGAKPQVQPQKRKPKTG 
RIGGGSPIKIWTSKQGEGMVKLLDELS 
SCPLCVNPVCRETKSFFTSQQLLLLLL 
GGLPGVPGPDGKGKLDFPEGVFAVARL 
GRPDGPSLLYRWMKHEPGLGSYGDELG 
QLKKQELQPGTAYKFRVAGINACGRGP 
PLVMDDVKVATHEKEWKCTNTLACLNL 
TTKVMTSGTGAPAKIITAVPKIATGHG 
GPATQVRWLQETSKDSSGTKPANKRPM 
PMALAKQSSGKLEKAEILEMTVQYLRA 
KTVPMALAKQSSGKLEKAEILEMTVQY 
RGAAGVTDGNEVAKAQQATPGGAAPTI 
EDQQLLGHLLLVAKQTAKAEGLGDGYR 
GLGDGYRLVINDGKLGAQSVYHLHIHV 
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2997 
2998 
2999 
3000 
3001 
3002 
3003 
3004 
3005 
3006 
3007 
3008 
3009 
3010 
3011 
3012 
3013 
3014 
3015 
3016 
3017 
3018 
3019 
3020 
3021 
3022 
3023 
3024 
3025 
3026 
3027 
3028 
3029 
3030 
3031 
3032 
3033 
3034 
3035 
3036 
3037 
3038 
3039 
3040 
3041 
3042 
3043 
3044 
3045 
3046 
3047 
3048 
3049 
3050 
3051 
3052 
3053 
3054 

P09429 
P09429 
P09429 
P09429 
P09429 
P09429 
P09429 
P09429 
P09429 
P09429 
P09429 
P35914 
P35914 
P35914 
P35914 
P35914 
P35914 
P52597 
P52597 
P52597 
P14866 
P14866 
O60506 
O60506 
O60506 
Q00839 
Q00839 
Q00839 
Q00839 
Q00839 
Q00839 
Q00839 
Q00839 
Q00839 
P42858 
P42858 
P42858 
P42858 
P42858 
P42858 
Q6NVY1 
Q6NVY1 
Q6NVY1 
Q6NVY1 
Q6NVY1 
Q6NVY1 
Q6NVY1 
Q6NVY1 
Q6NVY1 
Q6NVY1 
Q6NVY1 
Q8IWW8 
Q8IWW8 
P26583 
P26583 
P26583 
P05204 
P05204 

152 
28 
29 
30 
43 
141 
172 
173 
177 
180 
182 
97 
48 
111 
137 
179 
324 
98 
200 
224 
475 
269 
338 
221 
363 
238 
265 
352 
516 
524 
551 
565 
635 
814 
1604 
9 

176 
234 
343 
442 
110 
55 
92 
221 
257 
297 
301 
353 
360 
365 
377 
147 
445 
28 
30 
114 
48 
82 

DDKQPYEKKAAKLKEKYEKDIAAYRAK 
SYAFFVQTCREEHKKKHPDASVNFSEF 
YAFFVQTCREEHKKKHPDASVNFSEFS 
AFFVQTCREEHKKKHPDASVNFSEFSK 
KHPDASVNFSEFSKKCSERWKTMSAKE 
KLGEMWNNTAADDKQPYEKKAAKLKEK 
IAAYRAKGKPDAAKKGVVKAEKSKKKK 
AAYRAKGKPDAAKKGVVKAEKSKKKKE 
AKGKPDAAKKGVVKAEKSKKKKEEEED 
KPDAAKKGVVKAEKSKKKKEEEEDEED 
DAAKKGVVKAEKSKKKKEEEEDEEDEE 
QMGDHTEVLKGIQKFPGINYPVLTPNL 
IVEVGPRDGLQNEKNIVSTPVKIKLID 
FPGINYPVLTPNLKGFEAAVAAGAKEV 
VVIFGAASELFTKKNINCSIEESFQRF 
GYVSCALGCPYEGKISPAKVAEVTKKF 
NRKTSSKVAQATCKLLLLLLLLLLLLL 
VFKSHRTEMDWVLKHSGPNSADSANDG 
SQEEVRSYSDPPLKFMSVQRPGPYDRP 
DRPGTARRYIGIVKQAGLERMRPGAYS 
GQSYGLEDGSCSYKDFSESRNNRFSTP 
IYSGCCTLKIEYAKPTRLNVFKNDQDT 
PIEDPDPEVMAKVKVLFVRNLANTVTE 
VTFCTKEAAQEAVKLYNNHEIRSGKHI 
TEEILEKAFSQFGKLERVKKLKDYAFI 
PGAPAAGDGKTEQKGGDKKRGVKRPRE 
DHGRGYFEYIEENKYSRAKSPQPPVEE 
KVTEKIPVRHLYTKDIDIHEVRIGWSL 
IGLPGAGKTTWVTKHAAENPGKYNILG 
TTWVTKHAAENPGKYNILGTNTIMDKM 
MVAGFKKQMADTGKLNTLLQRAPQCLG 
LNTLLQRAPQCLGKFIEIAARKKRNFI 
EVEGKDLPEHAVLKMKGNFTLPEVAEC 
GYNQWQQGQFWGQKPWSQHYHQGYYYY 
VLQQCHKENEDKWKRLSRQIADIILPM 
MMMMMMATLEKLMKAFESLKSFQQQQQ 
LPRLQLELYKEIKKNGAPRSLRAALWR 
EESVQETLAAAVPKIMASFGNFANDNE 
KDTSLKGSFGVTRKEMEVSPSAEQLVQ 
SSCSPVLSRKQKGKVLLGEEEALEDDS 
GGDIRVISEAEKAKQKIAPVFFREEYM 
KKGCTGVITLNRPKFLNALTLNMIRQI 
PETFLIIIKGAGGKAFCAGGDIRVISE 
YRAGIATHFVDSEKLAMLEEDLLALKS 
LENYHTESKIDRDKSFILEEHMDKINS 
LQQDGSSFALEQLKVINKMSPTSLKIT 
GSSFALEQLKVINKMSPTSLKITLRQL 
HDFHEGVRAVLIDKDQSPKWKPADLKE 
RAVLIDKDQSPKWKPADLKEVTEEDLN 
DKDQSPKWKPADLKEVTEEDLNNHFKS 
LKEVTEEDLNNHFKSLGSSDLKFFFFF 
YVAVGGGSTMDTCKAANLYASSPHSDF 
ALVKGTLPQERVTKLAPCPQSEEDLAA 
SYAFFVQTCREEHKKKHPDSSVNFAEF 
AFFVQTCREEHKKKHPDSSVNFAEFSK 
AFFLFCSEHRPKIKSEHPGLSIGDTAK 
PKPEPKPKKAPAKKGEKVPKGKKGKAD 
PAENGDAKTDQAQKAEGAGDAKKKKKK 
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3089 
3090 
3091 
3092 
3093 
3094 
3095 
3096 
3097 
3098 
3099 
3100 
3101 
3102 
3103 
3104 
3105 
3106 
3107 
3108 
3109 
3110 
3111 
3112 

O00479 
O00479 
O14979 
O14979 
O14979 
Q5SSJ5 
Q5SSJ5 
Q6YN16 
Q6YN16 
Q6YN16 
Q16665 
Q16665 
Q16665 
Q01581 
Q01581 
Q01581 
O15347 
O15347 
P05114 
P05114 
P05114 
P05114 
P61978 
P61978 
P04792 
P04792 
O14964 
O14964 
O14964 
P54868 
P54868 
P54868 
P54868 
P54868 
P54868 
P54868 
P54868 
P54868 
P54868 
P54868 
P54868 
P54868 
P54868 
P54868 
P54868 
P41235 
P41235 
P07910 
P07910 
Q14103 
Q14103 
Q14103 
Q14103 
Q14103 
O43390 
O43390 
P32754 
P32754 

31 
82 
221 
161 
216 
501 
190 
295 
116 
318 
477 
532 
709 
102 
46 
273 
50 
30 
38 
14 
27 
82 
405 
198 
171 
123 
344 
207 
551 
46 
52 
83 
221 
243 
256 
306 
310 
333 
342 
350 
354 
358 
437 
447 
473 
300 
458 
206 
176 
242 
119 
165 
243 
251 
414 
366 
247 
132 

KDEPQRRSARLSAKPAPPKPEPRPKKA 
PAKNRDASTLQSQKAEGTGDAKKKKKK 
LKEHKLDGKLIDPKRAKALKGKEPPKK 
GKMFIGGLSWDTSKKDLTEYLSRFGEV 
DKVLELKEHKLDGKLIDPKRAKALKGK 
RGKARPLPKKAPPKAKTPAKKTRPSST 
GASVVAIRKYIIHKYPSLELERRGYLL 
SKKVESTGAVPEFKEEKLQLQPKPRSG 
SAISLTNTLDTPTKRLDLMMNVNTRGT 
PRSGAVEETFRIVKDSLSDDVVKATQA 
SSADPALNQEVALKLEPNPESLELSFT 
YCFYVDSDMVNEFKLELVEKLFAEDTE 
SQRTTVPEEELNPKILALQNAQRKRKM 
RLEVGTETIIDKSKSVKTNLMQLFEES 
QAELEKYDGVDAGKYTIGLGQAKMGFC 
FMIFHSPYCKLVQKSLARMLLNDFLND 
NFAEFSKKCSERWKTMSGKEKSKFDEM 
AFFVQTCREEHKKKNPEVPVNFAEFSK 
SAKPPAKVEAKPKKAAAKDKSSDKKVQ 
MPKRKVSSAEGAAKEEPKRRSARLSAK 
KEEPKRRSARLSAKPPAKVEAKPKKAA 
ETKEDLPAENGETKTEESPASDEAGEK 
VTIPKDLAGSIIGKGGQRIKQIRHESG 
CPHSTDRVVLIGGKPDRVVECIKIILD 
SPEGTLTVEAPMPKLATQSNEITIPVT 
TVKTKDGVVEITGKHEERQDEHGYISR 
NRNYWEKKQEEARKSPTPSAPVPLTEP 
SSKYSTIPKFGIEKEVRVCEPCYEQLN 
EQEKERQMRLEQQKQTVQMRAQMPAFP 
HQRFSTASAVPLAKTDTWPKDVGILAL 
ASAVPLAKTDTWPKDVGILALEVYFPA 
QTDLEKYNNVEAGKYTVGLGQTRMGFC 
TGGAGAVAMLIGPKAPLALERGLRGTH 
LRGTHMENVYDFYKPNLASEYPIVDGK 
KPNLASEYPIVDGKLSIQCYLRALDRC 
DDLQYMIFHTPFCKMVQKSLARLMFND 
YMIFHTPFCKMVQKSLARLMFNDFLSA 
FLSASSDTQTSLYKGLEAFGGLKLEDT 
TSLYKGLEAFGGLKLEDTYTNKDLDKA 
AFGGLKLEDTYTNKDLDKALLKASQDM 
LKLEDTYTNKDLDKALLKASQDMFDKK 
DTYTNKDLDKALLKASQDMFDKKTKAS 
RVSQDAAPGSPLDKLVSSTSDLPKRLA 
PLDKLVSSTSDLPKRLASRKCVSPEEF 
FTEIMNQREQFYHKVNFSPPGDTNSLF 
AYLKAIIFFDPDAKGLSDPGKIKRLRS 
PYKLLPGAVATIVKPLSAIPQPTITKQ 
LQAIKKELTQIKQKVDSLLENLEKIEK 
GNTSRRGKSGFNSKSGQRGSSKSGKLK 
TFKEEEPVKKIMEKKYHNVGLSKCEIK 
WDTTKKDLKDYFSKFGEVVDCTLKLDP 
DKVMDQKEHKLNGKVIDPKRAKAMKTK 
FKEEEPVKKIMEKKYHNVGLSKCEIKV 
KIMEKKYHNVGLSKCEIKVAMSKEQYQ 
GEEIEIVLAKPPDKKRKERQAARQASR 
TEEILEKSFSEFGKLERVKKLKDYAFV 
ESIKMPINEPAPGKKKSQIQEYVDYNG 
REPWVEQDKFGKVKFAVLQTYGDTTHT 
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3113 
3114 
3115 
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3119 
3120 
3121 
3122 
3123 
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3131 
3132 
3133 
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3135 
3136 
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3141 
3142 
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3151 
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3154 
3155 
3156 
3157 
3158 
3159 
3160 
3161 
3162 
3163 
3164 
3165 
3166 
3167 
3168 
3169 
3170 

O43719 
O43719 
P17096 
P17096 
P17096 
P52272 
P52272 
P52272 
P52272 
P52272 
Q92598 
Q92598 
P0DMV8 
P0DMV8 
P0DMV8 
P0DMV8 
P0DMV8 
Q7Z6Z7 
Q7Z6Z7 
Q2TAA2 
Q2TAA2 
Q9UK76 
Q9UK76 
P07900 
P07900 
P07900 
P07900 
P07900 
P07900 
P07900 
P20810 
P20810 
P54652 
P54652 
Q9Y4L1 
Q9Y4L1 
Q9Y2F5 
Q9Y2F5 
O75874 
O75874 
O75874 
O75874 
O75874 
O75874 
O75874 
O75874 
Q13907 
Q13907 
P05198 
P05198 
P00492 
P00492 
P0DMV9 
O95757 
O95757 
O95757 
O95757 
P17066 

450 
297 
89 
7 
15 
219 
134 
277 
672 
698 
95 
471 
539 
108 
246 
348 
561 
1413 
2267 
72 
63 
122 
148 
573 
58 
84 
443 
458 
489 
585 
594 
50 
274 
564 
642 
883 
678 
1218 
236 
81 
126 
224 
233 
243 
321 
400 
157 
176 
259 
141 
166 
103 
384 
135 
53 
430 
682 
598 

GGEFEEGASENNAKESSPEKEAEEGCP 
LNEIREDLRVECSKFGQIRKLLLFDRH 
TTTPGRKPRGRPKKLEKEEEEGISQES 
MMMMMMMMSESSSKSSQPLASKQEKDG 
SESSSKSSQPLASKQEKDGTEKRGRGR 
VFVANLDYKVGWKKLKEVFSMAGVVVR 
MEESMKKAAEVLNKHSLSGRPLKVKED 
FNGQLLFDRPMHVKMDERALPKGDFFP 
NLPFDFTWKMLKDKFNECGHVLYADIK 
KMENGKSKGCGVVKFESPEVAERACRM 
KEKENLSYDLVPLKNGGVGIKVMYMGE 
KIGRFVVQNVSAQKDGEKSRVKVKVRV 
KAEDEVQRERVSAKNALESYAFNMKSA 
INDGDKPKVQVSYKGETKAFYPEEISS 
FDNRLVNHFVEEFKRKHKKDISQNKRA 
VLVGGSTRIPKVQKLLQDFFNGRDLNK 
NMKSAVEDEGLKGKISEADKKKVLDKC 
ACRKEEEERKAREKQEEEEAKCLEKFQ 
SRIVNQPSSLFGSKSASSKNKSEQDAQ 
TRWAKIILPRLIRKGNSLDIPVAVTIF 
LNRGFSGYNTRWAKIILPRLIRKGNSL 
DTDLPGSLGQSEEKPVPAAPVPSPVAP 
PAPVPSRRNPPGGKSSLVLGGGGGGGG 
KQEEKKTKFENLCKIMKDILEKKVEKV 
LRELISNSSDALDKIRYESLTDPSKLD 
DSGKELHINLIPNKQDRTLTIVDTGIG 
DKENYKKFYEQFSKNIKLGIHEDSQNR 
IKLGIHEDSQNRKKLSELLRYYTSASG 
SLKDYCTRMKENQKHIYYITGETKDQV 
CKIMKDILEKKVEKVVVSNRLVTSPCC 
RQPDPDENKPMEDKVKEKAKAEHRDKL 
KKSQSTKLSVVHEKKSQEGKPKEHTEP 
RAVRRLRTACERAKRTLSSSTQASIEI 
NIKQTVEDEKLRGKISEQDKNKILDKC 
PVEDGSQPPPPEPKGDATPEGEKATEK 
ATLAEQAKLPATEKPVLLSKDIEAKMM 
STEPHHSEHKLQTKTLNTLHLQSEPPE 
EMNKELKASEIGEKYRKQPCEEETLGT 
FKDIFQEIYDKQYKSQFEAQKIWYEHR 
NVGVKCATITPDEKRVEEFKLKQMWKS 
ICKNIPRLVSGWVKPIIIGRHAYGDQY 
TKNTILKKYDGRFKDIFQEIYDKQYKS 
DGRFKDIFQEIYDKQYKSQFEAQKIWY 
IYDKQYKSQFEAQKIWYEHRLIDDMVA 
AHGTVTRHYRMYQKGQETSTNPIASIF 
QRSDYLNTFEFMDKLGENLKIKLAQAK 
WGEHEIDYILLVRKNVTLNPDPNEIKS 
PDPNEIKSYCYVSKEELKELLKKAASG 
EGLSVLSQAMAVIKEKIEEKRGVFNVQ 
ESLFQRTAWVFDDKYKRPGYGAYDAFK 
YNPKMVKVASLLVKRTPRSVGYKPDFV 
DRSIPMTVDFIRLKSYCNDQSTGDIKV 
YGAAVQAAILMGDKSENVQDLLLLDVA 
LAKLKETSENALKKPVADCVISIPSFF 
SLGSRTRAIGNAAKSQIVTNVRNTIHG 
CEVFCKNHPAPFSKVITFHKKEPFELE 
QPKQVYVDKLQELKKYGQPIQMKYMEH 
HNQLAEKEEYEHQKRELEQICRPIFSR 
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3210 
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3213 
3214 
3215 
3216 
3217 
3218 
3219 
3220 
3221 
3222 
3223 
3224 
3225 
3226 
3227 
3228 

P17066 
P34913 
P34913 
P34913 
P34913 
P34913 
P34913 
P34913 
P34913 
P63241 
P63241 
P63241 
P78318 
P78318 
Q9H2S9 
Q9H2S9 
P34932 
P34932 
P34932 
P34932 
O43837 
O43837 
P48735 
P48735 
P48735 
P48735 
P48735 
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P48735 
P48735 
P48735 
P48735 
P48735 
P48735 
P48735 
P48735 
P48735 
P48735 
P48735 
P48735 
P48735 
P48735 
P48735 
P48735 
P38919 
P38919 
P38919 
P38919 
P38919 
Q04637 
Q04637 
Q04637 
Q9H0C8 
Q9H0C8 
Q13418 
Q13418 
P50213 

563 
530 
43 
55 
191 
215 
421 
455 
554 
67 
47 
121 
216 
241 
122 
335 
771 
53 
430 
679 
122 
199 
205 
45 
48 
67 
69 
80 
106 
155 
166 
180 
193 
199 
256 
263 
272 
275 
280 
282 
360 
384 
400 
413 
442 
60 
124 
198 
296 
321 
523 
602 
1095 
161 
210 
223 
426 
96 

HVKGSLQEESLRDKIPEEDRRKMQDKC 
GHIEDCGHWTQMDKPTEVNQILIKWLD 
LALPRGLLNDAFQKGGPEGATTRLMKG 
QKGGPEGATTRLMKGEITLSQWIPLME 
SEVVFLDDIGANLKPARDLGMVTILVQ 
LVQDTDTALKELEKVTGIQLLNTPAPL 
LFRASDESVLSMHKVCEAGGLFVNSPE 
VTEEEIQFYVQQFKKSGFRGPLNWYRN 
WLDSDARNPPVVSKMMMMMMMMMMMMM 
AKVHLVGIDIFTGKKYEDICPSTHNMD 
KGRPCKIVEMSTSKTGKHGHAKVHLVG 
VREDLRLPEGDLGKEIEQKYDCGEEIL 
ISLEEIESIDQEIKILRERDSSREAST 
STSNSSRQERPPVKPFILTRNMAQAKV 
SSRLLGPDERLLEKDDSVIVEDSLSEP 
KRKRSTPQKFVGEKQMRFSLSDLPYDV 
TMDPVVKSKEIEAKIKELTSTCSPIIS 
SFGPKNRSIGAAAKSQVISNAKNTVQG 
CEVFSKNHAAPFSKVLTFYRKEPFTLE 
QPKQVYVDKLAELKNLGQPIKIRFQES 
VAIIGKIHTPMEYKGELASYDMRLRRK 
LKIVTRAKSQRIAKFAFDYATKKGRGK 
FKMVFTPKDGSGVKEWEVYNFPAGGVG 
QEQPRRHYADKRIKVAKPVVEMDGDEM 
PRRHYADKRIKVAKPVVEMDGDEMTRI 
DGDEMTRIIWQFIKEKLILPHVDIQLK 
DEMTRIIWQFIKEKLILPHVDIQLKYF 
KEKLILPHVDIQLKYFDLGLPNRDQTD 
DDQVTIDSALATQKYSVAVKCATITPD 
ILGGTVFREPIICKNIPRLVPGWTKPI 
ICKNIPRLVPGWTKPITIGRHAHGDQY 
PITIGRHAHGDQYKATDFVADRAGTFK 
KATDFVADRAGTFKMVFTPKDGSGVKE 
ADRAGTFKMVFTPKDGSGVKEWEVYNF 
KWPLYMSTKNTILKAYDGRFKDIFQEI 
TKNTILKAYDGRFKDIFQEIFDKHYKT 
DGRFKDIFQEIFDKHYKTDFDKNKIWY 
FKDIFQEIFDKHYKTDFDKNKIWYEHR 
QEIFDKHYKTDFDKNKIWYEHRLIDDM 
IFDKHYKTDFDKNKIWYEHRLIDDMVA 
AHGTVTRHYREHQKGRPTSTNPIASIF 
SIFAWTRGLEHRGKLDGNQDLIRFAQM 
GNQDLIRFAQMLEKVCVETVESGAMTK 
KVCVETVESGAMTKDLAGCIHGLSNVK 
EHFLNTTDFLDTIKSNLDRALGRQQQQ 
EDLLRGIYAYGFEKPSAIQQRAIKQII 
ILAPTRELAVQIQKGLLALGDYMNVQC 
VLDEADEMLNKGFKEQIYDVYRYLPPA 
FCNTKRKVDWLTEKMREANFTVSSMHG 
HGDMPQKERESIMKEFRSGASRVLIST 
SVPKRRRKIKELNKKEAVGDLLDAFKE 
PGEQKYEYKSDQWKPLNLEEKKRYDRE 
NQLFAPGGRLSWGKGSSGGSGAKPSDA 
FAVFDGHGGIRASKFAAQNLHQNLIRK 
HTDEEFLKQASSQKPAWKDGSTATCVL 
GRWQGNDIVVKVLKVRDWSTRKSRDFN 
IPPGISPHVCKLMKICMNEDPAKRPKF 
EAKESMDKNKMGLKGPLKTPIAAGHPS 
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3229 
3230 
3231 
3232 
3233 
3234 
3235 
3236 
3237 
3238 
3239 
3240 
3241 
3242 
3243 
3244 
3245 
3246 
3247 
3248 
3249 
3250 
3251 
3252 
3253 
3254 
3255 
3256 
3257 
3258 
3259 
3260 
3261 
3262 
3263 
3264 
3265 
3266 
3267 
3268 
3269 
3270 
3271 
3272 
3273 
3274 
3275 
3276 
3277 
3278 
3279 
3280 
3281 
3282 
3283 
3284 
3285 
3286 

P50213 
P50213 
P50213 
P50213 
P20042 
P20042 
P20042 
P60842 
P60842 
P60842 
P60842 
P60842 
Q14240 
Q14240 
Q14240 
Q14240 
Q14240 
Q14240 
Q16666 
Q16666 
Q16666 
Q16666 
Q16666 
Q16666 
Q16666 
Q16666 
Q16666 
Q16666 
P23588 
P23588 
P23588 
Q8WYH8 
Q8WYH8 
P14735 
P14735 
P14735 
Q9UKS7 
Q9UKS7 
Q14974 
Q14974 
Q14974 
Q14974 
Q9UNL4 
Q9UNL4 
Q9UNL4 
Q9UNL4 
Q9UNL4 
Q9UNL4 
Q9UNL4 
Q9ULG1 
Q9ULG1 
Q8N201 
Q8N201 
O60573 
O60573 
P12268 
P12268 
Q96HW7 

77 
223 
343 
350 
87 
265 
293 
381 
118 
174 
193 
238 
238 
119 
175 
194 
239 
292 
621 
45 
99 
128 
214 
444 
451 
561 
598 
614 
453 
365 
586 
76 
114 
123 
192 
697 
283 
288 
859 
211 
835 
867 
74 
112 
127 
129 
146 
148 
156 
213 
118 
819 
47 
141 
134 
293 
511 
182 

EERNVTAIQGPGGKWMIPSEAKESMDK 
LFLQKCREVAESCKDIKFNEMYLDTVC 
ACFATIKDGKSLTKDLGGNAKCSDFTE 
DGKSLTKDLGGNAKCSDFTEEICRRVK 
NFFNQKKKKKKTKKIFDIDEAEEGVKD 
GNNQLVIKGRFQQKQIENVLRRYIKEY 
TCHTCRSPDTILQKDTRLYFLQCETCH 
RKGVAINMVTEEDKRTLRDIETFYNTS 
VLAPTRELAQQIQKVVMALGDYMGASC 
RVFDMLNRRYLSPKYIKMFVLDEADEM 
VLDEADEMLSRGFKDQIYDIFQKLNSN 
KKFMRDPIRILVKKEELTLEGIRQFYI 
TKKFMRDPIRILVKKEELTLEGIKQFY 
VLAPTRELAQQIQKVILALGDYMGATC 
RVFDMLNRRYLSPKWIKMFVLDEADEM 
VLDEADEMLSRGFKDQIYEIFQKLNTS 
KKFMRDPIRILVKKEELTLEGIKQFYI 
FLNTRRKVDWLTEKMHARDFTVSALHG 
NEVFRVKVFNIDLKEKFTPKKIIAIAN 
DLKLNLKMREEYDKIQIADLMEEKFRG 
KLKVKGPALSRKRKKEVDATSPAPSTS 
VKTEGAEATPGAQKRKKSTKEKAGPKG 
QKRPVIVKVLSTTKPFEYETPEMEKKI 
MPPTTPSSSFFTKKSEDTISKMNDFMR 
SSFFTKKSEDTISKMNDFMRMQILKEG 
PSSSFLTTLKPRLKTEPEEVSIEDSAQ 
ATESFVYEPKEQKKMFHATVATENEVF 
HATVATENEVFRVKVFNIDLKEKFTPK 
RESEKSLENETLNKEEDCHSPTSKPPK 
SQSTRAASIFGGAKPVDTAAREREVEE 
APEPKKPEENPASKFSSASKYAALSVD 
ERLQKIQNAYSKCKEYSDDKVQLAMQT 
DADLARFEADLKDKMEGSDFESSGGRG 
CEHMLFLGTKKYPKENEYSQFLSEHAG 
KDREVNAVDSEHEKNVMNDAWRLFQLE 
YYLRLLMTEVAWTKDELKEALDDVTLP 
TGNMGKRKSSTPQKFVGEKLMRFSYPD 
KRKSSTPQKFVGEKLMRFSYPDIHFDM 
LLTEGRRSKTNKAKTLATWATKELRKL 
LLNSLEFTKANFDKESERHFIMQVVCE 
IGDLCTAFGKDVLKLVEARPMIHELLT 
KTNKAKTLATWATKELRKLKNQAAAAA 
KLALLKQIQEAYGKCKEFGDDKVQLAM 
RLDTDLARFEADLKEKQIESSDYDSSS 
KQIESSDYDSSSSKGKKKGRTQKEKKA 
IESSDYDSSSSKGKKKGRTQKEKKAAR 
RTQKEKKAARARSKGKNSDEEAPKTAQ 
QKEKKAARARSKGKNSDEEAPKTAQKK 
ARSKGKNSDEEAPKTAQKKLKLVRTSP 
QQRHLLGPKKKKFKEEKKLKAKLKKVK 
ESKCDKGNLYNFSKLKKSRKWLKSILL 
ILAFEGHLAAASTKQTITESSSLLLSQ 
GQANESKTASTLLKPAPSGLPSERKRD 
ANKNGGKWIIRLRKGLASRCWENLILA 
KPMWEDDANKNGGKWIIRLRKGLASRC 
SIFQINMIKYIKDKYPNLQVIGGNVVT 
QVEGGVHSLHSYEKRLFFFFFFFFFFF 
KCLQLLGNLGSLEKSVTKDAEGLAARD 
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3287 
3288 
3289 
3290 
3291 
3292 
3293 
3294 
3295 
3296 
3297 
3298 
3299 
3300 
3301 
3302 
3303 
3304 
3305 
3306 
3307 
3308 
3309 
3310 
3311 
3312 
3313 
3314 
3315 
3316 
3317 
3318 
3319 
3320 
3321 
3322 
3323 
3324 
3325 
3326 
3327 
3328 
3329 
3330 
3331 
3332 
3333 
3334 
3335 
3336 
3337 
3338 
3339 
3340 
3341 
3342 
3343 
3344 

Q96HW7 
P10914 
P10914 
Q92985 
Q92985 
Q12906 
Q12906 
Q12906 
Q13572 
Q13572 
Q13572 
Q13572 
Q9NWZ3 
Q9NWZ3 
P05556 
P05556 
P30740 
P30740 
P30740 
Q6IE81 
Q6IE81 
Q9H2U2 
Q9H2U2 
Q9H2U2 
Q9H2U2 
Q9H2U2 
Q15181 
Q15181 
Q15181 
P14316 
P14316 
P14316 
Q96CN7 
Q96CN7 
Q9NQC1 
Q9NQC1 
Q9NQC1 
Q9NQC1 
P05412 
P05412 
P05412 
Q96AT1 
Q96AT1 
P05787 
P05787 
P05787 
P05787 
P54819 
P54819 
P54819 
P54819 
Q9UIJ7 
Q9UIJ7 
Q9UIJ7 
Q9UIJ7 
Q9UIJ7 
Q9UIJ7 
Q9UIJ7 

26 
101 
78 
446 
92 
257 
100 
460 
59 
340 
383 
410 
338 
34 
770 
794 
110 
137 
177 
635 
609 
276 
216 
224 
259 
261 
238 
57 
228 
64 
75 
78 
53 
279 
604 
32 
38 
298 
309 
56 
271 
36 
108 
304 
207 
295 
325 
147 
62 
93 
181 
122 
20 
34 
57 
64 
80 
174 

FTKVVQPQEEIATKKLRLTKPSKSAAL 
LPDIEEVKDQSRNKGSSAVRVYRMLPP 
YKAGEKEPDPKTWKANFRCAMNSLPDI 
GFGQDLSAGRPKEKSLVLVKLEPWLCR 
PPPEAETAERAGWKTNFRCALRSTRRF 
GPLRGWPLELLCEKSIGTANRPMGAGE 
RTLRGVMRVGLVAKGLLLKGDLDLELV 
GPSKKTAKLHVAVKVLQDMGLPTGAEG 
PIEEQGPLDVIIHKLTDVILEADQNDS 
MAATGDVALLRHSKLLAEPAGGLVGER 
APWKAEADAGGTAKLPHQRLGCNAGVS 
PSFQQHCVASLATKASSQQQQQQQQQQ 
AKISDFGLARASEKFAQTVMTSRIVGT 
KLSDFIDPQEGWKKLAVAIKKPSGDDR 
IHDRREFAKFEKEKMNAKWDTGENPIY 
PIYKSAVTTVVNPKYEGKKKKKKKKKK 
TYNFLPEFLVSTQKTYGADLASVDFQH 
ASEDARKTINQWVKGQTEGKIPELLAS 
AIYFKGNWKDKFMKEATTNAPFRLNKK 
EGMVVPESFLGLEKTFAEARLISAQQK 
KRDPLQNSPGSEGKTLLKQPDLCGRRE 
FALEVIKSTHQCWKALLMKKCNGGAIN 
KLIAINANDPEASKFHDIDDVKKFKPG 
DPEASKFHDIDDVKKFKPGYLEATLNW 
GKPENQFAFNGEFKNKAFALEVIKSTH 
PENQFAFNGEFKNKAFALEVIKSTHQC 
DHWKALVTKKTNGKGISCMNTTLSESP 
FHMVVEVPRWSNAKMEIATKDPLNPIK 
FAIDIIKSTHDHWKALVTKKTNGKGIS 
DAPLFRNWAIHTGKHQPGVDKPDPKTW 
TGKHQPGVDKPDPKTWKANFRCAMNSL 
HQPGVDKPDPKTWKANFRCAMNSLPDI 
SVPHGAGYELLIQKFLSLYGDQIDMHR 
LLQLVADKDHPKFKEIQNLIKASAPES 
ARKARGRTRLPAKKKPPPPPPQDGPGS 
DSHATSTSASRCSKLPSSTKSGWPRQN 
TSASRCSKLPSSTKSGWPRQNEKKPSE 
VSIGCPEKMEPITKISHIPASRWALSC 
STANMLREQVAQLKQKVMNHVNSGCQL 
ADPVGSLKPHLRAKNSDLLTSPDVGLL 
KRMRNRIAASKCRKRKLERIARLEEKV 
ERVGYREGPTVETKRIQPQPPDEDGDH 
IIYRKPVKHPSDEKYSGLTASSKKKKP 
SLAGKHGDDLRRTKTEISEMNRNISRL 
VLIKKDVDEAYMNKVELESRLEGLTDE 
YQIKYEELQSLAGKHGDDLRRTKTEIS 
RNISRLQAEIEGLKGQRASLEAAIADA 
LLIRRITGRLIHPKSGRSYHEEFNPPK 
MLRAMVASGSELGKKLKATMDAGKLVS 
VELIEKNLETPLCKNGFLLDGFPRTVR 
TGEPLIRRSDDNEKALKIRLQAYHTQT 
DTVINLNVPFEVIKQRLTARWIHPASG 
LLRAVIMGAPGSGKGTVSSRITTHFEL 
GTVSSRITTHFELKHLSSGDLLRDNML 
DNMLRGTEIGVLAKAFIDQGKLIPDDV 
EIGVLAKAFIDQGKLIPDDVMTRLALH 
PDDVMTRLALHELKNLTQYSWLLDGFP 
REDDKPETVIKRLKAYEDQTKPVLEYY 
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3345 
3346 
3347 
3348 
3349 
3350 
3351 
3352 
3353 
3354 
3355 
3356 
3357 
3358 
3359 
3360 
3361 
3362 
3363 
3364 
3365 
3366 
3367 
3368 
3369 
3370 
3371 
3372 
3373 
3374 
3375 
3376 
3377 
3378 
3379 
3380 
3381 
3382 
3383 
3384 
3385 
3386 
3387 
3388 
3389 
3390 
3391 
3392 
3393 
3394 
3395 
3396 
3397 
3398 
3399 
3400 
3401 
3402 

Q9UIJ7 
Q9UIJ7 
Q6YP21 
Q6YP21 
Q92794 
Q92794 
Q92794 
Q92794 
Q92794 
Q92794 
Q92794 
Q8WYB5 
Q8WYB5 
Q8WYB5 
Q8WYB5 
Q9NXR8 
Q9NXR8 
Q9NXR8 
O95050 
O95050 
O95050 
Q9ULR0 
Q9ULR0 
Q92613 
Q92613 
Q92613 
Q92613 
Q92613 
Q92613 
Q92833 
Q92833 
Q92993 
Q92993 
Q92993 
O75600 
O75600 
O75600 
O75600 
O75600 
O75600 
P08729 
P08729 
Q7Z3B3 
Q7Z3B3 
P30085 
P30085 
P30085 
P30085 
P05783 
P05783 
P05783 
P04264 
P04264 
O95251 
O95251 
O95251 
Q9H7Z6 
Q9H7Z6 

189 
203 
38 
116 
344 
172 
350 
355 
604 
815 
1007 
109 
1038 
1042 
1044 
71 
181 
264 
130 
13 
96 
238 
127 
39 
30 
32 
601 
638 
735 
31 
378 
359 
52 
327 
193 
45 
187 
326 
368 
383 
117 
179 
180 
104 
160 
43 
55 
106 
215 
131 
426 
257 
276 
413 
199 
277 
218 
113 

YEDQTKPVLEYYQKKGVLETFSGTETN 
KGVLETFSGTETNKIWPYVYAFLQTKV 
KILGFSTSAKMSLKFTNAKRIEGLDSN 
HPSLVKALSYLYEKLYQKQIDSNKEIL 
YTNPIGRPKNRLKKQNTVSKGPFSKVR 
RLLKDGPLYRLNTKATNVDGKESCESL 
RPKNRLKKQNTVSKGPFSKVRTGPGRG 
LKKQNTVSKGPFSKVRTGPGRGRKRKI 
QNLCLLAKLFLDHKTLYYDVEPFLFYV 
PQCQERELEISVGKSVSHENKEQDSYS 
PESPRSSSPPILTKPTLKRKKPFLHRR 
RGSCNDLRNVDWNKLLRRAIEGLEEPN 
ILSTRANSRQSPAKVQSKNKYLHSPES 
RANSRQSPAKVQSKNKYLHSPESRPVT 
NSRQSPAKVQSKNKYLHSPESRPVTGE 
REEQMASIKKDYYKALEDADEKVQLAN 
SEALLSTLTSDASKENTLGCRNNNSTA 
SYEAFKNNDFQLGKEFSMARETVGYSS 
LEGNSGRWEEKEEKLRAAVKRVLKCDV 
MMKGGFTGGDEYQKHFLPRDYLATYYS 
LSDFTDRNREELEKWLKKEPGAYDWTP 
EGSQEKGGDDSQQKFIAHVPVPSQQEI 
VPGNRGYKYFGAAKDLPGVRELFEKEP 
MYRIKSKIPNEHKKPAEVFRKDLISAM 
PSTSFTSGSMYRIKSKIPNEHKKPAEV 
TSFTSGSMYRIKSKIPNEHKKPAEVFR 
MRTKSYPRYPLESKNNRLLASLSHSRS 
TPSSECYHGQSLGKPLVLQAALHGQSS 
RWVKNTEDLQCYVKPTKNMSPKEQFWG 
SDGIPWSEERVVRKVLYLSLKEFKNSQ 
HKPSSAVNHTISGKTESSNAKTRKQVL 
CKGFHIVGYFSKEKESTEDYNVACILT 
GRKLFYVHYIDFNKRLDEWVTHERLDL 
QNLCLLAKCFLDHKTLYYDTDPFLFYV 
DMADLEAKLQEAQKHRLRLVATDGAFS 
EGELEGIRGAGTWKSERVITSRQGPHI 
YRYRHLDMADLEAKLQEAQKHRLRLVA 
LMGSNTIVQSMAAKTQRFRSKMEAAGF 
DARLASRMADDMLKRGIFVIGFSYPVV 
GIFVIGFSYPVVPKGKARIRVQISAVH 
SFIDKVRFLEQQNKLLETKWTLLQEQK 
LRSMQDVVEDFKNKYEDEINHRTAAEN 
HSDHDNSTSLNGGKRALTSSALHGGEM 
PSKESLKLQGVFSKQTVLKSHPLLSQS 
SLEKRIQTYLQSTKPIIDLYEEMGKVK 
THLSAGELLRDERKNPDSQYGELIEKY 
RKNPDSQYGELIEKYIKEGKIVPVEIT 
GFPRNQDNLQGWNKTMDGKADVSFVLF 
EIEALKEELLFMKKNHEEEVKGLQAQI 
KKGPQVRDWSHYFKIIEDLRAQIFANT 
IVDGKVVSETNDTKVLRHHHHHHHHHH 
QLKSDQSRLDSELKNMQDMVEDYRNKY 
VEDYRNKYEDEINKRTNAENEFVTIKK 
RKGSISVFEVDGKKNKIYCQNLCLLAK 
PTPGCNSLGHLTGKHERHFSISGCPLY 
VAELRKKRNSGLSKEQKEKYMEHRQTY 
PKLWLCEYCLKYMKYEKSYRFHLGQCQ 
LDEWVDKNRLALTKTVKDAVQKNSEKY 
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3403 
3404 
3405 
3406 
3407 
3408 
3409 
3410 
3411 
3412 
3413 
3414 
3415 
3416 
3417 
3418 
3419 
3420 
3421 
3422 
3423 
3424 
3425 
3426 
3427 
3428 
3429 
3430 
3431 
3432 
3433 
3434 
3435 
3436 
3437 
3438 
3439 
3440 
3441 
3442 
3443 
3444 
3445 
3446 
3447 
3448 
3449 
3450 
3451 
3452 
3453 
3454 
3455 
3456 
3457 
3458 
3459 
3460 

Q9H7Z6 
Q8N752 
Q8N752 
P52732 
P52732 
P26440 
P26440 
P26440 
P26440 
P26440 
P26440 
P26440 
P17275 
P17275 
P27144 
P27144 
P27144 
P27144 
P27144 
Q13303 
Q13303 
Q07666 
Q07666 
A0AUZ9 
A0AUZ9 
Q7LBC6 
Q7LBC6 
O94953 
O94953 
Q9UGL1 
Q9UGL1 
O00139 
O00139 
O60870 
O60870 
P48729 
P48729 
Q03164 
Q03164 
Q03164 
Q03164 
Q03164 
Q03164 
Q03164 
Q03164 
P17252 
P17252 
Q13557 
Q13557 
O14686 
O14686 
O14686 
O14686 
O14686 
O14686 
P30613 
P30613 
P30613 

274 
111 
8 
34 
146 
193 
55 
64 
75 
238 
259 
315 
148 
240 
102 
60 
175 
179 
186 
254 
124 
206 
175 
936 
859 
788 
361 
389 
602 
1102 
832 
260 
102 
17 
135 
250 
8 

2400 
239 
373 
636 
1130 
1235 
2958 
3462 
103 
628 
49 
318 
2509 
2246 
3079 
3433 
4465 
4776 
465 
105 
309 

QNLCLLAKLFLDHKTLYFDVEPFVFYI 
EDLFNFCSRRFTMKTVLMLADQMISRI 
MMMMMMMTNNSGSKAELVVGGKYKLVR 
VVVRCRPFNLAERKASAHSIVECDPVR 
AGIIPRTLHQIFEKLTDNGTEFSVKVS 
AEKKGNHYILNGNKFWITNGPDADVLI 
LSEEQRQLRQTMAKFLQEHLAPKAQEI 
QTMAKFLQEHLAPKAQEIDRSNEFKNL 
APKAQEIDRSNEFKNLREFWKQLGNLG 
FIVEKGMPGFSTSKKLDKLGMRGSNTC 
RGSNTCELIFEDCKIPAANILGHENKG 
TIPYLHVREAFGQKIGHFQLMQGKMAD 
FADGFVKALDDLHKMNHVTPPNVSLGA 
PAQLGLGRGASTFKEEPQTVPEARSRD 
GFPRTLGQAEALDKICEVDLVISLNIP 
STEVGEMAKQYIEKSLLVPDHVITRLM 
DKPEAVAARLRQYKDVAKPVIELYKSR 
AVAARLRQYKDVAKPVIELYKSRGVLH 
QYKDVAKPVIELYKSRGVLHQFSGTET 
MTWSPLACGIVSGKYDSGIPPYSRASL 
SSLVITTKIFWGGKAETERGLSRKHII 
AKISVLGKGSMRDKAKEEELRKGGDPK 
IPVKQYPKFNFVGKILGPQGNTIKRLQ 
KGEDMAALLCQDEKKDQVERSSTAFHG 
QSKWHRRNSRAYSKNVEGQDLLLKEYP 
GFLSSPADFSQENKAPFEAVKRFSLDE 
PQINRNIRFATYTKENGRTLVVQDEPV 
KRSQPKKPKPEDPKFPGEGTAGAALLE 
ARAGEGQAPSTFSKLKMEIKKSRRHPL 
VLCPRCDIGLLGLKRKQRKLKEPLPNG 
NGKRQTRYRSGGGKSQNQLTVNELRQF 
TIPSKDVVMVHEPKQKVDLTRYLENQT 
NKIVKNRRTVASIKNDPPSRDNRVVGS 
SDFLTPKAIANRIKSKGLQKLRWYCQM 
LGREGLCKVDETPKGWYIQYIDRDPET 
SEKKMSTPVEVLCKGFPAEFAMYLNYC 
MMMMMMMASSSGSKAEFIVGGKYKLVR 
QSANSSPDEDTEVKTLKLSGMSNRSSI 
PTFPGVKIKITHGKDISELPKGNKEDS 
IIPSSKRTDATIAKQLLQRAKKGAQKK 
KHSRSEPQYFSSAKYAKEGLIRKPIFD 
AGSEDAEPLAPPIKPIKPVTRNKAPQE 
TSEKKDSKESSVVKNVVDSSQKPTPSA 
NPSRLAVISDSGEKRVTITEKSVASSE 
HYQLQHVNQLLASKTGIHSSQRDLDSA 
DKGPDTDDPRSKHKFKIHTYGSPTFCD 
KPKVCGKGAENFDKFFTRGQPVLTPPD 
TGQEYAAKIINTKKLSARDHQKLEREA 
LTTMLATRNFSAAKSLLKKPDGVKEST 
AALPAGPAGELHAKVPSGQPPNFVRSP 
TPRHQPSTPDPFLKPRCPSLDNLAVPE 
FNEHLRLVESANEKAEREALLRGVEPG 
IIDPIAKAKMVALKGIKKVMAQGSIGV 
AGPRSEAGHLLLQKLLRAKNVQLSTGR 
LEVPGKLPVTTWEKGKGSEVSVMLTVS 
TEVTAIGAVEAAFKCCAAAIIVLTTTG 
ATIGPASRSVERLKEMIKAGMNIARLN 
AVRAALGPEGHGIKIISKIENHEGVKR 
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3508 
3509 
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3511 
3512 
3513 
3514 
3515 
3516 
3517 
3518 

Q9H9P8 
Q9H9P8 
Q9H9P8 
Q9H9P8 
O95232 
O95232 
Q9Y4C1 
Q9Y4C1 
P46013 
P46013 
P46013 
Q8NEZ4 
Q8NEZ4 
Q8NEZ4 
Q8NEZ4 
Q8NEZ4 
Q8NEZ4 
Q8NEZ4 
Q8NEZ4 
Q8NEZ4 
Q8NEZ4 
P23919 
P23919 
Q14847 
Q14847 
Q14847 
Q53H82 
Q53H82 
Q53H82 
Q53H82 
P83111 
P83111 
P83111 
P83111 
P83111 
P42167 
P42167 
P42167 
Q92615 
Q92615 
Q9NS87 
Q9NS87 
Q13351 
Q13351 
Q13351 
P23443 
P23443 
P09382 
P09382 
P09382 
P09382 
P09382 
P42166 
P42166 
Q14739 
Q14739 
Q14739 
Q14739 

175 
104 
155 
173 
354 
231 
353 
895 
2040 
1639 
2005 
4164 
758 
1508 
1772 
2009 
2802 
2809 
2832 
2867 
3714 
60 
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27 
42 
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185 
102 
273 
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283 
284 
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207 
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724 
309 
1009 
265 
274 
288 
299 
516 
100 
13 
29 
108 
128 
358 
656 
116 
55 
594 
601 

PGLRLIQQEDIKKKEPYCRGLMAIDCP 
GHNSGVIHSGIYYKPESLKAKLCVQGA 
EQEEIPRLQALYEKGLQNGVPGLRLIQ 
GVPGLRLIQQEDIKKKEPYCRGLMAID 
RKHRSRSRDRRRSKSRDRKSYKHRSKS 
MGYAKIKATVEELKEKLRKRTEEPDRD 
QSLPEEISSCLNTKSEALRTKPDVCKA 
SGFLRNLLNSSTGKTENGLKNTPKILD 
QTHRETAGDGKSIKAFKESAKQMLDPA 
PASSKRRLKTSLGKVGVKEELLAVGKL 
PTSSKQRLKISLGKVGVKEEVLPVGKL 
SANPPRLVSSYRLKQPNVPFPPTSNGL 
IEGCVKDVSYQGGKSIKLSSETESSFS 
ELDKMVTDGAILGKLYKIPELGGKDVE 
QKSKQQAKIEATQKLEQVKNEQQQQQQ 
KGPIAAGTSDHFTKPSPRADVFQRQRI 
CVSVEPKKKEQENKTLVLSDKHSPQKK 
KKEQENKTLVLSDKHSPQKKSTVTNEV 
TNEVKTEVLSPNSKVESKCETEKNDEN 
SQASAHSDLNDGEKTSLHPCDPDLFEK 
NSEVDKLSMETPAKTEEIKLEKAETES 
TEIGKLLSSYLQKKSDVEDHSVHLLFS 
FQERALRCFHQLMKDTTLNWKMVDASK 
PTEKVNCLDKFWHKACFHCETCKMTLN 
CFHCETCKMTLNMKNYKGYEKKPYCNA 
SVVADTPELQRIKKTQDQISNIKYHEE 
TVFEDLYDYMNSLKELLKIKADIIYPG 
ICKSINNDTTYCIKKLPRNPQREEIIG 
NLLLHLKKLEKEGKIFSNTDPDKKWKA 
EKEGKIFSNTDPDKKWKAHLLLLLLLL 
PVIYNRARFYVYNKKKRLVNTPYVDNS 
ENEAKCRNSKPGKKKNDFEQGELYLRE 
NEAKCRNSKPGKKKNDFEQGELYLREK 
KNDFEQGELYLREKFENSIESLRLFKN 
TLLAAIVERASGCKYLDYMQKIFHDLD 
NDSDRYSDNEEDSKIELKLEKREPLKG 
LKLEKREPLKGRAKTPVTLKQRRVEHN 
ELSDFRMEESFSSKYVPKYVPLADVKS 
EQKPNTVGCGKEEKKLAEPAERYREPP 
RPAGGRPSPSAMGKRLSREQSTPPKSP 
GQVITALVDVGNGKQRHVCYRDSKLTF 
TSVCEKTETIDTLKQELKDINCKYNSA 
AEDPGVIAETAPSKRGRRSWARKRQAA 
TAPSKRGRRSWARKRQAAHTCAHPGCG 
RQAAHTCAHPGCGKSYTKSSHLKAHLR 
MLTGAPPFTGENRKKTIDKILKCKLNL 
SGPYKKQAFPMISKRPEHLRMNLLLLL 
EVCITFDQANLTVKLPDGYEFKFPNRL 
MMACGLVASNLNLKPGECLRVRGEVAP 
ECLRVRGEVAPDAKSFVLNLGKDSNNL 
ANLTVKLPDGYEFKFPNRLNLEAINYM 
LEAINYMAADGDFKIKCVAFDDDDDDD 
SHISDQSPLSSKRKALEESESSQLISP 
MGNATVGRRYLWLKDCKINLASKNKLA 
QADIKEARREVEVKLTPLILKPFGNSI 
KDGTELELKENDIKPLTSFRQRKGGST 
VHREARDEYHCKKKYGVAWEKYCQRVP 
EYHCKKKYGVAWEKYCQRVPYRIFPYI 
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3567 
3568 
3569 
3570 
3571 
3572 
3573 
3574 
3575 
3576 

Q6PKG0 
Q6PKG0 
Q6PKG0 
P05455 
P05455 
P05455 
P05455 
P05455 
P05455 
O95202 
O95202 
Q04760 
Q04760 
Q04760 
O43813 
O43813 
P00338 
P00338 
P00338 
P00338 
P00338 
P00338 
P00338 
P00338 
P00338 
P00338 
P00338 
P07195 
P07195 
P07195 
P07195 
P07195 
P07195 
P07195 
P07195 
P07195 
Q03252 
Q03252 
Q6UWP7 
Q6UWP7 
Q6JVE6 
Q6JVE6 
Q9BYZ2 
Q9BYZ2 
Q9BYZ2 
Q9BYZ2 
Q9BYZ2 
Q9BYZ2 
Q86WU2 
Q86WU2 
Q86WU2 
Q86WU2 
Q86WU2 
Q86WU2 
Q86W92 
Q86W92 
Q9UHB6 
Q9UHB6 

1001 
892 
1017 
41 
116 
128 
328 
341 
360 
331 
597 
140 
88 
148 
350 
142 
265 
5 
14 
57 
81 
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126 
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232 
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23 
5 
7 
58 
82 
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127 
319 
329 
133 
81 
306 
221 
114 
170 
71 
54 
106 
130 
167 
367 
22 
36 
315 
358 
445 
472 
591 
322 
359 
439 

YGLEKFWAFLKYSKAKNLDIDPKLQEY 
LLKENGFTQHVYHKYRRRCLNERKRLG 
NLDIDPKLQEYLGKFRRLEDFRVDPPM 
FNLPRDKFLKEQIKLDEGWVPLEIMIK 
EYKNDVKNRSVYIKGFPTDATLDDIKE 
IKGFPTDATLDDIKEWLEDKGQVLNIQ 
LKKIIEDQQESLNKWKSKGRRFKGKGK 
KWKSKGRRFKGKGKGNKAAQPGSGKGK 
QPGSGKGKVQFQGKKTKFASDDEHDEH 
LDNLTRPQLVALCKLLELQSIGTNNFL 
QEIKKELSKTGEEKYVEESKASKRLTK 
HIGIAVPDVYSACKRFEELGVKFVKKP 
YEDKNDIPKEKDEKIAWALSRKATLEL 
VYSACKRFEELGVKFVKKPDDGKMKGL 
NLTQDMKYLYRACKFAEWCLEYGEHGC 
QAEDCITRLIHLNKIDPHAPNEMLYGR 
IGLSVADLAESIMKNLRRVHPVSTMIK 
MMMMMMMMMMATLKDQLIYNLLKEEQT 
MATLKDQLIYNLLKEEQTPQNKITVVG 
LADELALVDVIEDKLKGEMMDLQHGSL 
GSLFLRTPKIVSGKDYNVTANSKLVII 
SRLNLVQRNVNIFKFIIPNVVKYSPNC 
NVNIFKFIIPNVVKYSPNCKLLIVSNP 
LKTLHPDLGTDKDKEQWKEVHKQVVES 
GTDKDKEQWKEVHKQVVESAYEVIKLK 
VHKQVVESAYEVIKLKGYTSWAIGLSV 
KVTLTSEEEARLKKSADTLWGIQKELQ 
APVAEEEATVPNNKITVVGVGQVGMAC 
MMMMMMMMMMATLKEKLIAPVAEEEAT 
MMMMMMMMATLKEKLIAPVAEEEATVP 
LADELALVDVLEDKLKGEMMDLQHGSL 
GSLFLQTPKIVADKDYSVTANSKIVVV 
SRLNLVQRNVNVFKFIIPQIVKYSPDC 
NVNVFKFIIPQIVKYSPDCIIIVVSNP 
NQKLKDDEVAQLKKSADTLWDIQKDLK 
QLKKSADTLWDIQKDLKDLLLLLLLLL 
EIGKLRAELDEVNKSAKKREGELTVAQ 
ELENDRLLLKISEKEEVTTREVSGIKA 
LPTSKEDLQLWCHKRWEEKEERLRSFY 
TENSKSRSNAFAEKNGLQKYEYVLHPR 
SGHLWASLSVKGVKAFHVLSTDYSYGL 
KEFMDACDILGLSKAAVILPKDASRTH 
IERFTSEKPVHHSKVSIIGTGSVGMAC 
TWLFTPVSKMATVKSELIERFTSEKPV 
LSDELALVDLDEDKLKGETMDLQHGSP 
GSPFTKMPNIVCSKDYFVTANSNLVII 
TRLNLVQRNVAIFKLMISSIVQYSPHC 
KIKLTPEEEAHLKKSAKTLWEIQNKLK 
TWELFPWRGYCSQKAKGELCRDFVEAL 
AKGELCRDFVEALKAVVGGSHVSTAAV 
LDEVMMDACNRYSKLNCLVAPTLFLEF 
IVQQNGASDFSWAKEAEERSRLWTARH 
LVNPDDAEELGRVKAFAEQLGRRALAL 
HGTCTGEHGIGMGKRQLLQEEVGAVGV 
PSPDSKKKSRGIMKLFGKLRRSQSTTF 
KKAVESLMAANEEKDRKIEDLRQCLNR 
SQVKSEVQQPVHPKPLSPDSRASSLSE 
LGTYASLHGRIYCKPHFNQLFKSKGNY 
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Q02978 
Q02978 
Q02978 
O43708 
O43708 
O43708 
O43708 
P20700 
P20700 
P20700 

691 
244 
249 
580 
73 
337 
414 
573 
530 
108 
216 
327 
121 
264 
57 
59 
58 
47 
750 
114 
148 
168 
223 
317 
319 
335 
360 
434 
523 
655 
764 
795 
71 
53 
702 
155 
187 
226 
292 
463 
613 
726 
750 
111 
55 
105 
224 
244 
57 
73 
256 
120 
32 
57 
177 
222 
111 
157 

NSGGGKLPFTFVTKEVAEATCNCLLAQ 
KKPRTPTSGPVITKLIFAKPINSKAVT 
PTSGPVITKLIFAKPINSKAVTGQTTQ 
FTRPLFKDLAAFDKSHDQAVRTYQEHK 
LTIEKVVINGQEVKYALGERQSYKGSP 
YLERHICGRLFGEKFRHFNALGGWGEL 
PEIFLGFLKAYVEKFSYKSITTDDWKD 
TEQGRMKFTRPLFKDLAAFDKSHDQAV 
DAGGLIHCIEDFHKKFAPRCSVCKEPI 
DEEAFKVQGNPGGKTLEERRSSLDAEI 
ESLNRSIEKSNSVKKSQPDLPISKIDQ 
SGKRYKFVATGHGKYEKVLVEGGPAPP 
NLRSEEQKKKNRKKLSEKPKPNGRTVE 
SHLNVQVSNFKSGKGDSTLQVSSGLNE 
ALEQTEEYVNGQLKNKYGDAFIRGNNV 
EQTEEYVNGQLKNKYGDAFIRGNNVLY 
NVKDPVEIQTLVNKAKRDLGVIRRQVH 
RRIRDAFRENKNVKDPVEIQTLVNKAK 
PLEAGLEYFVKLNKPADFIGKQALKQI 
PGINLKKIHYDSIKLYEKLEEETGQVV 
IRLATTPVRVDEFKYQMTRTGWHATEQ 
GWHATEQYLIEPEKIQEMFPLLNMNKV 
GALLKYPAPVTSLKARSDGTWDVETPQ 
RDGLLFGPYESQEKMKVQDSWVTNGVP 
GLLFGPYESQEKMKVQDSWVTNGVPPG 
DSWVTNGVPPGFGKELFESDLDRIMEH 
EHIKAAMEMVPVLKKADIINVVNGPIT 
PFDLIELDPNRYGKWTTTQYTEAKARE 
RRTNWFEPVGSEYKQVMQRVAVTDLSP 
QKLTSEDLSDDVFKFLQTKSLKVSNIP 
PADFIGKQALKQIKAKGLKRRLVCLTL 
VDPEGNESIWYNGKVVGNTTSGSYSYS 
VIRLQKKVMELESKLNEAKEEFTSGGP 
NEELDKKYAGLLEKKWTSVIRLQKKVM 
LCSEENMQKALELKAKYESDMVTGGYA 
RTEFAHRIWDTLQKLGAVYDVSHYNAL 
QNEYKFSPTDFLAKMEEANIQPNRVTY 
IEGASKILGFMKTKDLPVTEAVFSALV 
EKGDIDHVKQTLEKVEKSELHLMDRDL 
RKEKNVQGIIEILKGMQELGVHPDQET 
KEEHLRQYFHQLEKMNVKIPENIYRGI 
GYAALINLCCRHDKVEDALNLKEEFDR 
FDRLDSSAVLDTGKYVGLVRVLAKHGK 
NPDEEDNTFYQRLKSMKEPLEAQNIPD 
MEDIPGRGHKYHLKFAVEEIIQKQVKV 
AAENIKALIDQEVKNGIPSNRIILGGF 
CQQEMMDVKQFIDKLLPPIDDDDDDDD 
LVTTAASMPVDIAKTRIQNMRMIDGKP 
LVKNRMQLSGEGAKTREYKTSFHALTS 
EYKTSFHALTSILKAEGLRGIYTGLSA 
AKTRIQNMRMIDGKPEYKNGLDVLFKV 
AGGIQPLQNLSVLKQVGEEMQLTWAQN 
RVRIALALKGIDYKTVPINLIKDRGQQ 
QQFSKDFQALNPMKQVPTLKIDGITIH 
LCLVPQVANAERFKVDLTPYPTISSIN 
KSMYEEEINETRRKHETRLVEVDSGRQ 
RERAKLQIELGKCKAEHDQLLLNYAKK 
SKDAALATALGDKKSLEGDLEDLKDQI 
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3635 
3636 
3637 
3638 
3639 
3640 
3641 
3642 
3643 
3644 
3645 
3646 
3647 
3648 
3649 
3650 
3651 
3652 
3653 
3654 
3655 
3656 
3657 
3658 
3659 
3660 
3661 
3662 
3663 
3664 
3665 
3666 
3667 
3668 
3669 
3670 
3671 
3672 
3673 
3674 
3675 
3676 
3677 
3678 
3679 
3680 
3681 
3682 
3683 
3684 
3685 
3686 
3687 
3688 
3689 
3690 
3691 
3692 

P20700 
P20700 
P20700 
Q96AG4 
Q96AG4 
Q96AG4 
Q07954 
Q07954 
O15525 
O15525 
O15525 
O15525 
O15525 
Q9NS73 
Q9NS73 
Q05BQ5 
Q05BQ5 
O43772 
O43772 
O43772 
O43772 
Q96RQ3 
Q96RQ3 
Q96RQ3 
Q96RQ3 
P25205 
P25205 
P25205 
P33992 
P33992 
P33992 
P33992 
Q9UPN3 
Q9UPN3 
Q92585 
Q92585 
P49736 
P49736 
Q96JK9 
Q96JK9 
Q969Z3 
Q969Z3 
Q9BQG0 
Q9BQG0 
Q9BQG0 
P51608 
P51608 
P51608 
P43243 
P43243 
P43243 
P43243 
P43243 
O43324 
O43324 
Q96EZ8 
Q96EZ8 
Q96EZ8 

271 
330 
483 
235 
73 
135 
436 
2009 
110 
53 
60 
71 
76 
208 
301 
69 
115 
234 
148 
157 
170 
669 
237 
494 
581 
153 
293 
547 
449 
392 
396 
696 
284 
6210 
139 
822 
868 
216 
272 
603 
229 
156 
344 
71 
158 
363 
321 
449 
565 
3 

522 
571 
836 
21 
138 
121 
123 
130 

RLYKEELEQTYHAKLENARLSSEMNTS 
CLERIQELEDLLAKEKDNSRRMLTDKE 
EMIRKIGDTSVSYKYTSRYVLKAGQTV 
NQAPKSKSGSRPRKPPPRKHTRSWAVL 
GLTHLVKLDLSKNKLQQLPADFGRLVN 
PVLAKVAGDCLDEKQCKQCANKVLQHM 
LYATNSDNANAQQKTSVIRVNRFNSTE 
GSFRYVVISQGLDKPRAITVHPEKGYL 
NASMKLELDALRSKYEALQTFARTVAR 
HLRGLSKEEIVQLKQRRRTLKNRGYAA 
EEIVQLKQRRRTLKNRGYAASCRVKRV 
TLKNRGYAASCRVKRVTQKEELEKQKA 
GYAASCRVKRVTQKEELEKQKAELQQE 
ARTDAIFTPYPGFKSHVKVSRVVNTYG 
ISPEYFQSVSFSGKRRKVQPPQQNYSL 
MCGMVGVRDAFYSKTKRFCSVSCSRSY 
KKAKVLQKQPLVAKLAAYAQYQATLQN 
IFNWAVAIPPDVLKSRFQTAPPGKYPN 
KCLLQIQASSGESKYTGTLDCAKKLYQ 
SGESKYTGTLDCAKKLYQEFGIRGIYK 
KKLYQEFGIRGIYKGTVLTLMRDVPAS 
TIEKVFVKAGDKVKAGDSLMVMIAMKM 
FQEQLESARREAKKSFNDDAMLIEKFV 
AGNVHTDFIPQHHKQLLLSRKAAAKES 
YNHDGSYSMQIEDKTFQVLGNLYSEGD 
KVVRSVHYCPATKKTIERRYSDLTTLV 
DIAKIKKFSKTRSKDIFDQLAKSLAPS 
FSQEDQQDTQIYEKHDNLLHGTKKKKE 
LADGGVVCIDEFDKMREDDRVAIHEAM 
MLGDPGTAKSQLLKFVEKCSPIGVYTS 
PGTAKSQLLKFVEKCSPIGVYTSGKGS 
FAIGSQVSEHSIIKDFTKQKYPEHAIH 
LDAEDVDVPSPDEKSVITYVSSIYDAF 
LTELKHLWENLGEKIAHRQHKLEGALL 
QQNGYGDLFPGHKKTRREAPLGVAISS 
QQHNKGTLNPGLTKPPVPRVSPAMGGQ 
QDTIEVPEKDLVDKARQINIHNLSAFY 
LRTHVDSHGHNVFKERISDMCKENRES 
CSDLEDSFTILQSKDLKQEPLDDPTCI 
LNKQHNILTYGNTKPLTHFNADLSQRM 
TDASLVDLNTRMEKKMKMENFRPNIVV 
NKLHNCRIFGLDIKGRDCGNEAAKWFT 
RHYGEHVCTAKLPKQFKFAPEMDDYVG 
LEYLRGRPKGSEMKYALKRLITGLGVG 
QSGRLVKDQEALMKSVKLLQALAQYQN 
SPKGRSSSASSPPKKEHHHHHHHSESP 
TRETVSIEVKEVVKPLLVSTLGEKSGK 
TQPAVATAATAAEKYKHRGEGERKDIV 
CLKKALWFQGRCVKVDLSEKYKKLVLR 
MMMMMMMMMMMMSKSFQQSSLSRDSQG 
SDSAVLKLAEPYGKIKNYILMRMKSQA 
WFQGRCVKVDLSEKYKKLVLRIPNRGI 
SLPHYQKLKKFLNKLAEERRQKKETTT 
SLLEKSLGLSKGNKYSAQGERQIPVLQ 
HRFIVDLTVQEKEKYLNVSRWFCHIQH 
SPAPAPGLTKRVKKSKQPLQVTKDLGR 
APAPGLTKRVKKSKQPLQVTKDLGRWK 
KRVKKSKQPLQVTKDLGRWKPADDLLL 
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3693 
3694 
3695 
3696 
3697 
3698 
3699 
3700 
3701 
3702 
3703 
3704 
3705 
3706 
3707 
3708 
3709 
3710 
3711 
3712 
3713 
3714 
3715 
3716 
3717 
3718 
3719 
3720 
3721 
3722 
3723 
3724 
3725 
3726 
3727 
3728 
3729 
3730 
3731 
3732 
3733 
3734 
3735 
3736 
3737 
3738 
3739 
3740 
3741 
3742 
3743 
3744 
3745 
3746 
3747 
3748 
3749 
3750 

Q8NE86 
Q8NE86 
Q9BQ69 
Q9BQ69 
Q9BQ69 
Q9BQ69 
Q9BQ69 
Q14676 
Q14676 
Q14676 
Q9BV79 
Q9BV79 
Q9BV79 
Q9BV79 
Q9BV79 
Q06413 
Q06413 
Q06413 
Q06413 
Q06413 
Q06413 
Q06413 
Q06413 
P23368 
P23368 
P23368 
P23368 
P23368 
P23368 
Q02078 
Q02078 
Q02078 
Q14814 
Q14814 
Q14814 
Q9Y4C4 
Q9Y4C4 
P61244 
P61244 
P61244 
P61244 
Q9HCC0 
Q9HCC0 
Q9HCC0 
Q9HCC0 
Q9HCC0 
P33991 
P33991 
P33991 
P33991 
Q14566 
Q14566 
O75586 
O75586 
O75586 
Q96PE7 
Q96PE7 
Q96PE7 

316 
332 
295 
96 
103 
129 
163 
1894 
812 
1402 
290 
61 
252 
267 
316 
90 
4 

116 
119 
234 
239 
252 
264 
339 
156 
224 
240 
272 
346 
68 
249 
403 
279 
245 
439 
712 
601 
127 
66 
153 
154 
512 
70 
141 
495 
511 
746 
220 
450 
858 
744 
643 
163 
236 
241 
60 
114 
150 

FHKGAKKSRFDLEKYNQLKDAIAQAEM 
QLKDAIAQAEMDLKRLRDPLQVHLPLR 
IVLATLREWLEQHKDKVDRLIICVFLE 
MAAKVDLSTSTDWKEAKSFLKGLSDKQ 
STSTDWKEAKSFLKGLSDKQREEHYFC 
CKDFVRLKKIPTWKEMAKGVAVKVEEP 
LNEKISLLRSDITKLEVDAIVNAANSS 
LRRTKLNQESTAPKVLFTGVVDARGER 
PMGIQGRGRQTVDKVMGIPKETAERVG 
SRATRGRKNRSSGKTPETLVPTAPKLE 
ARGGTMVTYGGMAKQPVVASVSLLIFK 
YGHHGDPAKVVELKNLELAAVRGSDVR 
EEELRRPEMKNFFKDMPQPRLALNCVG 
MPQPRLALNCVGGKSSTELLRQLARGG 
KDLKLRGFWLSQWKKDHSPDQFKELIL 
ESRTNSDIVETLRKKGLNGCDSPDPDA 
MMMMMMMMMMMGRKKIQITRIMDERNR 
ADDSVGHSPESEDKYRKINEDIDLMIS 
SVGHSPESEDKYRKINEDIDLMISRQR 
NSPGLLVSPGNLNKNMQAKSPPPMNLG 
LVSPGNLNKNMQAKSPPPMNLGMNNRK 
KSPPPMNLGMNNRKPDLRVLIPPGSKN 
RKPDLRVLIPPGSKNTMPSVSEDVDLL 
SMVENGLSEQEAQKKIWMFDKYGLLVK 
VRSIVDNWPENHVKAVVVTDGERILGL 
ALLKDPFYMGLYQKRDRTQQYDDLIDE 
RTQQYDDLIDEFMKAITDRYGRNTLIQ 
NHNAFRFLRKYREKYCTFNDDIQGTAA 
SEQEAQKKIWMFDKYGLLVKGRKAKID 
FQYASTDMDKVLLKYTEYNEPHESRTN 
PNLIGATGANSLGKVMPTKSPPPPGGG 
SNLSINTNQNISIKSEPISPPRDRMTP 
RKPDLRVITSQAGKGLMHHLTEDHLDL 
PGLLPVANGNSLNKVIPAKSPPPPTHS 
AALTVTTHPHISIKSEPVSPSRERSPA 
RLQSALSYLHESGKLLYFEDSPALKEH 
SASPHAAYYGVSDKNLRRRKAHFQYLL 
NYPSSDNSLYTNAKGSTISAFDGGSDS 
LQGEKASRAQILDKATEYIQYMRRKNH 
SSSESEPEEPQSRKKLRMEASSSSSSS 
SSESEPEEPQSRKKLRMEASSSSSSSS 
SADEAALKEPIIKKFEEEGNPYYSSAR 
HERVEHIKLGGGEKARALHISRGKLLP 
GVECMIIANDATVKGGAYYPVTVKKQL 
LATITKDQRAREGKQFSSADEAALKEP 
SSADEAALKEPIIKKFEEEGNPYYSSA 
QLESLIRLAEAHAKVRLSNKVEAIDVE 
FLNVNCEHIKSFDKNLYRQLISYPQEV 
EQKLFSEKRVELLKELSRKPDIYERLA 
RALADDDFLTVTGKTVRLLLLLLLLLL 
LRKVEEEEDESALKRSELVNWYLKEIE 
AMARMHCCDEVQPKHVKEAFRLLNKSI 
KDHEEQDKVRPKAKRKEEPSSIFQRQR 
KETTKNVQQTVSAKGPPEKRMRLQQQQ 
NVQQTVSAKGPPEKRMRLQQQQQQQQQ 
RLNHVAIAVPDLEKAAAFYKNILGAQV 
PLGRDSPIAGFLQKNKAGGMHHICIEV 
LKKKKIRSLSEEVKIGAHGKPVIFLHP 
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3751 
3752 
3753 
3754 
3755 
3756 
3757 
3758 
3759 
3760 
3761 
3762 
3763 
3764 
3765 
3766 
3767 
3768 
3769 
3770 
3771 
3772 
3773 
3774 
3775 
3776 
3777 
3778 
3779 
3780 
3781 
3782 
3783 
3784 
3785 
3786 
3787 
3788 
3789 
3790 
3791 
3792 
3793 
3794 
3795 
3796 
3797 
3798 
3799 
3800 
3801 
3802 
3803 
3804 
3805 
3806 
3807 
3808 

Q15648 
Q15648 
Q15648 
Q9Y6D9 
Q9Y6D9 
P40925 
P40925 
P40925 
P40925 
P40925 
P40925 
P40925 
Q9NU22 
Q9NU22 
Q93074 
Q93074 
Q93074 
Q8N4P3 
Q8N4P3 
Q8N4P3 
Q8N4P3 
P31153 
P31153 
Q16891 
Q16891 
Q16891 
Q16891 
Q99797 
Q99797 
Q02252 
Q02252 
Q02252 
Q02252 
Q02252 
Q02252 
Q02252 
Q02252 
Q02252 
Q02252 
Q02252 
Q02252 
Q02252 
Q02252 
Q02252 
Q02252 
P10620 
P10620 
P10620 
P10620 
Q96T76 
Q96T76 
P26038 
P26038 
P26038 
P26038 
P26038 
P26038 
Q9NX63 

283 
1177 
1529 
181 
61 
201 
110 
118 
121 
214 
298 
318 
4717 
1683 
200 
80 

1798 
93 
25 
97 
123 
340 
81 
344 
211 
222 
451 
87 
126 
255 
47 
52 
55 
76 
87 
117 
129 
298 
330 
331 
364 
376 
391 
500 
517 
26 
42 
55 
60 

1007 
496 
254 
60 
79 
83 
139 
165 
189 

IAPLIMGSHPVDNKWTPSFSSITSANS 
SSGSSSTKMKPQGKPSSLMNPSLSKPN 
RDKDRDKKKSHSIKPESWSKSPISSDQ 
ELQWSVMDQEMRVKRLESEKQELQEQL 
SMQLEERAEQIRSKSHLIQVEREKMQM 
SSTQYPDVNHAKVKLQGKEVGVYEALK 
ERKDLLKANVKIFKSQGAALDKYAKKS 
NVKIFKSQGAALDKYAKKSVKVIVVGN 
IFKSQGAALDKYAKKSVKVIVVGNPAN 
KLQGKEVGVYEALKDDSWLKGEFVTTV 
LYSFPVVIKNKTWKFVEGLPINDFSRE 
INDFSREKMDLTAKELTEEKESAFEFL 
QKGQEKDKEDPDSKSDIKGEDNAIEMS 
KRLAKIVRLTEYQKNELKIYDRMKAKE 
TQIITKYLWEQLQKMAEYYRPGPAGSG 
AKISSNFSSIIAEKLRCNTLPDTGRRK 
KSTKGKKRSQPATKTEDYGMGPGRSGP 
AQVRRLVEEVTDDKTLPKLERKRLQVE 
ADFAARKHRQQRRKDPEGTPYINHPIG 
RLVEEVTDDKTLPKLERKRLQVEQAPH 
HSSPGAKLVKLADKLYNLRDLNRCTPE 
PLSISIFHYGTSQKSERELLEIVKKNF 
AGEITSRAAVDYQKVVREAVKHIGYDD 
LHNMIVDLDNVVKKVQAAQSEAKVVSQ 
PPEEVAARLAQQEKQEQVKIESLAKSL 
QEKQEQVKIESLAKSLEDALRQTASVT 
KLEEKRAFDSAVAKALEHHRSEIQAEQ 
PEGFHIAQEKALRKTELLVDRACSTPP 
DSLCRVADLADFVKIAHPEPAFREAAE 
HEAVNFICDHPDIKAISFVGSNKAGEY 
SSSVPTVKLFIGGKFVESKSDKWIDIH 
TVKLFIGGKFVESKSDKWIDIHNPATN 
LFIGGKFVESKSDKWIDIHNPATNEVI 
ATNEVIGRVPQATKAEMDAAIASCKRA 
ATKAEMDAAIASCKRAFPAWADTSVLS 
VLLRYQQLIKENLKEIAKLITLEQGKT 
LKEIAKLITLEQGKTLADAEGDVFRGL 
GAKNHGVVMPDANKENTLNQLVGAAFG 
CMALSTAVLVGEAKKWLPELVEHAKNL 
MALSTAVLVGEAKKWLPELVEHAKNLR 
PGADLGPLITPQAKERVCNLIDSGTKE 
AKERVCNLIDSGTKEGASILLDGRKIK 
GASILLDGRKIKVKGYENGNFVGPTII 
SRSSFRGDTNFYGKQGIQFYTQLKTIT 
QFYTQLKTITSQWKEEDATLSSPAVVM 
FMAFASYATIILSKMMLMSTATAFYRL 
LMSTATAFYRLTRKVFANPEDCVAFGK 
KVFANPEDCVAFGKGENAKKYLRTDDR 
PEDCVAFGKGENAKKYLRTDDRVERVR 
PQVIRALAKPLDDKKRLVRKEAVSARG 
ELAVGHLYRLSFLKEDSQSCRVAALEA 
PWSEIRNISFNDKKFVIKPIDKKAPDF 
LQYQDTKGFSTWLKLNKKVTAQDVRKE 
TAQDVRKESPLLFKFRAKFYPEDVSEE 
VRKESPLLFKFRAKFYPEDVSEELIQD 
ASYAVQSKYGDFNKEVHKSGYLAGDKL 
LLPQRVLEQHKLNKDQWEERIQVWHEE 
RYESHPVCADLQAKILQCYRENTHQTL 
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3809 
3810 
3811 
3812 
3813 
3814 
3815 
3816 
3817 
3818 
3819 
3820 
3821 
3822 
3823 
3824 
3825 
3826 
3827 
3828 
3829 
3830 
3831 
3832 
3833 
3834 
3835 
3836 
3837 
3838 
3839 
3840 
3841 
3842 
3843 
3844 
3845 
3846 
3847 
3848 
3849 
3850 
3851 
3852 
3853 
3854 
3855 
3856 
3857 
3858 
3859 
3860 
3861 
3862 
3863 
3864 
3865 
3866 

Q9NX63 
Q16539 
Q16539 
Q16539 
Q9H3L0 
Q9H3L0 
Q9HCE1 
Q9HCE1 
P14174 
P14174 
P52701 
P52701 
P52701 
Q96EY8 
Q96EY8 
Q96EY8 
Q9UBU8 
Q9UBU8 
Q10713 
Q10713 
Q10713 
P43246 
P43246 
P43246 
Q9NZB8 
Q9NZB8 
Q9NZB8 
Q9Y5U8 
Q9Y5U8 
O00566 
O00566 
Q9Y2G1 
Q9Y2G1 
O94776 
O94776 
O94776 
O94776 
O94776 
P13995 
P13995 
Q00325 
Q00325 
Q00325 
P33527 
P33527 
Q68DK7 
Q68DK7 
Q9UJ68 
Q9UJ68 
Q13126 
Q13126 
P11717 
P11717 
Q8IXL7 
Q8IXL7 
P42345 
P42345 
P58546 

142 
79 
53 
152 
23 
203 
489 
148 
67 
78 
824 
70 
504 
177 
211 
230 
38 
143 
473 
64 
299 
531 
555 
567 
186 
198 
528 
45 
72 
203 
609 
492 
123 
311 
152 
460 
522 
531 
286 
50 
313 
99 
209 
406 
503 
245 
353 
176 
106 
157 
51 
59 

2352 
65 
42 
226 
1218 
94 

EKDRVLKKQDAFYKEQLARLEERSSEF 
KRTYRELRLLKHMKHENVIGLLDVFTP 
AAFDTKTGLRVAVKKLSRPFQSIIHAK 
KYIHSADIIHRDLKPSNLAVNEDCELK 
RLVSYLPGFCSLVKRVVNPKAFSTAGS 
SEEVEIEREVLLEKFINGAKEICYALR 
VAPRDVPLLPSDVKLKLYDRSLESNPE 
RDGQLLIRLDLNRKEVLTLRLRNGGTQ 
SEPCALCSLHSIGKIGGAQNRSYSKLL 
IGKIGGAQNRSYSKLLCGLLAERLRIS 
LLKKLPDLERLLSKIHNVGSPLKSQNH 
PRPLARSASPPKAKNLNGGLRRSVAPA 
MMEARCRKMAHISKYDRVVRREICRII 
LPPLTAFILPSGGKISSALHFCRAVCR 
PLVQMGETDANVAKFLNRLSDYLFTLA 
SDYLFTLARYAAMKEGNQEKIYMKNDP 
LYEAKCVKVAIKDKQVKYFIHYSGWNK 
GAAPGKKTSGLQQKNVEVKTKKNKQKT 
KLPHELCTLIRNVKPEDVKRVASKMLR 
VPKPVFATVDGQEKFETKVTTLDNGLR 
IDRSVAQYTGGIAKLERDMSNVSLGPT 
QFGYYFRVTCKEEKVLRNNKNFSTVDI 
VDIQKNGVKFTNSKLTSLNEEYTKNKT 
SKLTSLNEEYTKNKTEYEEAQDAIVKE 
SAINISLDTLVPAKFEFIVRRKGFHKV 
AKFEFIVRRKGFHKVMEGIHKAIELGY 
GPVAFKLVQQNQLKKGDALVVAQLAGV 
ANWGLPIAAINDMKKSPEIISGRMTFA 
LCCYSLTFMRFAYKVQPRNWLLFACHA 
GQGKPREKSIVDDKFFKLSEMEAYLEN 
RKLLEKSSVDQAGKYSKTVASEKLKQL 
LHFSETTANNMRKKGKPNPDQRYFMLV 
APKPFPGGTGPPIKAEPKAPYAPGTLP 
KSLASIVQFYYMWKTTDRYIQQKRLKA 
TLLADQGEIRVGCKYQAEIPDRLVEGE 
LAKNRQTFLLQTTKLTRLARRMCRDLL 
IHPLVRLPLATIVKDLVAQAPLKPKTP 
ATIVKDLVAQAPLKPKTPRGTKTPINR 
DVGINRVHDPVTAKPKLVGDVDFEGVR 
AVVISGRKLAQQIKQEVRQEVEEWVAS 
SLVLKRLGFKGVWKGLFARIIMIGTLT 
LDLVKCRMQVDPQKYKGIFNGFSVTLK 
YANTLRDAAPKMYKEEGLKAFYKGVAP 
MRIKTAVIGAVYRKALVITNSARKSST 
YQVAHMKSKDNRIKLMNEILNGIKVLK 
LIEQQQQQLQAKEKEIEELKSERDTLL 
RKTPVKKLAPEFSKVKTKTPKHSPIKE 
PTSAKQMEAALSSKENYQKVLSEHGFG 
VGFAGGYTSNPTYKEVCSEKTGHAEVV 
FCPKTREVLIETAKKLGLRCHSKGTMV 
FGKPSDALILGKIKNVDCVLLARHGRQ 
PELCSYTWEAVDTKNNVLYKINICGSV 
LTTCCRRSSNVSYKYSKVNKEEETDEN 
KRLTPLQYHVTQEKGTESAFEGEYTHH 
SAQSGSCRDKKNCKVVFSQQELRKRLT 
LRACLILTTQREPKEMQKPQWYRHTFE 
NHQRYDVLICRIVKGYTLADEEEDPLI 
VSCVKLLLSKGADKTVKGPDGLTAFEA 
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3867 
3868 
3869 
3870 
3871 
3872 
3873 
3874 
3875 
3876 
3877 
3878 
3879 
3880 
3881 
3882 
3883 
3884 
3885 
3886 
3887 
3888 
3889 
3890 
3891 
3892 
3893 
3894 
3895 
3896 
3897 
3898 
3899 
3900 
3901 
3902 
3903 
3904 
3905 
3906 
3907 
3908 
3909 
3910 
3911 
3912 
3913 
3914 
3915 
3916 
3917 
3918 
3919 
3920 
3921 
3922 
3923 
3924 

P58546 
P58546 
P58546 
Q9Y4I5 
Q9Y4I5 
P10243 
P10243 
Q8NCE2 
Q8NCE2 
Q15746 
Q15746 
O00159 
O00159 
O00159 
Q13330 
Q13330 
Q9UDX5 
Q9UDX5 
P22033 
P22033 
P22033 
P22033 
P22033 
P22033 
P22033 
Q7Z406 
Q7Z406 
Q9GZZ1 
Q9GZZ1 
Q9GZZ1 
P49321 
P49321 
P49321 
P49321 
P00387 
P00387 
P00387 
A2RRP1 
A2RRP1 
P01106 
P01106 
P01106 
P01106 
P01106 
P01106 
P01106 
P01106 
P15172 
P15172 
P35580 
P35580 
P35580 
P35580 
P35580 
Q9NZM1 
Q9NZM1 
Q9NZM1 
Q9NZM1 

4 
11 
24 
472 
40 
692 
394 
101 
194 
1503 
608 
188 
383 
486 
352 
626 
61 
123 
121 
89 
212 
335 
343 
595 
602 
1799 
1662 
17 
34 
37 
526 
33 
243 
288 
126 
42 
120 
1801 
1057 
269 
143 
148 
157 
275 
317 
323 
371 
242 
104 
1281 
442 
1241 
1301 
1645 
1013 
553 
884 
1507 

MMMMMMMMMMMCDKEFMWALKNGDLDE 
MMMMCDKEFMWALKNGDLDEVKDYVAK 
KNGDLDEVKDYVAKGEDVNRTLEGGRK 
TCACLLAQGEEAEKEHCSKCLAEQMIL 
PFASENIGLKAPVKYEEDEFHVFKEAY 
QDINSTNKTYTLTKKKPNPNTSKVVKL 
SDAAASPIKSTPVKLMRIQHNEGAMEC 
HIVFLEYESSEKEKDTFESTVQVSKLQ 
DCALRSGDTHLFDKVRGYDIKLLRYLS 
WAGKFFKAYSAKEKENIRQEISIMNCL 
SAWVTVHEKKSSRKSEYLLPVAPSKPT 
LQSNPVLEAFGNAKTLRNDNSSRFGKY 
NLEQAAYARDALAKAVYSRTFTWLVGK 
YFNNKIICDLVEEKFKGIISILDEECL 
QKRLKAAEAESKLKQVYIPNYNKPNPN 
RHMGPSRNLLLNGKSYPTKVRLIRGGS 
ASSYVLADAIDKGKKAGEVPSPEAGRS 
VLGTATRWPLAVRKWTTTALGLLTIPI 
RQYAGFSTVEESNKFYKDNIKAGQQGL 
RDTMDLPEELPGVKPFTRGPYPTMYTF 
FIVTGEEQGVPKEKLTGTIQNDILKEF 
MRAGRRLWAHLIEKMFQPKNSKSLLLR 
AHLIEKMFQPKNSKSLLLRAHCQTSGW 
MVSGAYRQEFGESKEITSAIKRVHKFM 
QEFGESKEITSAIKRVHKFMEREGRRP 
LTTELSAERSFSAKAESGRQQLERQIQ 
QMASAGQGKEEAVKQLRKMQAQMKELW 
SRIELGDVTPHNIKQLKRLNQVIFPVS 
RLNQVIFPVSYNDKFYKDVLEVGELAK 
QVIFPVSYNDKFYKDVLEVGELAKLAY 
GNLELAWDMLDLAKIIFKRQETKEAQL 
KIEDVPAPSTSADKVESLDVDSEAKKL 
GKPEQEVPDAEEEKSVSGTDVQEECRE 
KEVSEEQPVVTLEKQGTAVEVEAESLD 
YFKDTHPKFPAGGKMSQYLESMQIGDT 
RSTPAITLESPDIKYPLRLIDREIISH 
DLVIKVYFKDTHPKFPAGGKMSQYLES 
LKKFKVVASGLNYKKLTDENMSPLEAL 
LSVSELLEKHGLEKPISFVKNTQSSSE 
QEDEEEIDVVSVEKRQAPGKRSESGSP 
IQDCMWSGFSAAAKLVSEKLASYQAAR 
WSGFSAAAKLVSEKLASYQAARKDSGS 
LVSEKLASYQAARKDSGSPNPARGHSV 
IDVVSVEKRQAPGKRSESGSPSAGGHS 
THQHNYAAPPSTRKDYPAAKRVKLDSV 
AAPPSTRKDYPAAKRVKLDSVRVLRQI 
THNVLERQRRNELKRSFFALRDQIPEL 
AYYNEAPSEPRPGKSAAVSSLDCLSSI 
GRCLLWACKACKRKTTNADRRKAATMR 
VSEGDRLRVELAEKASKLQNELDNVST 
YERLFRWLVHRINKALDRTKRQGASFI 
GLETDNKELACEVKVLQQVKAESEHKR 
ELDNVSTLLEEAEKKGIKFAKDAASLE 
QIEAANKARDEVIKQLRKLQAQMKDYQ 
PPDHKPKSWVAAEKMYHTHRRRRLVRK 
ELATFLEKTPPDKKLEPISNDDLLVVE 
FGKWGTSGLVGRHKFSDVTGKIKLKRE 
LTDFSDTFKLYRGKSDENEDPSVVGEF 
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3925 
3926 
3927 
3928 
3929 
3930 
3931 
3932 
3933 
3934 
3935 
3936 
3937 
3938 
3939 
3940 
3941 
3942 
3943 
3944 
3945 
3946 
3947 
3948 
3949 
3950 
3951 
3952 
3953 
3954 
3955 
3956 
3957 
3958 
3959 
3960 
3961 
3962 
3963 
3964 
3965 
3966 
3967 
3968 
3969 
3970 
3971 
3972 
3973 
3974 
3975 
3976 
3977 
3978 
3979 
3980 
3981 
3982 

Q9BXJ9 
Q9BXJ9 
Q9BXJ9 
Q9BXJ9 
Q9H7X0 
Q9H7X0 
Q9H7X0 
Q9H7X0 
Q9H7X0 
Q9H7X0 
Q13765 
Q13765 
Q15596 
Q15596 
Q15596 
Q15596 
Q15596 
P10242 
P10242 
P10242 
Q9HB07 
Q9HB07 
Q9HB07 
E9PAV3 
Q09161 
Q09161 
Q09161 
Q14686 
Q14686 
Q14686 
Q9Y618 
Q9Y618 
Q9Y618 
Q9Y618 
Q9Y618 
Q9Y618 
Q9Y618 
Q16718 
Q16718 
Q16718 
Q16718 
Q16718 
O95299 
O95299 
P60660 
P60660 
Q9H0A0 
Q9H0A0 
O95182 
O95182 
O95139 
O95139 
P49821 
P49821 
P49821 
P49821 
P19404 
P19404 

111 
262 
735 
756 
72 
79 
105 
109 
121 
156 
113 
142 
713 
636 
640 
780 
785 
128 
471 
480 
128 
267 
273 
416 
741 
204 
698 
513 
1819 
1822 
195 
878 
959 
1218 
1248 
1970 
2037 
67 
30 
46 
60 
98 
243 
285 
56 
81 
931 
426 
33 
40 
100 
24 
98 
81 
104 
375 
100 
61 

EAIKCYRNALKWDKDNLQILRDLSLLQ 
GLQERNPENWAYYKGLEKALKPANMLE 
ESKDLSDTVRTVLKQEMNRLFGATNPK 
GATNPKNFNETFLKRNSDSLPHRLSAA 
YRGAIVGMIVAEIKNRTKIHKEDGDIL 
MIVAEIKNRTKIHKEDGDILASNFSVD 
DTQVAYILSLGVVKEFRKHGIGSLLLE 
AYILSLGVVKEFRKHGIGSLLLESLKD 
RKHGIGSLLLESLKDHISTTAQDHCKA 
NNTAINFYENRDFKQHHYLPYYYSIRG 
KNILFVITKPDVYKSPASDTYIVFGEA 
EDLSQQAQLAAAEKFKVQGEAVSNIQE 
PVDLAKLTAEATGKDLSQESSSTAPGS 
SERADGQSRLHDSKGQTKLLQLLTTKS 
DGQSRLHDSKGQTKLLQLLTTKSDQME 
ERLDSKTDPASNTKLIAMKTEKEEMSF 
KTDPASNTKLIAMKTEKEEMSFEPGDQ 
WSVIAKHLKGRIGKQCRERWHNHLNPE 
SILESSPRTPTPFKHALAAQEIKYGPL 
PTPFKHALAAQEIKYGPLKMLPQTPSH 
TMSSLSPGKPWQTKLSSAGLIYLHFGH 
FQVDPSGEIVELAKGACPWKEHLYHLE 
GEIVELAKGACPWKEHLYHLESGLSPP 
TSFSLSPTTSLILKSSPNATYHYPLVA 
CETDGTSVLTPWYKNCIERLQQIFLQH 
EMDRIFANTESYLKRRQKTHVPMLQVW 
DGVLEEQIERLQEKVESAQSEQKNLFL 
GPQSLHPGLGGMPKRLPPGFSAGQANP 
NRRSPVSSSKGKGKVDKIGQILLTKAC 
SPVSSSKGKGKVDKIGQILLTKACKKV 
EITMVEQQISKLKKKQQQLEEEAAKPP 
ECTEEAEEGPAKGKDAEAAEATAEGAL 
TPTGDPRANASPQKPLDLKQLKQRAAA 
GTALGSVPGGSITKGIPSTRVPSDSAI 
GSITHGTPADVLYKGTITRIIGEDSPS 
ERPRADTGHAFLAKPPARSGLEPASSP 
ASASDPHREKTQSKPFSIQELELRSLG 
EKLAMVKAEPDVKKLEDQLQGGQLEEV 
CNTPHERLRILYTKILDVLEEIPKNAA 
DVLEEIPKNAAYRKYTEQITNEKLAMV 
YTEQITNEKLAMVKAEPDVKKLEDQLQ 
EHELNLARKMREWKLWEPLVEEPPADQ 
TSAYLQDIENAYKKTFLPEMSEKCEVL 
DIEYLKFDKGPWLKQDNRTLYHLRLLV 
PTNAEVLKVLGNPKSDEMNVKVLDFEH 
EHFLPMLQTVAKNKDQGTYEDYVEGLR 
MVAAKDVVMEPTMKTLSDDLDEAAKEF 
INGYEGTGRSLSLKLIQQLRQQSAQSQ 
LQGKLQLRYQEISKRTQPPPKLPVGPS 
RYQEISKRTQPPPKLPVGPSHKLSNNY 
KYHVSEKPYGIVEKKSRIFPGDTILET 
RLQQLRELRRRWLKDQELSPREPVLPP 
LRGRGGAGFPTGLKWSFMNKPSDGRPK 
ILLKGPDWILGEIKTSGLRGRGGAGFP 
AGFPTGLKWSFMNKPSDGRPKYLVVNA 
DIVKAIARLIEFYKHESCGQCTPCREG 
QRQNGWLPISAMNKVAEVLQVPPMRVY 
NPDTPFDFTPENYKRIEAIVKNYPEGH 
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3983 
3984 
3985 
3986 
3987 
3988 
3989 
3990 
3991 
3992 
3993 
3994 
3995 
3996 
3997 
3998 
3999 
4000 
4001 
4002 
4003 
4004 
4005 
4006 
4007 
4008 
4009 
4010 
4011 
4012 
4013 
4014 
4015 
4016 
4017 
4018 
4019 
4020 
4021 
4022 
4023 
4024 
4025 
4026 
4027 
4028 
4029 
4030 
4031 
4032 
4033 
4034 
4035 
4036 
4037 
4038 
4039 
4040 

Q147X3 
Q147X3 
Q4G0N4 
Q4G0N4 
Q4G0N4 
Q4G0N4 
Q4G0N4 
O75376 
O75376 
O75376 
O00483 
O00483 
O43676 
O43676 
O43676 
O75306 
O75306 
Q9BYT8 
Q9BYT8 
O94916 
O94916 
P19838 
P19838 
P19838 
P19838 
Q9Y6Q9 
Q9Y6Q9 
Q9Y6Q9 
Q9Y6Q9 
Q9Y6Q9 
Q9UMX5 
Q9UMX5 
Q8N5F7 
Q8N5F7 
Q8WX92 
Q8WX92 
Q9BPW8 
Q9BPW8 
Q9BPW8 
Q9BPW8 
Q9BPW8 
Q9BPW8 
Q9BPW8 
Q9BPW8 
Q9BPW8 
Q9BPW8 
Q8NCW5 
Q8NCW5 
P55209 
P55209 
Q99733 
Q99733 
O43678 
O43678 
O75380 
O75380 
Q969S2 
Q969S2 

128 
233 
304 
76 
302 
317 
397 
670 
1336 
1412 
63 
10 
69 
23 
34 
372 
62 
174 
664 
200 
122 
896 
431 
440 
441 
599 
616 
619 
620 
687 
102 
136 
255 
112 
105 
519 
97 
65 
66 
73 
80 
143 
146 
191 
193 
279 
269 
144 
161 
116 
258 
146 
45 
64 
108 
98 
288 
50 

TATPDGGPRATATKGAGVHSGERPPHS 
SELQMPDIMRLITKDLSEPYSIYTYRY 
YEISVDDGPWEKQKSSGLNLCTGTGSK 
DGGFRPSRVVVVAKTTRYEFEQQRYRY 
SYYEISVDDGPWEKQKSSGLNLCTGTG 
KSSGLNLCTGTGSKAWSFNINRVATQA 
RVFSSSRQRCFSSKVCVRSRCWDACMV 
KSEAQCKNFYFNYKRRHNLDNLLQQHK 
PPIRAFEGAITKGKPYDGITTIKEMGR 
IKHNVKSLITGPSKLSRGMPPLEIVPE 
PEPWNKLGPNDQYKFYSVNVDYSKLKK 
MMMMMLRQIIGQAKKHPSLIPLFVFIG 
GFAKSVSFSDVFFKGFKWGFAAFVVAV 
GHHKMELPDYRQWKIEGTPLETIQKKL 
QWKIEGTPLETIQKKLAAKGLRDPWGR 
DDAKVSPPKRAEMKTSMESLIHHFKLY 
GAVMYPSKETAHWKPPPWNDVDPPKDT 
EARRYLEKSIKMGKRNGLHLPEQVQNE 
FKKEGIMNPEVGMKYRNLILKPGGSLD 
STSSYNDNTEVPRKSRKRNPKQRPGVK 
SSAVGVSNRGVSEKQLTSNTVQQHPST 
EAIEVIQAASSPVKTTSQAHSLPLSPA 
TFHPGTTKSNAGMKHGTMDTESKKDPE 
NAGMKHGTMDTESKKDPEGCDKSDDKN 
AGMKHGTMDTESKKDPEGCDKSDDKNT 
QSNSRDHLSDKESKESSVEGAENQRGP 
VEGAENQRGPLESKGHKKLLQLLTCSS 
AENQRGPLESKGHKKLLQLLTCSSDDR 
ENQRGPLESKGHKKLLQLLTCSSDDRG 
HGSLLQEKHRILHKLLQNGNSPAEVAK 
NALTGKDSTRGVAKMSLDPADLTHDTT 
EALDEVFTKVYKAKYPIVGYTARRILN 
KKHRSKKYKKKRSKKSRKESSDSSSKE 
VYYGSYSRPYGSDKPWPSLLDKEREES 
KLEDLLEKSFSLVKMPSLQPVVMCVMK 
RLLIHLHPRVAPSKLEALQKALEPTGQ 
LDAYNSLTEAVLPKLHLDEDYPCSLVG 
VDPRKDAHSTLLSKKETSNLYKIQFHN 
DPRKDAHSTLLSKKETSNLYKIQFHNV 
STLLSKKETSNLYKIQFHNVKPEYLDA 
ETSNLYKIQFHNVKPEYLDAYNSLTEA 
GGYPALMDCMNKLKNNKEYLEFRRERS 
PALMDCMNKLKNNKEYLEFRRERSQML 
PRMGPNIYELRTYKLKPGTMIEWGNNW 
MGPNIYELRTYKLKPGTMIEWGNNWAR 
LVRHMESRIMIPLKISPLQQQQQQQQQ 
HYLGGRFVPPALEKKYQLNLPPYPDTE 
LKLFGYEPTIYYPKRPNKPLFTALVTQ 
EKAKIEDEKKDEEKEDPKGIPEFWLTV 
ERKYAVLYQPLFDKRFEIINAIYEPTE 
VDCDGCTIDWKKGKNVTVKTIKKKQKH 
LAGDMKSKVVVTEKAAATAEEPDPKGI 
GVRDFIEKRYVELKKANPDLPILIREC 
LPILIRECSDVQPKLWARYAFGQETNV 
GHPKVYINLDKETKTGTCGYCGLQFRQ 
IACDGGGGALGHPKVYINLDKETKTGT 
KFQGRPQHTQVYQKEQCPAGHQVMKEA 
LQSLWLQDTQVHGKKLFLRFDLDEEMG 
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4041 
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4043 
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4065 
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4070 
4071 
4072 
4073 
4074 
4075 
4076 
4077 
4078 
4079 
4080 
4081 
4082 
4083 
4084 
4085 
4086 
4087 
4088 
4089 
4090 
4091 
4092 
4093 
4094 
4095 
4096 
4097 
4098 

Q969S2 
Q86UQ8 
Q86UQ8 
Q9NQR4 
Q9NQR4 
Q9NQR4 
Q9NQR4 
P06748 
P06748 
P06748 
P06748 
P06748 
P06748 
P06748 
P06748 
P06748 
P06748 
P06748 
P06748 
P22392 
P22392 
P28331 
P28331 
P28331 
P28331 
P28331 
Q9GZT8 
Q9GZT8 
Q15233 
Q15233 
Q15233 
Q15233 
Q15233 
Q15233 
Q14207 
Q14207 
Q8TAT6 
Q8TAT6 
Q16795 
Q16795 
Q16795 
Q16795 
Q15843 
Q15843 
Q16236 
Q16236 
Q16236 
Q6P4R8 
Q6P4R8 
P55769 
P55769 
P61916 
P61916 
P49116 
P49116 
Q9NP64 
Q9NP64 
Q9UFN0 

154 
136 
43 
112 
68 
123 
130 
54 
32 
150 
154 
212 
229 
230 
250 
257 
267 
273 
292 
85 
128 
471 
84 
467 
499 
709 
84 
109 
190 
5 
11 
198 
295 
371 
1398 
1228 
302 
179 
147 
175 
189 
370 
54 
48 
219 
596 
599 
931 
1237 
76 
21 
103 
116 
48 
231 
188 
144 
136 

VWVNDFSRAKKANKRGDWRDPSPRLVL 
EDPTGTWTVSGPCKDHPHPFLSQSNPP 
RSSSPVDLPLRPRKQATAAGQRKLLSL 
VFGPDGTLLAKYRKIHLFDIDVPGKIT 
PEYAEKIPGESTQKLSEVAKECSIYLI 
YRKIHLFDIDVPGKITFQESKTLSPGD 
DIDVPGKITFQESKTLSPGDSFSTFDT 
QLSLRTVSLGAGAKDELHIVEAEAMNY 
FGCELKADKDYHFKVDNDENEHQLSLR 
SISGKRSAPGGGSKVPQKKVKLAADED 
KRSAPGGGSKVPQKKVKLAADEDDDDD 
TPAKNAQKSNQNGKDSKPSSTPRSKGQ 
PSSTPRSKGQESFKKQEKTPKTPKGPS 
SSTPRSKGQESFKKQEKTPKTPKGPSS 
TPKGPSSVEDIKAKMQASIEKGGSLPK 
VEDIKAKMQASIEKGGSLPKVEAKFIN 
SIEKGGSLPKVEAKFINYVKNCFRMTD 
SLPKVEAKFINYVKNCFRMTDQEAIQD 
TDQEAIQDLWQWRKSLLLLLLLLLLLL 
PVVAMVWEGLNVVKTGRVMLGETNPAD 
NIIHGSDSVKSAEKEISLWFKPEELVD 
GSHPFSQVLKEAKKPMVVLGSSALQRN 
VAGNCRMCLVEIEKAPKVVAACAMPVM 
DIASGSHPFSQVLKEAKKPMVVLGSSA 
GAAILAAVSSIAQKIRMTSGVTGDWKV 
MTDSISRASQTMAKCVKAVTEGAQAVE 
NDLTEEVMEEVLQKKADLILSYHPPIF 
IFRPMKRITWNTWKERLVIRALENRVG 
AVVIVDDRGRPSGKGIVEFSGKPAARK 
MMMMMMMMMMQSNKTFNLEKQNHTPRK 
MMMMQSNKTFNLEKQNHTPRKHHQHHH 
GRPSGKGIVEFSGKPAARKALDRCSEG 
QDQVDRNIKEAREKLEMEMEAARHEHQ 
QQEEMMRRQQEGFKGTFPDAREQEIRM 
SSKNLTNSSIPMKKKKIKKKKLPSSFP 
SNNKNVLSVGTAVKDLKQEQTKSASSL 
EDPKAEVVDEIAAKLGLRKVGWIFTDL 
AYIRKLTGGADKGKFVALENISCKIKS 
WETKNFDFEDVFVKIPQAIAQLSKEAG 
EKFIHVSHLNANIKSSSRYLRNKAVGE 
SSSRYLRNKAVGEKVVRDAFPEAIIVK 
RTYRWLSAEIEDVKPAKTVNIIIIIII 
QRLIYSGKQMNDEKTAADYKILGGSVL 
GIPPQQQRLIYSGKQMNDEKTAADYKI 
KLVETTMVPSPEAKLTEVDNYHFYSSI 
LQQTRDGNVFLVPKSKKPDVKKNNNNN 
TRDGNVFLVPKSKKPDVKKNNNNNNNN 
IIKQVAITGQLGVKPQTGNSIPLTATN 
TTMPAGTKLIAGNKPVSFLTAQQLQQL 
LEIILHLPLLCEDKNVPYVFVRSKQAL 
PKAYPLADAHLTKKLLDLVQQSCNYKQ 
PDGCKSGINCPIQKDKTYSYLNKLPVK 
KDKTYSYLNKLPVKSEYPSIKLVVEWQ 
IQIVTAVDASGSPKQQFILTSPDGAGT 
RSPLIATPTFVADKDGARQTGLLDPGM 
KPDPTRNPSRKRKKEKKKKKHRDRKSS 
TTCKKCGCKGHFAKDCFMQPGGTKYSL 
KQESEITYLVPWCKLEKPPKEGVYELA 
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4099 
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4104 
4105 
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4110 
4111 
4112 
4113 
4114 
4115 
4116 
4117 
4118 
4119 
4120 
4121 
4122 
4123 
4124 
4125 
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4129 
4130 
4131 
4132 
4133 
4134 
4135 
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4137 
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4139 
4140 
4141 
4142 
4143 
4144 
4145 
4146 
4147 
4148 
4149 
4150 
4151 
4152 
4153 
4154 
4155 
4156 

Q9UFN0 
Q9UFN0 
Q9BZ95 
Q9BZ95 
Q6KC79 
Q6KC79 
P40261 
P40261 
Q13423 
Q13423 
Q13423 
Q13423 
Q13423 
Q13423 
Q13423 
Q13423 
Q9BZE4 
Q9BZE4 
Q9BZE4 
Q9Y3C1 
Q9Y3C1 
P46087 
P46087 
Q14995 
Q14995 
Q14995 
Q96RI1 
Q96RI1 
Q96RI1 
Q96RI1 
P46459 
P46459 
Q9BSD7 
Q9BSD7 
Q14978 
Q14978 
Q14978 
Q14978 
O00567 
O00567 
Q9BS92 
Q9BS92 
Q9BS92 
P61970 
P61970 
Q9BW27 
Q9BW27 
P20393 
P20393 
P20393 
P20393 
P20393 
Q08J23 
Q08J23 
Q9UKX7 
Q9UKX7 
Q9UKX7 
Q9UKX7 

48 
166 
1038 
790 
862 
1082 
123 
39 
901 
70 
117 
224 
294 
331 
397 
1079 
290 
103 
522 
72 
90 
22 
649 
230 
162 
163 
120 
167 
220 
227 
104 
105 
27 
165 
448 
33 
415 
663 
505 
561 
58 
45 
57 
55 
4 
95 
92 
167 
191 
192 
400 
591 
557 
586 
376 
8 
83 
127 

IFYEFRSYYLKPSKMNEFLENFEKNAH 
MKPGGPALWGDAFKRAVHAHVNLGYTK 
SFAEGQTSINKTFKKALEEAAKRFQEL 
ACVRKFPTAIFESKGFRCPQHCCSACS 
SSRNEHGIKSDSSKTDKLERKHRHESG 
VKMNKRKRSTVNEKPKYAEISSDEDND 
VVTYVCDLEGNRVKGPEKEEKLRQAVK 
KFGSRHSAESQILKHLLKNLFKIFCLD 
ILGGYGTTSTAGGKPMEISGTHTEINL 
LTVGVPKEIFQNEKRVALSPAGVQNLV 
DHYRVAGAQIQGAKEVLASDLVVKVRA 
FGRFFTGQITAAGKVPPAKILIVGGGV 
SGEGQGGYAKEMSKEFIEAEMKLFAQQ 
ALIPGKKAPVLFNKEMIESMKEGSVVV 
ASTLYSNNITKLLKAISPDKDNFYFDV 
LGDAKKTCDALQAKVRESYQKKKKKKK 
PLFINKPLIVVANKCDVKRIAELSEDD 
DHYKLALGQINIAKNLVDNVAKDYVRL 
PRTAKKVQRTVLEKEMRSLGVDMDDKD 
AVDPNRAVPLRKRKVKAMEVDIEERPK 
EVDIEERPKELVRKPYVLNDLEAEASL 
KEKRGPGRKARKQKGAETELVRFLPAV 
LQKQQHPKKASFQKLNGISKGADSELS 
EQTALPAQEQLRPKPQLEQENIKSSSP 
MRMNRNRCQQCRFKKCLSVGMSRDAVR 
RMNRNRCQQCRFKKCLSVGMSRDAVRF 
YQGETEVAEMPVTKKPRMGASAGRIKG 
CEGCKGFFRRSITKNAVYKCKNGGNCV 
MYTGLLTEIQCKSKRLRKNVKQHADQT 
EIQCKSKRLRKNVKQHADQTVNEDSEG 
CIGTMTIEIDFLQKKSIDSNPYDTDKM 
IGTMTIEIDFLQKKSIDSNPYDTDKMA 
GKTTLIHKASEVLKSSGVPVDGFYTEE 
LALVEEIRNRKDVKVFNVTKENRNHLL 
EEKTKKMVATTKPKATAKAALSLPAKQ 
GFLRDNQLSEVANKFAKATGATQQDAN 
PAAAPKQPVGGGQKLLTRKADSSSSEE 
AAGDWGERANQVLKFTKGKSFRHEKTK 
QENGMEDPSISFSKPKKKKSFSKEELM 
EEAGHRSGSKKKRKFSKEEPVSSGPEE 
KPSNMNAFMENLKKNIHLRTSYSELVG 
YDGTFYEFRTYYLKPSNMNAFMENLKK 
LKPSNMNAFMENLKKNIHLRTSYSELV 
EGQQFQGKAAIVEKLSSLPFQKIQHSI 
MMMMMMMMMMMGDKPIWEQIGSSFIQH 
LQRIDEELTGKSRKSQLVRVSKNYRSV 
FLGLQRIDEELTGKSRKSQLVRVSKNY 
GFFRRSIQQNIQYKRCLKNENCSIVRI 
VRINRNRCQQCRFKKCLSVGMSRDAVR 
RINRNRCQQCRFKKCLSVGMSRDAVRF 
RLCPTHVYAAPEGKAPANSPRQGNSKN 
RPLETSRFTKLLLKLPDLRTLNNMHSE 
PRMNLLTRTTEGKKRQLYMVSKELRNV 
NNSEKMKVINTGIKVWCRNNSGEEFDC 
CKLFYKKDNEFKEKGIGTLHLKPTANQ 
MMMMMMMAKRNAEKELTDRNWDQEDEA 
GGRFSGFGSGAGGKPLEGLSNGNNITS 
GSLAANGPTTLVDKVSNPKTNGDSQQP 
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4157 
4158 
4159 
4160 
4161 
4162 
4163 
4164 
4165 
4166 
4167 
4168 
4169 
4170 
4171 
4172 
4173 
4174 
4175 
4176 
4177 
4178 
4179 
4180 
4181 
4182 
4183 
4184 
4185 
4186 
4187 
4188 
4189 
4190 
4191 
4192 
4193 
4194 
4195 
4196 
4197 
4198 
4199 
4200 
4201 
4202 
4203 
4204 
4205 
4206 
4207 
4208 
4209 
4210 
4211 
4212 
4213 
4214 

Q9UKX7 
P48552 
P48552 
P48552 
P48552 
P48552 
P48552 
P48552 
P48552 
P48552 
P48552 
Q8TEA1 
Q8TEA1 
Q5TFE4 
Q5TFE4 
Q8WUM0 
Q8WUM0 
P49790 
P49790 
P49790 
P49790 
P0C024 
P0C024 
Q14980 
Q14980 
Q14980 
Q14980 
P04181 
P04181 
P04181 
P04181 
P04181 
P04181 
P04181 
P04181 
P04181 
P04181 
P11182 
P11182 
P11182 
P11182 
P11182 
P11182 
P11182 
P11182 
P11182 
P11182 
P11182 
P11182 
P52948 
P52948 
Q9BXS6 
Q9BXS6 
Q9UKG9 
Q9UKG9 
Q9UKG9 
Q9UKG9 
P36957 

450 
1087 
111 
158 
286 
310 
446 
481 
528 
606 
931 
24 
419 
299 
171 
532 
787 
1016 
384 
718 
954 
189 
20 

1223 
379 
891 
1511 
315 
49 
66 
102 
107 
362 
386 
392 
405 
421 
360 
133 
196 
202 
243 
250 
261 
289 
295 
304 
435 
440 
1052 
603 
194 
411 
515 
40 
57 
406 
133 

KNATMPVTMLIRVKTSEDADELHKILL 
KGGNSVTSRETQDKDIWREASSAESVS 
RKRLSDSIMNLNVKKEALLAGMVDSVP 
QTVALSQQIRQSLKEQGYALSHDSLKV 
EAHLQQYSREHALKTQNANQAASERLA 
RLAAMARLQENGQKDVGSYQLPKGMSS 
SSYSNCVPIDLSCKHRTEKSESDQPVS 
LNTWDPKVPDVDIKEDQDTSKNSKLNS 
KNTSPQGVHNDVSKFNTQNYARTSVIE 
NTASNHSMDLTKSKDPPGEKPAQNEGA 
ASESEHRSWARESKSFNVLKQLLLSEN 
PEVENYLKEGFMNKEIVTALGKQEAER 
EGMRGAGLSCEQLKQLQRFDPSAVPLP 
SQGNAVHLYELLKKMTGKPEPKVVYFG 
FWKDIVAAIQHNYKMSAFKENCGIYFP 
IKLLKAAFLQYCRKDLGHAQMVVDELF 
IRTVIIRQHEIVLKVAYPQADSNLRNI 
SNLGQEEKKEELPKSSSAGFSFGTGVI 
KPVSIATNRSVYFKPSLTPSGEFRKTN 
KTTLSASGTGFGDKFKPVIGTWDCDTC 
GSINPMSEGFKFSKPIGDFKFGVSSES 
EYTNPEDGVTYQIKGMTANLAVLVAFI 
PEEPVRNSLLDDAKARLRKYDIGGKYS 
KAQVARGRQEAERKNSLISSLEEEVSI 
LSAALQDKKCLEEKNEILQGKLSQLEE 
HANLARALQQVQEKEVRAQKLADDLST 
AQSTARELEVMTAKYEGAKVKVLEERQ 
SAVLCDDDIMLTIKPGEHGSTYGGNPL 
GPPTSDDIFEREYKYGAHNYHPLPVAL 
HNYHPLPVALERGKGIYLWDVEGRKYF 
NQGHCHPKIVNALKSQVDKLTLTSRAF 
HPKIVNALKSQVDKLTLTSRAFYNNVL 
ADKLGIILRNELMKLPSDVVTAVRGKG 
GKGLLNAIVIKETKDWDAWKVCLRLRD 
AIVIKETKDWDAWKVCLRLRDNGLLAK 
KVCLRLRDNGLLAKPTHGDIIRFAPPL 
HGDIIRFAPPLVIKEDELRESIEIINK 
AMDTEQGLIVPNVKNVQICSIFDIATE 
KLYYNLDDIAYVGKPLVDIETEALKDS 
ENNIKLSEVVGSGKDGRILKEDILNYL 
SEVVGSGKDGRILKEDILNYLEKQTGA 
PKPKDMTVPILVSKPPVFTGKDKTEPI 
VPILVSKPPVFTGKDKTEPIKGFQKAM 
TGKDKTEPIKGFQKAMVKTMSAALKIP 
FGYCDEIDLTELVKLREELKPIAFARG 
IDLTELVKLREELKPIAFARGIKLSFM 
REELKPIAFARGIKLSFMPFFLKAASL 
ALGSIKAIPRFNQKGEVYKAQIMNVSW 
KAIPRFNQKGEVYKAQIMNVSWSADHR 
SKTRSLVGGLLQSKFTSGAFLSPSVSV 
AFMPKKSIKKLVLKNLNNSNLFSPVNR 
TTPNFKKLHEAHFKEMESIDQYIERKK 
FYKKTYKQPHLQTKEEQRKKREQERKE 
GFDRHLLGLLLIAKEEGLPVPELFTDP 
SLEESLKKYLESVKPFANQEEYKKTEE 
NQEEYKKTEEIVQKFQSGIGEKLHQKL 
DLQIAAYAFTSFGKKLTKNKMLHPDTF 
NGVIEALLVPDGGKVEGGTPLFTLRKT 
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4215 
4216 
4217 
4218 
4219 
4220 
4221 
4222 
4223 
4224 
4225 
4226 
4227 
4228 
4229 
4230 
4231 
4232 
4233 
4234 
4235 
4236 
4237 
4238 
4239 
4240 
4241 
4242 
4243 
4244 
4245 
4246 
4247 
4248 
4249 
4250 
4251 
4252 
4253 
4254 
4255 
4256 
4257 
4258 
4259 
4260 
4261 
4262 
4263 
4264 
4265 
4266 
4267 
4268 
4269 
4270 
4271 
4272 

P36957 
P36957 
P36957 
P36957 
P36957 
P36957 
O60313 
O60313 
P19338 
P19338 
P19338 
P19338 
P19338 
P19338 
P19338 
P19338 
P19338 
P19338 
P19338 
P19338 
P19338 
P19338 
P19338 
P19338 
P19338 
P19338 
P19338 
P19338 
P19338 
P19338 
P19338 
Q9BQG2 
Q9BQG2 
Q9BQG2 
Q9Y266 
Q9Y266 
Q9UKK9 
Q9UKK9 
Q9UKK9 
Q8WV74 
Q8WV74 
O15381 
O15381 
O15381 
P29728 
P29728 
P21953 
P21953 
P21953 
P08559 
P08559 
P08559 
P08559 
P08559 
P08559 
P08559 
P08559 
P11177 

154 
267 
272 
273 
277 
307 
614 
228 
362 
9 
15 
16 
96 
102 
109 
116 
124 
318 
348 
377 
398 
403 
427 
444 
467 
477 
513 
521 
572 
577 
646 
142 
185 
292 
268 
239 
30 
210 
218 
61 
70 
73 
70 
156 
91 
378 
166 
232 
241 
142 
63 
244 
277 
313 
321 
336 
385 
285 

FTLRKTGAAPAKAKPAEAPAAAAPKAE 
IDMSNIQEMRARHKEAFLKKHNLKLGF 
IQEMRARHKEAFLKKHNLKLGFMSAFV 
QEMRARHKEAFLKKHNLKLGFMSAFVK 
ARHKEAFLKKHNLKLGFMSAFVKASAF 
EQPVVNAVIDDTTKEVVYRDYIDISVA 
ILDEVISLSQVTPKHWEEILQQSLWER 
IDQLQEELLHTQLKYQRILERLEKENK 
FGYVDFESAEDLEKALELTGLKVFGNE 
MMMMMMVKLAKAGKNQGDPKKMAPPPK 
VKLAKAGKNQGDPKKMAPPPKEVEEDS 
KLAKAGKNQGDPKKMAPPPKEVEEDSE 
VTPGKKAAATPAKKTVTPAKAVTTPGK 
AAATPAKKTVTPAKAVTTPGKKGATPG 
KTVTPAKAVTTPGKKGATPGKALVATP 
AVTTPGKKGATPGKALVATPGKKGAAI 
GATPGKALVATPGKKGAAIPAKGAKNG 
TAFNLFVGNLNFNKSAPELKTGISDVF 
DLAVVDVRIGMTRKFGYVDFESAEDLE 
LELTGLKVFGNEIKLEKPKGKDSKKER 
DSKKERDARTLLAKNLPYKVTQDELKE 
RDARTLLAKNLPYKVTQDELKEVFEDA 
EDAAEIRLVSKDGKSKGIAYIEFKTEA 
IAYIEFKTEADAEKTFEEKQGTEIDGR 
IDGRSISLYYTGEKGQNQDYRGGKNST 
TGEKGQNQDYRGGKNSTWSGESKTLVL 
ETLQEVFEKATFIKVPQNQNGKSKGYA 
KATFIKVPQNQNGKSKGYAFIEFASFE 
GPRGSPNARSQPSKTLFVKGLSEDTTE 
PNARSQPSKTLFVKGLSEDTTEETLKE 
GEIDGNKVTLDWAKPKGEGGFGGRGGG 
KSEKRNNSDWLLAKESHPATVFILFSD 
PEVRLCQLNYTDIKDYLAQPEKITLIF 
SRYKFCPTCGNATKIEEGGYKRLCLKE 
SRLVSSDPEINTKKINPENSKLSDLDS 
VKVEESSWLIEDGKVVTVHLEKINKME 
IISEELISEGKWVKLEKTTYMDPTGKT 
VYSYALALKHANAKPFEVPFLKFFFFF 
KHANAKPFEVPFLKFFFFFFFFFFFFF 
LYTLRSSRLTGRHKGDVSFPGGKCDPA 
TGRHKGDVSFPGGKCDPADQDVVHTAL 
EKVFSIISSEKELKNLTELEDEHLAKR 
IQVEKVFSIISSEKELKNLTELEDEHL 
QRETTSSTPRISSKTGSIPLKTPAKDS 
VLFFSDLKQFQDQKRSQRDILDKTGDK 
QIDSAVNIIRTFLKENCFRQSTAKIQI 
IFPAFDQIVNEAAKYRYRSGDLFNCGS 
FQAKGLLLSCIEDKNPCIFFEPKILYR 
CIEDKNPCIFFEPKILYRAAAEEVPIE 
LSVREILAELTGRKGGCAKGKGGSMHM 
PPVTTVLTREDGLKYYRMMQTVRRMEL 
TSVERAAASTDYYKRGDFIPGLRVDGM 
EATRFAAAYCRSGKGPILMELQTYRYH 
SYRTREEIQEVRSKSDPIMLLKDRMVN 
QEVRSKSDPIMLLKDRMVNSNLASVEE 
RMVNSNLASVEELKEIDVEVRKEIEDA 
DPPFEVRGANQWIKFKSVSSSSSSSSS 
RPMDMETIEASVMKTNHLVTVEGGWPQ 
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4275 
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4279 
4280 
4281 
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4285 
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4287 
4288 
4289 
4290 
4291 
4292 
4293 
4294 
4295 
4296 
4297 
4298 
4299 
4300 
4301 
4302 
4303 
4304 
4305 
4306 
4307 
4308 
4309 
4310 
4311 
4312 
4313 
4314 
4315 
4316 
4317 
4318 
4319 
4320 
4321 
4322 
4323 
4324 
4325 
4326 
4327 
4328 
4329 
4330 

P11177 
Q56VL3 
Q56VL3 
P12694 
P12694 
P12694 
P10515 
P10515 
P10515 
P10515 
Q9NTK5 
Q9NTK5 
Q9Y3B8 
Q9Y3B8 
Q02218 
Q02218 
Q02218 
Q02218 
Q02218 
A8MW92 
A8MW92 
Q6IN85 
Q6IN85 
P11940 
P11940 
P11940 
P11940 
Q15004 
Q15004 
Q13415 
Q13415 
P54886 
P54886 
P54886 
P54886 
Q13310 
Q13310 
Q13310 
Q13310 
Q9BWT3 
Q9BWT3 
O43252 
O43252 
Q53GL7 
Q53GL7 
O00330 
O00330 
O00330 
Q9H4B0 
Q9H4B0 
Q9NWU1 
Q9NWU1 
Q9NWU1 
Q9NWU1 
O15460 
O15460 
Q86U86 
Q86U86 

354 
21 
41 
51 
356 
380 
596 
466 
473 
547 
349 
294 
149 
173 
296 
74 
401 
564 
970 
297 
909 
355 
655 
259 
299 
361 
512 
46 
24 
37 
326 
124 
311 
347 
550 
615 
299 
361 
524 
490 
2 

171 
12 
436 
916 
334 
194 
394 
275 
299 
197 
109 
113 
174 
57 
480 
717 
414 

NSIPQVKDIIFAIKKTLNIIIIIIIII 
GNQDKDAHFPPPSKQSLLFCPKSKLHI 
PKSKLHIHRAEISKIMRECQEESFWKR 
PPRQQQQFSSLDDKPQFPGASAEFIDK 
SAYRSVDEVNYWDKQDHPISRLRHYLL 
YLLSQGWWDEEQEKAWRKQSRRKVMEA 
PQACILAIGASEDKLVPADNEKGFDVA 
NMGEVLLVRKELNKILEGRSKISVNDF 
VRKELNKILEGRSKISVNDFIIKASAL 
VETIANDVVSLATKAREGKLQPHEFQG 
TDFEKGFIMAEVMKYEDFKEEGSENAV 
KYLEANMTQSALPKIIKAGFAALQLEY 
LCPLAGNSVHEDKKFLDKYMPQFMKHL 
KHLHYRIIDVSTVKELCRRWYPEEYEF 
CEVLIPALKTIIDKSSENGVDYVIMGM 
MYCAWLENPKSVHKSWDIFFRNTNAGA 
TKAEQFYCGDTEGKKVMSILLHGDAAF 
NQPEYEEEISKYDKICEEAFARSKDEK 
QEEHKNQGYYDYVKPRLRTTISRAKPV 
LLASKAVGVDGAEKKEDYNETAPMLEQ 
FHMRSKNSLQYSAKEHGMPEKNPAEGN 
SQTLQPQNRDAFFKTLSNMGILPALEV 
LRFEQQRERQDNPKLDSMRSILRNHRY 
KAVDEMNGKELNGKQIYVGRAQKKVER 
DRITRYQGVNLYVKNLDDGIDDERLRK 
KAVTEMNGRIVATKPLYVALAQRKEER 
AAATPAVRTVPQYKYAAGVRNPQQHLN 
TNSTSVSSRKAENKYAGGNPVCVRPTP 
GTYRKVVAARAPRKVLGSSTSATNSTS 
RKLHYQTYREMCVKTEGCSTEIHIQIG 
EHRIILRTRIAASKTIDIREERTLTPI 
EMMLVTSGAVAFGKQRLRHEILLSQSV 
GTKSRVGMGGMEAKVKAALWALQGGTS 
KVSGHVITDIVEGKKVGTFFSEVKPAG 
NTREEVEDLCRLDKMIDLIIPRGSSQL 
LLHMLESPESLRSKVDEAVAVLQAHHA 
ERISRYQGVNLYIKNLDDTIDDEKLRK 
KAVTEMNGRIVGSKPLYVALAQRKEER 
AVAAAAPRAVAPYKYASSVRSPHPAIQ 
KEGMKIEATHVKKKQLHHYLPAEILQK 
MMMMMMMMMMMMMKEMSANTVLDSQRQ 
VDAPLHVCEQRDVKGLYKKARAGEIKG 
MMMEIPGSLCKKVKLSNNAQNWGMQRA 
SLEKAGPVSPGCVKLAGQEGLVEMVLL 
NRSFCGRNATVYGKGVYFARRASLSVQ 
KDDIKVSVNDFIIKAAAVTLKQMPDVN 
RFRLSPAARNILEKHSLDASQGTATGP 
AAAKGIQEIADSVKALSKKARDGKLLP 
KIIMKKEKEEGIEKGQILSSAADIAAT 
AATVQHTMACHLVKRTHRAILFCKQRD 
LVNMAAGQVSIRYKLKGPNHAVSTACT 
SDEGQFNEQNFVSKSDIKSMSSPTIMA 
QFNEQNFVSKSDIKSMSSPTIMAIGAA 
SETALNFQTKGYNKVSPFFVPKILVNM 
LKEYILVEEAKLSKIKSWANKMEALTS 
TVFPDLGAAIWPKKGTAVFWYNLLRSG 
MDMEKIRSHMMANKYQDIDSMVEDFVM 
GQLIAEPFYHLPSKKKYPDYYQQIKMP 
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4380 
4381 
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Q9BY11 
Q9BY11 
Q9NVV4 
Q9NVV4 
P05165 
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P05165 
P05165 
Q9Y5E7 
Q9Y5E7 
P12004 
P12004 
P12004 
P12004 
P12004 
O14737 
O14737 
Q9UNF0 
Q9UNF0 
O14832 
O14832 
O14832 
O14832 
O14832 
Q8TEW0 
Q8TEW0 
Q8TEW0 
Q8TEW0 
Q8TEW0 
O95453 
O95453 
O95453 
P05166 
P05166 
P05166 
P05166 
P05166 
Q8WW12 
Q8WW12 
Q8WW12 
Q8WW12 
Q15118 
Q15118 
Q8NC51 
Q8NC51 
Q8NC51 
Q8NC51 
Q8NC51 
Q8NC51 

102 
54 
152 
90 
568 
65 
119 
150 
200 
262 
328 
385 
407 
496 
502 
513 
648 
639 
299 
138 
14 
77 
80 
248 
33 
63 
213 
53 
128 
59 
108 
231 
252 
846 
834 
851 
885 
1350 
179 
220 
499 
101 
99 
248 
474 
489 
129 
64 
150 
152 
73 
405 
327 
52 
68 
122 
140 
211 

TEADKVSELHQEVKNNLLNEDLEKVKN 
DLMNCVQERAKIEKAYGQQLTDWAKRW 
ETAIPFRSRFFNLKLKNQTSERSRVRS 
TVLIHCPEKISENKFLKYLSQFGPINN 
DIANWELSVKLHDKVHTVVASNNGSVF 
GSVGYDPNEKTFDKILVANRGEIACRV 
ADEAVCVGPAPTSKSYLNMDAIMEAIK 
QAVHPGYGFLSENKEFARCLAAEDVVF 
AEVNTIPGFDGVVKDAEEAVRIAREIG 
AASSFGDDRLLIEKFIDNPRHIEIQVL 
AMGEQAVALARAVKYSSAGTVEFLVDS 
EMIRVAKGYPLRHKQADIRINGWAVEC 
WAVECRVYAEDPYKSFGLPSIGRLSQY 
ALLREVIINSRFVKGDISTKFLSDVYP 
IINSRFVKGDISTKFLSDVYPDGFKGH 
STKFLSDVYPDGFKGHMLTKSEKNQLL 
KVNILTRLAAELNKFMLEKVTEDTSSV 
VRTARLLRERDAAKQRLVVLVKDNGEP 
ASEDIRKTFRLSAKSGELLLRQKLDFE 
QLGIPEQEYSCVVKMPSGEFARICRDL 
MFEARLVQGSILKKVLEALKDLINEAC 
RNLAMGVNLTSMSKILKCAGNEDIITL 
AMGVNLTSMSKILKCAGNEDIITLRAE 
LVVEYKIADMGHLKYYLAPKIEDEEGS 
KHGDPGDAAQQEAKHREAEMRNSILAQ 
QSARARLSNLALVKPEKTKAVENYLIQ 
DVLKTKEKYEKSLKELDQGTPQYMENM 
DLMNCLHERARIEKAYAQQLTEWARRW 
EKMITKVQDFQEDKELFRYCTLPEILK 
YTLDNNVLTLEQRKFYEENGFLVIKNL 
PLGLTVMRDVTISKSEYAPSEKMITKV 
KPHDYPKWEGGVNKMFHGIQDYEENKA 
YEENKARVHLVMEKGDTVFFHPLLIHG 
TKQFSDASQLDFVKTRKSKSMDLGIAD 
EGFGRQSMSEKRTKQFSDASQLDFVKT 
DASQLDFVKTRKSKSMDLGIADETKLN 
GSPSRDVGPSLGLKKSSSLESLQTAVA 
SQVARLNRLQTPEKGRPFYSSSSSSSS 
TSKCPVTIPEDQKKFIDQVVEKIEDLL 
GFQRKLIYQTLSWKYPKGIHVETLETE 
SQPEQVKIAVNTSKYAESYRIQTYAEY 
HRCADFGMAADKNKFPGDSVVTGRGRI 
VEHRCADFGMAADKNKFPGDSVVTGRG 
TNEDVTQEELGGAKTHTTMSGVAHRAF 
AVMGAKGAVEIIFKGHENVEAAQAEYI 
HENVEAAQAEYIEKFANPFPAAVRGFV 
DEDSEPEEMPPEAKMRMKNIGRDTPTS 
KRSAEEEAADLPTKPTKISKFGFAIGS 
RDTPTSAGPNSFNKGKHGFSDNQKLWE 
TPTSAGPNSFNKGKHGFSDNQKLWERN 
KQFLDFGSVNACEKTSFMFLRQELPVR 
LSTDSIERLPVYNKAAWKHYNTNHEAD 
GADGQWKKGFVLHKSKSEEAHAEDSVM 
KEAGGGGVGGPGAKSAAQAAAQTNSNA 
AQAAAQTNSNAAGKQLRKESQKDRKNP 
VGRRPDQQLQGEGKIIDRRPERRPPRE 
RPERRPPRERRFEKPLEEKGEGGEFSV 
GSDRSSFSHYSGLKHEDKRGGSGSHNW 
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4389 
4390 
4391 
4392 
4393 
4394 
4395 
4396 
4397 
4398 
4399 
4400 
4401 
4402 
4403 
4404 
4405 
4406 
4407 
4408 
4409 
4410 
4411 
4412 
4413 
4414 
4415 
4416 
4417 
4418 
4419 
4420 
4421 
4422 
4423 
4424 
4425 
4426 
4427 
4428 
4429 
4430 
4431 
4432 
4433 
4434 
4435 
4436 
4437 
4438 
4439 
4440 
4441 
4442 
4443 
4444 
4445 
4446 

Q8NC51 
Q13177 
Q13177 
Q13177 
P51003 
P51003 
P51003 
P51003 
P51003 
Q9UGN5 
Q9UGN5 
Q9UGN5 
Q9Y365 
Q9Y365 
Q9Y365 
Q9Y365 
P49585 
P49585 
Q9BUL8 
Q9BUL8 
O95340 
O95340 
Q86W56 
Q86W56 
P09874 
P09874 
P09874 
P09874 
P09874 
P09874 
Q15154 
Q15154 
P18669 
P18669 
P18669 
P18669 
P18669 
Q96HS1 
Q96HS1 
Q96HS1 
Q96HS1 
Q8WUM4 
Q8WUM4 
P30101 
P30101 
P30101 
P30101 
P30101 
P30101 
P30101 
O00541 
O00541 
Q01813 
Q01813 
Q01813 
Q01813 
P35558 
P35558 

329 
69 
62 
128 
288 
641 
650 
736 
740 
77 
37 
38 
69 
94 
197 
202 
266 
8 

183 
179 
557 
5 

425 
340 
30 
97 
105 
131 
600 
621 
738 
399 
138 
106 
251 
253 
254 
93 
116 
144 
191 
525 
215 
104 
129 
152 
218 
252 
362 
494 
81 
98 
255 
395 
486 
688 
191 
70 

DGQWKKGFVLHKSKSEEAHAEDSVMDH 
IFSGTEKGSKKKEKERPEISPPSDFEH 
PRHKIISIFSGTEKGSKKKEKERPEIS 
EQKKNPQAVLDVLKFYDSNTVKQKYLS 
VFSKWEWPNPVLLKQPEECNLNLPVWD 
SSGNAATSGNAATKIPTPIVGVKRTSS 
NAATKIPTPIVGVKRTSSPHKEESPKK 
DIPALPANPIPVIKNSIKLRLNRRRRR 
LPANPIPVIKNSIKLRLNRRRRRRRRR 
DKQDGMPGRSWASKRVSESVKALLLKG 
NNGNTAPEDSSPAKKTRRCQRQESKKM 
NGNTAPEDSSPAKKTRRCQRQESKKMP 
VQAVEMDRTLHKIKCRMECCDVPAETL 
TLYDVLHDIEYRKKWDSNVIETFDIAR 
TYLAQVDPKGSLPKWVVNKSSQFLAPK 
VDPKGSLPKWVVNKSSQFLAPKAMKKM 
VKDVEEKSKEFVQKVEEKSIDLIQKWE 
MMMMMMMDAQCSAKVNARKRRKEAPGP 
YSKSFSDTLKTYFKDGKAINVFVSANR 
EFVKYSKSFSDTLKTYFKDGKAINVFV 
SVEIIPFRVAAYNKAKKAMDFYDPARH 
MMMMMMMMMMSGIKKQKTENQQKSTNV 
DHFMRLPKAEDRRKEQWETKHQRTERK 
DEQEDGSSSQTANKPSRFQARDADIEF 
GRASCKKCSESIPKDSLRMAIMVQSPM 
KVKKTAEAGGVTGKGQDGIGSKAEKTL 
GGVTGKGQDGIGSKAEKTLGDFAAEYA 
AKSNRSTCKGCMEKIEKGQVRLSKKMV 
RSWGRVGTVIGSNKLEQMPSKEDAIEH 
EDAIEHFMKLYEEKTGNAWHSKNFTKY 
GVNEKAREKFYEAKLQQQQRELKQLQE 
SERLPDEKVELFSKMRVLQEKKQKMDK 
PMEPDHPFYSNISKDRRYADLTEDQLP 
GGLTGLNKAETAAKHGEAQVKIWRRSY 
TVRKAMEAVAAQGKAKKKKKKKKKKKK 
RKAMEAVAAQGKAKKKKKKKKKKKKKK 
KAMEAVAAQGKAKKKKKKKKKKKKKKK 
SGEEELASKLDHYKAKATRHIFLIRHS 
IRHSQYHVDGSLEKDRTLTPLGREQAE 
TGLRLASLGLKFNKIVHSSMTRAIETT 
GAPIEPDPPVSHWKPEAVQYYEDGARI 
CYQSHRDTIVLLCKPEPELNAAIPSAN 
KATRDKMKDAIIAKLANQAADYFGDAF 
TCNKYGVSGYPTLKIFRDGEEAGAYDG 
DGPRTADGIVSHLKKQAGPASVPLRTE 
LRTEEEFKKFISDKDASIVGFFDDSFS 
LFRPSHLTNKFEDKTVAYTEQKMTSGK 
NIFGICPHMTEDNKDLIQGKDLLIAYY 
LERFLQDYFDGNLKRYLKSEPIPESND 
QREATNPPVIQEEKPKKKKKAQEDLLL 
KDIRFLLHEPIVNKFREYKVFVRKLRK 
YKVFVRKLRKAYGKSEWNTVERLKDNK 
SPPEEGWEEQMCVKLSENRARKKRLNI 
LRGRSFAGNLNTYKRLAIKLPDDQIPK 
GGSILGTKRVLPGKYLEEIATQMRTHS 
GGAPSPFDRNFGTKISARAMEWITAKL 
TPVLEAVGDGEFVKCLHSVGCPLPLQK 
LGQMEEEGILRRLKKYDNCWLALTDPR 

+ 
- 
+ 
+ 
- 
+ 
+ 
+ 
+ 
- 
+ 
+ 
- 
- 
- 
- 
- 
+ 
- 
+ 
- 
+ 
- 
+ 
- 
+ 
+ 
+ 
+ 
+ 
- 
+ 
- 
+ 
+ 
+ 
+ 
- 
+ 
+ 
+ 
- 
+ 
- 
- 
+ 
- 
+ 
+ 
+ 
- 
+ 
- 
+ 
+ 
+ 
- 
+ 

- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 

- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 

- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
+ 
+ 
+ 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
+ 
- 
- 
- 
- 
- 
- 
- 
- 
- 
+ 
- 
+ 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 



78 
 
4447 
4448 
4449 
4450 
4451 
4452 
4453 
4454 
4455 
4456 
4457 
4458 
4459 
4460 
4461 
4462 
4463 
4464 
4465 
4466 
4467 
4468 
4469 
4470 
4471 
4472 
4473 
4474 
4475 
4476 
4477 
4478 
4479 
4480 
4481 
4482 
4483 
4484 
4485 
4486 
4487 
4488 
4489 
4490 
4491 
4492 
4493 
4494 
4495 
4496 
4497 
4498 
4499 
4500 
4501 
4502 
4503 
4504 

P35558 
P35558 
Q16822 
Q16822 
Q16822 
Q15120 
Q15120 
O15530 
O15530 
P61758 
P61758 
P00558 
P00558 
P00558 
P00558 
P00558 
P00558 
P00558 
P00558 
P00558 
P00558 
P00558 
P00558 
P00558 
P00558 
P00558 
P07237 
P07237 
P07237 
P07237 
P13667 
P13667 
Q96HC4 
Q96HC4 
Q96HC4 
Q9P0J1 
Q9P0J1 
O75381 
O75381 
Q9H0N5 
Q9H0N5 
Q9H0N5 
Q9H0N5 
Q13526 
Q13526 
Q9H307 
Q9H307 
Q00169 
Q00169 
Q9ULU4 
Q9ULU4 
Q29RF7 
Q29RF7 
Q29RF7 
Q29RF7 
Q9NTI5 
Q9NTI5 
Q9BY49 

71 
594 
414 
88 
457 
230 
278 
76 
304 
52 
59 
230 
6 
11 
48 
75 
86 
91 
97 
131 
146 
191 
199 
267 
291 
361 
81 
200 
222 
271 
109 
366 
462 
89 
350 
331 
202 
195 
34 
115 
114 
118 
125 
97 
46 
653 
238 
167 
215 
609 
413 
637 
1146 
1211 
1290 
1117 
1136 
231 

GQMEEEGILRRLKKYDNCWLALTDPRD 
SKEFWEKEVEDIEKYLEDQVNADLPCE 
VTSWLGKPWKPGDKEPCAHPNSRFCAP 
TLLEQQGLIRKLPKYNNCWLARTDPKD 
VPIDAIIFGGRRPKGVPLVYEAFNWRH 
ELEVEEFNAKAPDKPIQVVYVPSHLFH 
EGYPAVKTLVTLGKEDLSIKISDLGGG 
GSLQHAQPPPQPRKKRPEDFKFGKILG 
FQKIIKLEYDFPEKFFPKARDLVEKLL 
KQPGNETADTVLKKLDEQYQKYKFMEL 
ADTVLKKLDEQYQKYKFMELNLAQKKR 
VADKIQLINNMLDKVNEMIIGGGMAFT 
MMMMMMMMMSLSNKLTLDKLDVKGKRV 
MMMMSLSNKLTLDKLDVKGKRVVMRVD 
TNNQRIKAAVPSIKFCLDNGAKSVVLM 
SHLGRPDGVPMPDKYSLEPVAVELKSL 
PDKYSLEPVAVELKSLLGKDVLFLKDC 
LEPVAVELKSLLGKDVLFLKDCVGPEV 
ELKSLLGKDVLFLKDCVGPEVEKACAN 
LLENLRFHVEEEGKGKDASGNKVKAEP 
KDASGNKVKAEPAKIEAFRASLSKLGD 
GVNLPQKAGGFLMKKELNYFAKALESP 
GGFLMKKELNYFAKALESPERPFLAIL 
GTSLFDEEGAKIVKDLMSKAEKNGVKI 
VKITLPVDFVTADKFDENAKTGQATVA 
FARGTKALMDEVVKATSRGCITIIGGG 
GKLKAEGSEIRLAKVDATEESDLAQQY 
TSNSDVFSKYQLDKDGVVLFKKFDEGR 
FDEGRNNFEGEVTKENLLDFIKHNQLP 
LLFLPKSVSDYDGKLSNFKTAAESFKG 
QFAPEYEKIANILKDKDPPIPVAKIDA 
GQLVVMQPEKFQSKYEPRSHMMDVQGS 
CKNTMAYIGFVEEKGALYCELCYEKFF 
SLNMTLQRASAAPKPEPVPVQKGEPKE 
RPGVTSLTAAAAFKPVGSTGVIKSPSW 
NERELERLKLEHPKSEAKSVVKQDRLL 
ILQWHKHPNDYFSKEASKLYFNSLRTY 
QKIQELAHELAAAKATTSTNWILESQN 
NVLPREPLIATAVKFLQNSRVRQSPLA 
ITLTSHDCGELTKKDVKLAKFIEKAAA 
QITLTSHDCGELTKKDVKLAKFIEKAA 
TSHDCGELTKKDVKLAKFIEKAAASVV 
LTKKDVKLAKFIEKAAASVVVVVVVVV 
EALELINGYIQKIKSGEEDFESLASQF 
QWERPSGNSSSGGKNGQGEPARVRCSH 
HNRDRKHRRSVDRKRRDTSGLERSHKS 
HNAKIIKYIRTKTKPHLFYIPGRMCPA 
YKAEEDPAKFKSIKTGRGPLGPNWKQE 
WWGLQNKVENFIHKQERRLFTNFHRQL 
DSSDSEYISDDEQKSKNEPEDTEDKEG 
NFDMTASPKILMSKPVLSGGTGRRISL 
DSEAISALVKLMNKSIEGTADDEEEGV 
GKPKPAGVLGAVNKPLSATGRKPYVRS 
EENPVRIISVTPVKNIDPVKNKEINSD 
ESQGNATKNDDLNKPINKGRKRAAVGQ 
NFSNTKNYLPPEMKSFFTPGKPKTTNV 
GKPKTTNVLGAVNKPLSSAGKQSQTKS 
QSFFEGSFQKIPAKRIGVPEEVSSVVC 
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4505 
4506 
4507 
4508 
4509 
4510 
4511 
4512 
4513 
4514 
4515 
4516 
4517 
4518 
4519 
4520 
4521 
4522 
4523 
4524 
4525 
4526 
4527 
4528 
4529 
4530 
4531 
4532 
4533 
4534 
4535 
4536 
4537 
4538 
4539 
4540 
4541 
4542 
4543 
4544 
4545 
4546 
4547 
4548 
4549 
4550 
4551 
4552 
4553 
4554 
4555 
4556 
4557 
4558 
4559 
4560 
4561 
4562 

Q9BY49 
P28328 
P28328 
P35232 
P35232 
P35232 
P35232 
O75151 
O75151 
Q7RTV0 
Q7RTV0 
Q8WWQ0 
Q8WWQ0 
Q8WWQ0 
P78356 
P78356 
Q14651 
Q14651 
Q14651 
Q14651 
Q14651 
Q14651 
Q14651 
Q99471 
Q99471 
O15212 
O15212 
O15212 
P48426 
P48426 
P48426 
O60331 
O60331 
O60331 
Q9Y263 
Q9Y263 
Q9NP80 
Q9NP80 
P13796 
P13796 
P13796 
P13796 
P13796 
P13796 
P13796 
P13796 
P13796 
Q8N0Y7 
Q8N0Y7 
Q8N0Y7 
Q8N0Y7 
Q99623 
Q99623 
Q99623 
Q99623 
Q99623 
Q99623 
P08567 

32 
72 
84 
240 
128 
186 
202 
621 
720 
29 
3 

1433 
1497 
1533 
263 
150 
134 
90 
296 
362 
473 
543 
580 
104 
42 
44 
21 
66 
15 
89 
145 
37 
265 
268 
173 
529 
61 
736 
220 
76 
88 
294 
297 
361 
472 
542 
579 
157 
251 
253 
254 
97 
147 
200 
236 
250 
262 
198 

QVAIVTGGATGIGKAIVKELLELGSNV 
CLWVFLWRFTIYSKNATVGQSVLNIKY 
SKNATVGQSVLNIKYKNDFSPNLRYQP 
SLATAGDGLIELRKLEAAEDIAYQLSR 
DERVLPSITTEILKSVVARFDAGELIT 
LTFGKEFTEAVEAKQVAQQEAERARFV 
AQQEAERARFVVEKAEQQKKAAIISAE 
SKPDSLLKMEEEQKLEKSPLAGNKDNK 
LLDKKAVLPTPVTKPKLDSAAYKSDDS 
GVAIGRLCEKCDGKCVICDSYVRPCTL 
MMMMMMMMMMMMAKHHPDLIFCRKQAG 
SVLSDYKSALRFHKRNTITKRRKKRNR 
SIPPRHNAAQINGKTESSSVVRTRSNR 
QPSTSSAAKTFITKANASAIPGKTILE 
LHVGEESKKNFLEKLKRDVEFLAQLKI 
TRFLTTYDRRFVIKTVSSEDVAEMHNI 
SEEEKVAFVNWINKALENDPDCKHLIP 
VSLMQELKSKDISKTFRKIINKREGIT 
AGWHTISNFSQDIKDSRAYFHLLNQIA 
QFVTPADVVSGNPKLNLAFVANLFNTY 
NCNYAVELGKNKAKFSLVGIAGQDLNE 
LKSANKKTSISSFKDKSISTSLPVLDL 
QEMIRRENLSDEDKLNNAKYAISVARK 
YVEKTAEDAKDFFKRKIDFLTKQMEKI 
LSTSIAQLKVVQTKYVEAKDCLNVLNK 
QKLEAQLTENNIVKEELALLDGSNVVF 
KLQGEVEKYQQLQKDLSKSMSGRQKLE 
SNVVFKLLGPVLVKQELGEARATVGKR 
ATPGNLGSSVLASKTKTKKKHFVAQKV 
NHLFNKENMPSHFKFKEYCPMVFRNLR 
ARFHTSYDKRYIIKTITSEDVAEMHNI 
AAESGAAAGLAQKKAAPTEVLSMTAQP 
FDLKGSTYKRRASKKEKEKSFPTYKDL 
KGSTYKRRASKKEKEKSFPTYKDLDFM 
LPEQGLMLTGSADKTVKLWKAGRCERT 
PFTGNSAYRSAASKTMNIYFPKKEAVT 
RGFHTNIIRCKWTKSEAHSCSKHCYSP 
RNEKLDQLQLEGLKYIERNEQKMKKVA 
HVVNIGAEDLKEGKPYLVLGLLWQVIK 
LDQDGRISFDEFIKIFHGLKSTDVAKT 
IKIFHGLKSTDVAKTFRKAINKKEGIC 
AGCNKIGNFSTDIKDSKAYYHLLEQVA 
NKIGNFSTDIKDSKAYYHLLEQVAPKG 
QFVTATDVVRGNPKLNLAFIANLFNRY 
NCNYAVELGKNQAKFSLVGIGGQDLNE 
LREAKKSSSISSFKDPKISTSLPVLDL 
YDLLKTENLNDDEKLNNAKYAISMARK 
DLTEDQLPSYESPKDTIARALPFWNEE 
TVCKAIEAVAAQGKAKKKKKKKKKKKK 
CKAIEAVAAQGKAKKKKKKKKKKKKKK 
KAIEAVAAQGKAKKKKKKKKKKKKKKK 
RARPRKISSPTGSKDLQMVNISLRVLS 
PSIVNEVLKSVVAKFNASQLITQRAQV 
LSFSREYTAAVEAKQVAQQEAQRAQFL 
QKIVQAEGEAEAAKMLGEALSKNPGYI 
MLGEALSKNPGYIKLRKIRAAQNISKT 
IKLRKIRAAQNISKTIATSQNRIYLTA 
LNEGYLQPAGDMSKSAVDGTAENPFLD 
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4563 
4564 
4565 
4566 
4567 
4568 
4569 
4570 
4571 
4572 
4573 
4574 
4575 
4576 
4577 
4578 
4579 
4580 
4581 
4582 
4583 
4584 
4585 
4586 
4587 
4588 
4589 
4590 
4591 
4592 
4593 
4594 
4595 
4596 
4597 
4598 
4599 
4600 
4601 
4602 
4603 
4604 
4605 
4606 
4607 
4608 
4609 
4610 
4611 
4612 
4613 
4614 
4615 
4616 
4617 
4618 
4619 
4620 

P08567 
P13797 
P13797 
P13797 
P13797 
P13797 
P13797 
P13797 
P13797 
P36871 
P36871 
P36871 
P36871 
Q9BVI0 
Q9BVI0 
Q8N2W9 
Q8N2W9 
Q16513 
Q16513 
O00469 
O00469 
O15305 
O15305 
P48739 
P48739 
Q8TCS8 
Q8TCS8 
Q8TCS8 
Q8TCS8 
Q8TCS8 
Q8TCS8 
Q9H8W4 
Q9H8W4 
Q8NA72 
Q8NA72 
Q08752 
Q08752 
Q16512 
Q16512 
Q15149 
Q15149 
Q15149 
Q15149 
Q15149 
Q15149 
Q9HCM2 
Q9HCM2 
Q8NEY8 
Q8NEY8 
Q8NEY8 
P30405 
P30405 
P30405 
P30405 
P30405 
P30405 
Q13356 
Q13356 

64 
223 
91 
297 
300 
364 
475 
545 
582 
219 
16 
349 
419 
205 
843 
31 
114 
420 
77 
341 
704 
26 
149 
60 
215 
582 
250 
264 
285 
289 
552 
128 
44 
334 
538 
353 
171 
496 
448 
1441 
1725 
2636 
3053 
3091 
3420 
79 

1350 
391 
235 
240 
133 
67 
86 
167 
175 
190 
348 
482 

KGSTLTSPCQDFGKRMFVFKITTTKQQ 
HVVNIGAEDLRAGKPHLVLGLLWQIIK 
VYIFQEVKSSDIAKTFRKAINRKEGIC 
SGWQKINNFSADIKDSKAYFHLLNQIA 
QKINNFSADIKDSKAYFHLLNQIAPKG 
QFVTPADVVSGNPKLNLAFVANLFNKY 
NCNYAVELGKHPAKFSLVGIGGQDLND 
LSEAGKSTSIQSFKDKTISSSLAVVDL 
YDLVKSGNLTEDDKHNNAKYAVSMARR 
SALKELLSGPNRLKIRIDAMHGVVGPY 
KIVTVKTQAYQDQKPGTSGLRKRVKVF 
PTSGALDRVASATKIALYETPTGWKFF 
KQSVEDILKDHWQKYGRNFFTRYDYEE 
KQPDKEGKLICSEKGKVSEKSLPKNEK 
VEESYITSEHCYQKPRAYYPAVEQKLV 
SDLQMLLGFVGRSKSGLKHELVTRALQ 
LAGPNIDYPVLYGKYLNGLGRLPAKTL 
TSWKPISNQSWDQKFTLELDRSRELEI 
EGAENLRKVTTDKKSLAYVDNILKKSN 
LKLFIHNKEVYHEKDIKVFFDKAKHEI 
KFLRYNCSIESPRKGWSFMHPGRLTHL 
VDGTLTAPRQKITKEMDDFLQKLRQKI 
CSQEERIEFYELDKKENIRQKFVADLR 
PYEKDGEKGQYTHKIYHLKSKVPAFVR 
WWGLQSKVENFIQKQEKRIFTNFHRQL 
KIVMEAIQQASVAKKEILQIMNKTISK 
LQQDFCHAIKVGVKYTQQIIQGIQQLV 
YTQQIIQGIQQLVKETGVTKRTPQKLF 
TPQKLFTPSPEIVKYTHKLAMERLYAV 
LFTPSPEIVKYTHKLAMERLYAVFTDY 
YNGDMDFKIAGTNKGITALQADIKLPG 
TATEKSEWMNHINKCVTDLLSKSGKTP 
IPGRVLIGEGVLTKLCRKKPKARQFFL 
AKVAMLSGALENAKAEIQRMQHEKEHF 
PVTVQTIPQATAAKYPRTIHPESSTSA 
DKAIQAELLKVKQKIKAQKDKEKAVYA 
VARILENVEVKGEKPAKLCVIAECGEL 
RIPRLRRQKKIFSKQQGKAFQRARQMN 
WRDQRGLCALKFLKLEDFLDNERHEVQ 
AQLEPVASPAKKPKVQSGSESVIQEYV 
EAELQSKRASFAEKTAQLERSLQEEHV 
QETQALQQSFLSEKDSLLQRERFIEQE 
DVFEKATVSAPFGKFQGKTVTIWEIIN 
LLRQFRTGRITVEKIIKIIITVVEEQE 
LLRQFRTGKVTVEKVIKILITIVEEVE 
GAVNRIYKLSSDLKVLVTHETGPDEDN 
DLEVPGYRQERVEKGLKLFAQLINNKV 
QPPQAPQPLQPRKKRVRRTTQLRRTTG 
SRLTEKELAEAASKWAAEKLEKSDESN 
KELAEAASKWAAEKLEKSDESNLPEIS 
IYGSRFPDENFTLKHVGPGVLSMANAG 
ANGKPLGRVVLELKADVVPKTAENFRA 
KTAENFRALCTGEKGFGYKGSTFHRVI 
FFICTIKTDWLDGKHVVFGHVKEGMDV 
DWLDGKHVVFGHVKEGMDVVKKIESFG 
GMDVVKKIESFGSKSGRTSKKIVITDC 
PTGTGTGGESYWGKPFKDEFRPNLSHT 
GSQGPQTFRQGVGKYINPAATKRAAEE 
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4621 
4622 
4623 
4624 
4625 
4626 
4627 
4628 
4629 
4630 
4631 
4632 
4633 
4634 
4635 
4636 
4637 
4638 
4639 
4640 
4641 
4642 
4643 
4644 
4645 
4646 
4647 
4648 
4649 
4650 
4651 
4652 
4653 
4654 
4655 
4656 
4657 
4658 
4659 
4660 
4661 
4662 
4663 
4664 
4665 
4666 
4667 
4668 
4669 
4670 
4671 
4672 
4673 
4674 
4675 
4676 
4677 
4678 

O75400 
O75400 
Q9Y520 
Q9Y520 
Q9Y520 
O60664 
O60664 
P62136 
P62136 
P62937 
P62937 
P62937 
P62937 
P62937 
P62937 
P62937 
P62937 
P23284 
P23284 
O15355 
O15355 
P30048 
P30048 
P30048 
P30044 
P30044 
P30044 
P30044 
P30041 
P30041 
P30041 
Q6NYC8 
Q6NYC8 
Q5JRX3 
Q5JRX3 
Q5JRX3 
Q5JRX3 
Q5JRX3 
Q5JRX3 
P29590 
P29590 
P29590 
Q5VTL8 
Q5VTL8 
Q6P2Q9 
Q6P2Q9 
P43686 
P43686 
P43686 
P62191 
P62191 
P49720 
P49720 
P28065 
P28065 
P28065 
P48147 
P48147 

535 
196 
1049 
27 
392 
296 
65 
26 
305 
118 
28 
44 
76 
82 
125 
131 
133 
195 
209 
112 
383 
52 
83 
91 
102 
75 
83 
116 
199 
63 
209 
113 
457 
490 
759 
770 
849 
884 
946 
725 
487 
515 
496 
227 
449 
1463 
238 
397 
401 
350 
258 
118 
77 
163 
53 
109 
684 
157 

QAKQLRKRNWEALKNILDNMANVTYST 
SKCPWKEYKSDSGKPYYYNSQTKESRW 
GEKAEKVTEKVVVKPEKTEKKDLPPPP 
GKKYATLSLFNTYKGKSLETQKTTARH 
IPAQPSVAKVPYGKGPSFNQERGTSSH 
KQGVDQKLVEGQEKLHQMWLSWNQKQL 
SYPHIKTVCDAAEKGVRTLTAAAVSGA 
IGRLLEVQGSRPGKNVQLTENEIRGLC 
SFQILKPADKNKGKYGQFSGLNPGGRP 
PNTNGSQFFICTAKTEWLDGKHVVFGK 
EPLGRVSFELFADKVPKTAENFRALST 
KTAENFRALSTGEKGFGYKGSCFHRII 
QGGDFTRHNGTGGKSIYGEKFEDENFI 
RHNGTGGKSIYGEKFEDENFILKHTGP 
FFICTAKTEWLDGKHVVFGKVKEGMNI 
KTEWLDGKHVVFGKVKEGMNIVEAMER 
EWLDGKHVVFGKVKEGMNIVEAMERFG 
VESTKTDSRDKPLKDVIIADCGKIEVE 
DVIIADCGKIEVEKPFAIAKEEEEEEE 
LAIDAKLTTEEVIKELAQIAGRPTEDE 
DEVELARIKNAGGKVTMDGRVNGGLNL 
SLTNLLCSGSSQAKLFSTSSSCHAPAV 
PYFKGTAVVNGEFKDLSLDDFKGKYLV 
VNGEFKDLSLDDFKGKYLVLFFYPLDF 
LFGVPGAFTPGCSKTHLPGFVEQAEAL 
IPAVEVFEGEPGNKVNLAELFKGKKGV 
GEPGNKVNLAELFKGKKGVLFGVPGAF 
THLPGFVEQAEALKAKGVQVVACLSVN 
SVMVLPTIPEEEAKKLFPKGVFTKELP 
ELGRAAKLAPEFAKRNVKLIALSIDSV 
EEAKKLFPKGVFTKELPSGKKYLRYTP 
QQQQRSEELLAERKPGPLEARERRPSP 
PGDPLMSRLFYGVKAGPGVGAPRRSGH 
CLQENPKFLQEKVKQYFKNNQHKLTLS 
VRLMKRIAEMTDIKPILRKLPRIKKHL 
DIKPILRKLPRIKKHLLNGDNMRCSVN 
SQVIRKLVMEPTFKPWQMKTHFLMPFP 
RTVPYTDPDHASLKILARLMTAKFLHT 
QSFGKAVDWAKSGKFTQQDIDEAKLSV 
PLIRERVPGASSFKLKNLAQTYLARNM 
AQKRKCSQTQCPRKVIKMESEEGKEAR 
ARSSPEQPRPSTSKAVSPPHLDGPPSP 
EKSKKREHSPSKEKSRKRSRSKERSHK 
FSTLFPRIPVPVQKNIDQQIKTRPRKI 
PAGQPVKVRVSYQKLLKYYVLNALKHR 
QNPFWWTHQRHDGKLWNLNNYRTDMIQ 
AAFIRVVGSEFVQKYLGEGPRMVRDVF 
MLAVRENRYIVLAKDFEKAYKTVIKKD 
RENRYIVLAKDFEKAYKTVIKKDEQEH 
LDPALIRPGRIDRKIEFPLPDEKTKKR 
ATFLRVVGSELIQKYLGDGPKLVRELF 
TEPVIAGLDPKTFKPFICSLDLIGCPM 
AQRLKFRLNLYELKEGRQIKPYTLMSM 
GSTFIYGYVDAAYKPGMSPEECRRFTT 
VSAGEAVVNRVFDKLSPLHERIYCALS 
VLAAANVVRNISYKYREDLSAHLMVAG 
LIHVDTKAGHGAGKPTAKVIEEVSDMF 
SASGSDWVTIKFMKVDGAKELPDVLER 
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4679 
4680 
4681 
4682 
4683 
4684 
4685 
4686 
4687 
4688 
4689 
4690 
4691 
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4693 
4694 
4695 
4696 
4697 
4698 
4699 
4700 
4701 
4702 
4703 
4704 
4705 
4706 
4707 
4708 
4709 
4710 
4711 
4712 
4713 
4714 
4715 
4716 
4717 
4718 
4719 
4720 
4721 
4722 
4723 
4724 
4725 
4726 
4727 
4728 
4729 
4730 
4731 
4732 
4733 
4734 
4735 
4736 

Q9UF12 
Q9UF12 
Q92620 
Q92620 
Q8WWY3 
Q8WWY3 
P25787 
P25787 
P25787 
P25788 
P25788 
P25788 
P25788 
Q6NWY9 
Q6NWY9 
Q06830 
Q06830 
Q06830 
Q06830 
Q06830 
Q06830 
Q9UBK2 
Q9UBK2 
Q9UBK2 
Q9UBK2 
Q9UBK2 
Q9UBK2 
Q9UBK2 
Q9UBK2 
Q9UBK2 
Q9UBK2 
Q9UBK2 
Q9UBK2 
Q9UBK2 
Q9UBK2 
P78527 
P78527 
P78527 
P78527 
P78527 
P78527 
P78527 
P78527 
P78527 
P78527 
P78527 
O43490 
O43490 
O43490 
O43490 
P35998 
P35998 
P35998 
O95456 
O95456 
P48634 
P48634 
P48634 

198 
386 
40 
260 
373 
438 
53 
70 
171 
168 
57 
206 
230 
563 
148 
37 
7 
16 
27 
35 
136 
224 
79 
146 
184 
254 
271 
278 
321 
347 
413 
442 
451 
758 
779 
790 
117 
828 
1209 
1970 
2259 
3241 
3260 
3621 
3638 
3642 
553 
225 
257 
264 
156 
116 
422 
241 
264 
2123 
27 
35 

LAVPTEEEPDSAAKSGEAWYEGNLGAM 
AFGVKLVRGAYLDKERAVAQLHGMEDP 
CKSKSAASEQHVFKAPAPRPSLLGLDL 
RLSTRDRDRSVRGKYSDDTPLPTPSYK 
RKMKERLGLTEIRKQANRMSFGEIEED 
QRTLQKQSVVYGGKSTIRDRSSGTASS 
AANGVVLATEKKQKSILYDERSVHKVE 
YDERSVHKVEPITKHIGLVYSGMGPDY 
WKATAMGKNYVNGKTFLEKRYNEDLEL 
SGVSYGYWGCAIGKARQAAKTEIEKLQ 
DGVVFGVEKLVLSKLYEEGSNKRLFNV 
EVAKIIYIVHDEVKDKAFELELSWVGE 
VGELTNGRHEIVPKDIREEAEKYAKES 
ELKARFHDEKKIIKDILKDRGFCVEVN 
SQCPWKEYKSDTGKPYYYNNQSKESRW 
GQFKDISLSDYKGKYVVFFFYPLDFTF 
MMMMMMMMSSGNAKIGHPAPNFKATAV 
SGNAKIGHPAPNFKATAVMPDGQFKDI 
NFKATAVMPDGQFKDISLSDYKGKYVV 
PDGQFKDISLSDYKGKYVVFFFYPLDF 
EGISFRGLFIIDDKGILRQITVNDLPV 
LKYLTTNDDPPHTKPTENRNSSRDKCT 
SNQYNNEPSNIFEKIDEENEANLLAVL 
PPPQEAEEPSLLKKLLLAPANTQLSYN 
NHNHRIRTNPAIVKTENSWSNKAKSIC 
KSHTQSQSQHLQAKPTTLSLPLTPESP 
LSLPLTPESPNDPKGSPFENKTIERTL 
ESPNDPKGSPFENKTIERTLSVELSGT 
NPFRASPKLKSSCKTVVPPPSKKPRYS 
SESSGTQGNNSTKKGPEQSELYAQLSK 
ISQELQDSRQLENKDVSSDWQGQICSS 
SDQCYLRETLEASKQVSPCSTRKQLQD 
LEASKQVSPCSTRKQLQDQEIRAELNK 
DFELYFCGRKQFFKSNYADLDSNSDDF 
SNSDDFDPASTKSKYDSLDFDSLLKEA 
SIYIDRHVMQPYYKDILPCLDGYLKTS 
SVEIKNTCTSVYTKDRAAKCKIPALDL 
VSALSRAAQKGFNKVVLKHLKKTKNLS 
PLLPGNRSPNLWLKDVLKEEGVSFLIN 
NELKFYQGFLFSEKPEKNLLIFENLID 
KDCLSIPYRLIFEKFSGKDPNSKDNSV 
SSLIRSCKFSMKMKMIDSARKQNNFSL 
RKQNNFSLAMKLLKELHKESKTRDDWL 
KMYERMYAALGDPKAPGLGAFRRKFIQ 
LGAFRRKFIQTFGKEFDKHFGKGGSKL 
RRKFIQTFGKEFDKHFGKGGSKLLRMK 
YYLSGKLFNKSKMKLTFEQVYSDCKKN 
IKYILAQYNTTKDKAFTDLNSINSVLG 
RLRPNIIPVLDEIKSMATAIKETKEAL 
PVLDEIKSMATAIKETKEALENMNSTL 
DRNKYQIHIPLPPKIDPTVTMMQVEEK 
NADSEDPKYIINVKQFAKFVVDLSDQV 
FLEAVNKVIKSYAKFSATPRYMTYNNN 
IPAILYLCYTDVMKLDLITVEAFKPIL 
KPILSTRSLKGLVKNIPQSTEILKKLM 
QQASPPDALRWIPKPWERTGPPPREGP 
GKKYSSLNLFDTYKGKSLEIQKPAVAP 
LFDTYKGKSLEIQKPAVAPRHGLQSLG 
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4771 
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4777 
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4779 
4780 
4781 
4782 
4783 
4784 
4785 
4786 
4787 
4788 
4789 
4790 
4791 
4792 
4793 
4794 

P48634 
P07737 
P07737 
P07737 
Q9UMS4 
Q9UMS4 
Q9UMS4 
Q9UMS4 
Q9UMS4 
Q13523 
Q13523 
Q13523 
O43172 
O43172 
Q9ULL5 
Q9ULL5 
P62195 
P62195 
O14818 
O14818 
Q9UNM6 
Q9UNM6 
Q14914 
Q14914 
Q92932 
Q92932 
O43272 
O43272 
O43272 
O94903 
O94903 
P54821 
P54821 
P62333 
P62333 
P62333 
P25789 
P25789 
P25789 
P20618 
P20618 
Q99460 
Q99460 
Q99460 
P06454 
P06454 
P06454 
Q15397 
Q15397 
P22102 
P22102 
P60900 
P60900 
P60900 
O00232 
O00232 
O00232 
P61289 

1196 
70 
105 
108 
266 
122 
179 
244 
261 
264 
99 
717 
200 
27 
976 
402 
335 
222 
52 
227 
186 
298 
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178 
580 
970 
405 
368 
486 
211 
125 
31 
160 
93 
72 
206 
118 
127 
176 
104 
204 
803 
310 
720 
21 
15 
103 
63 
33 
598 
350 
185 
102 
104 
180 
221 
368 
212 

PGWSPPAKSLAPKKPPTGPLPPSKEPL 
SSFYVNGLTLGGQKCSVIRDSLLQDGE 
STGGAPTFNVTVTKTDKTLVLLMGKEG 
GAPTFNVTVTKTDKTLVLLMGKEGVHG 
SEQILATLKGHTKKVTSVVFHPSQDLV 
QHDAACRVIARLTKEVTAAREALATLK 
VGMTPEIIQKLQDKATVLTTERKKRGK 
PSDTNKILTGGADKNVVVFDKSSEQIL 
VFDKSSEQILATLKGHTKKVTSVVFHP 
KIGKARSPTDDKVKIEDKSKSKDRKKS 
ASDKEGMSPAKRTKLDDLALLEDLEKQ 
ARDNARANQEVAVKIIRNNELMQKTGL 
PRAMKRLEEARLHKEIPETTRTSQMQE 
TKAPDDLVAPVVKKPHIYYGSLEEKER 
ARPTKVKAEPPPKKRKKWLKEAGGNAT 
KAEEAGGTRLEPLKPLKIKLSVPKAGE 
EEARLDILKIHSRKMNLTRGINLRKIA 
CTFIRVSGSELVQKFIGEGARMVRELF 
DIVVLGVEKKSVAKLQDERTVRKICAL 
DQSLKILNPEEIEKYVAEIEKEKEENE 
YKDALRFLGCVDIKDLPVSEQQERAFT 
PANHRQLTFEEIAKSAKITVNEVELLV 
DLLKWVLEGKIQYKEYIIEGFENMPAA 
KGCKVVGAVGSDEKVAYLQKLGFDVVF 
TEDVEKATVDNKDKLEETSGLKILQTG 
LIDMVLNKMAKGAKEIDIAATLEHLRD 
RLTLEMQRKFNVEKPLIFNTYQCYLKD 
QMTRMLQRMDVLAKKATEMGVRLMVDA 
MYHRCLDYVLEELKHNAKAKVMVASHN 
FQLLLSLREELCKKLNIPADQVELSMG 
FMLETVDSVKLADKVNSSWQRKGSPER 
RLDSPGNLDTLQAKKNFSVSHLLDLEE 
AKFRRNERAMLANKNASLLKSYSGDVT 
VVGCRRQLDKSKLKPGTRVALDMTTLT 
EVLKQLTEEKFIVKATNGPRYVVGCRR 
CNFLKVVSSSIVDKYIGESARLIREMF 
IPCEQLVTALCDIKQAYTQFGGKRPFG 
LCDIKQAYTQFGGKRPFGVSLLYIGWD 
CIGNNSAAAVSMLKQDYKEGEMTLKSA 
TLTKIIEARLKMYKHSNNKAMTTGAIA 
HVPLSLDRAMRLVKDVFISAAERDVYT 
GLNKDLKMPKVQYKSNCKPSTFAYPAP 
METEEKTSSAFVGKTPEASPEPKDQTL 
NQFRQLYSKVINDKHDDVMAKFGAILA 
TSSEITTKDLKEKKEVVEEAENGRDAP 
SDAAVDTSSEITTKDLKEKKEVVEEAE 
RAAEDDEDDDVDTKKQKTDEDDDDDDD 
SRNFEKSITKLGKKGVKQFKNKQQGDK 
KNRFHKNSDSGSSKTFPTRKVAKEGGP 
LAGFAVGAMERDQKLPHLERITEGDVV 
VVMASKGYPGDYTKGVEITGFPEAQAL 
QTESTSFLEKKVKKKFDWTFEQTVETA 
SQVQRARYEAANWKYKYGYEIPVDMLC 
VQRARYEAANWKYKYGYEIPVDMLCKR 
QELQVETYGSMEKKERVEFILEQMRLC 
KINTKFFQEENTEKLKLKYYNLMIQLD 
KNRVVEHNIRIMAKYYTRITMKRMAQL 
VEDYRRTVTEIDEKEYISLRLIISELR 
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P61289 
P31939 
P31939 
Q96EY7 
Q96EY7 
P11498 
P11498 
P11498 
P11498 
P11498 
P11498 
P11498 
P11498 
P11498 
P11498 
P11498 
P11498 
Q13200 
Q13200 
P51665 
P51665 
P51665 
P51665 
P51665 
O95758 
O95758 
P22234 
P22234 
P22234 
P11217 
P11217 
Q96QR8 
Q96QR8 
P06737 
P06737 
Q08257 
Q08257 
Q08257 
Q32P51 
Q32P51 
P20962 
P20962 
P20962 
P20962 
Q9UHX1 
Q9UHX1 
Q9UHX1 
P30566 
P30566 
P30566 
P31930 
P31930 
P31930 
P31930 
P31930 
P22695 
P22695 
P22695 

195 
66 
199 
158 
126 
600 
79 
297 
319 
434 
442 
661 
748 
992 
1061 
1090 
1124 
632 
551 
100 
204 
214 
316 
317 
465 
423 
283 
36 
247 
333 
364 
289 
267 
811 
364 
232 
23 
296 
52 
298 
35 
4 
15 
92 
276 
251 
454 
75 
147 
295 
134 
111 
138 
163 
248 
359 
66 
199 

YYITRAKLVSKIAKYPHVEDYRRTVTE 
ELTGFPEMLGGRVKTLHPAVHAGILAR 
DEAISDYFRKQYSKGVSQMPLRYGMNP 
FEPQIKDISEAALKERIELRKVKASVD 
GENVAKFIINSYPKYFQKDIAEPHIPC 
LKKIAPYVAHNFSKLFSMENWGGATFD 
IYSEQDTGQMHRQKADEAYLIGRGLAP 
DPQLRTRLTSDSVKLAKQVGYENAGTV 
NAGTVEFLVDRHGKHYFIEVNSRLQVE 
HYDSLLVKVIAHGKDHPTAATKMSRAL 
VIAHGKDHPTAATKMSRALAEFRVRGV 
AVGYTNYPDNVVFKFCEVAKENGMDVF 
THILCIKDMAGLLKPTACTMLVSSLRD 
GASLPPLDLQALEKELVDRHGEEVTPE 
FEVELERGKTLHIKALAVSDLNRAGQR 
FFELNGQLRSILVKDTQAMKEMHFHPK 
QIGAPMPGKVIDIKVVAGAKVAKGQPL 
HFDSKEKEEDKDKKEKKDKDKKEAPAD 
ILQTIMEKSETELKDTYARWLPLGLGL 
ARERIVGWYHTGPKLHKNDIAINELMK 
ITNQVHGLKGLNSKLLDIRSYLEKVAT 
LNSKLLDIRSYLEKVATGKLPINHQII 
DKEKDKDKEKSDVKKEEKKEKKKKKKK 
KEKDKDKEKSDVKKEEKKEKKKKKKKK 
SNSPLHRFKKPGSKNFQNIFPPSATLH 
LAMNHLSGQRLYGKVLRATLSKHQAVQ 
VLMGSTSDLGHCEKIKKACGNFGIPCE 
ELLDSPGKVLLQSKDQITAGNAARKNH 
LKEVTPEGLQMVKKNFEWVAERVELLL 
RDPVRTNFDAFPDKVAIQLNDTHPSLA 
MRILVDLERMDWDKAWDVTVRTCAYTN 
ADEMKEIQERQRDKLYERRGGGSGGGE 
YRNAITVPFKAWGKFGGAFCRYADEMK 
WNTMVLKNIAASGKFSSDRTIKEYAQN 
MRIFVDIEKLPWSKAWELTQKTFAYTN 
DIIIEMLANVNLSKDLSLLSHGGRVIV 
AVRVFEFGGPEVLKLRSDIAVPIPKDH 
AAALQAGMEIGWLKPVIGSQYPLEKVA 
TLTDCVVMRDPNTKRSRGFGFVTYATV 
SSGPYGGGGQYFAKPQNQGGYGVSSSS 
EKVEEKASRKERKKEVVEEEENGAEEE 
MMMMMMMMMMMSEKSVEAAAELSAKDL 
SEKSVEAAAELSAKDLKEKKEKVEEKA 
LKRAAEEEDEADPKRQKTENGASAAAA 
TGKHKGYGFIEYEKAQSSQDAVSSMNL 
SDDDIKSVFEAFGKIKSCTLARDPTTG 
SISGSSARHMVMQKLLRKQESTVMVLR 
IQEMKSNLENIDFKMAAEEEKRLRHDV 
KLARVISRLADFAKERASLPTLGFTHF 
FEKQQIGSSAMPYKRNPMRSERCCSLA 
NAYSTREHTAYYIKALSKDLPKAVELL 
FKGTKNRPGSALEKEVESMGAHLNAYS 
TREHTAYYIKALSKDLPKAVELLGDIV 
IVQNCSLEDSQIEKERDVILREMQEND 
GGVEHQQLLDLAQKHLGGIPWTYAEDA 
AAGDVIKAAYNQVKTIAQGNLSNTDVQ 
ENYSPVSRIGLFIKAGSRYEDFSNLGT 
LANPLYCPDYRIGKVTSEELHYFVQNH 
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O96011 
O96011 
P27708 
P27708 
P27708 
O14949 
P35241 
P35241 
P35241 
P35241 
P35241 
P35241 
P46060 
P46060 
Q9UKM9 
Q9UKM9 
Q9UKM9 
Q9H6Z4 
Q9H6Z4 
Q9H6Z4 
Q96S59 
Q96S59 
P49792 
P49792 
P07919 
P07919 
P07919 
Q16576 
Q16576 
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Q16576 
P98175 
P98175 
P49756 
P49756 
Q92804 
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P17812 
P17812 
P14927 
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P42696 
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P38159 
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Q9UJ41 
Q9UJ41 
Q9UJ41 
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P63244 
Q8IUD2 
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250 
189 
43 

1183 
747 
1411 
33 
253 
60 
79 
83 
139 
165 
352 
524 
216 
44 
165 
32 
9 
21 
224 
405 
1684 
1977 
45 
42 
85 
155 
4 

119 
159 
834 
383 
177 
135 
192 
268 
280 
100 
64 
12 
19 
78 
83 
96 
107 
151 
47 
30 
457 
329 
348 
172 
130 
183 
310 
10 

FLNMRGGLGLSGAKANYRGGEIREQNG 
PGTPGGGLPQLALKLRLQVLLLARVLR 
HALQRHGASPELQKQIRQLESHLSLGR 
PPQDITAKTLERIKAIVHAVGQELQVT 
DYCVVKIPRWDLSKFLRVSTKIGSCMK 
RGAGGRRLSSFVTKGYRTRRLAADFSV 
SPFEQRAYPHVFTKGIPNVLRRIRESF 
FPWSEIRNISFNDKKFVIKPIDKKAPD 
LQYVDSKGYSTWLKLNKKVTQQDVKKE 
TQQDVKKENPLQFKFRAKFFPEDVSEE 
VKKENPLQFKFRAKFFPEDVSEELIQE 
ASYAVQAKYGDYNKEIHKPGYLANDRL 
LLPQRVLEQHKLTKEQWEERIQNWHEE 
EQLQEVLEGFNMAKVLASLSDDEDEEE 
TFLTRLLVHMGLLKSEDKVKAIANLYG 
ALLSRLEQIAAEQKANPDGKKKGDGGG 
ALVKKSDVETIFSKYGRVAGCSVHKGY 
VPLVRRVKTNVPVKLFARSTAVTTSSA 
FQKDKGQKSPAEQKNLSDSGEEPRGEA 
MMMMMMADLANEEKPAIAPPVFVFQKD 
EKPAIAPPVFVFQKDKGQKSPAEQKNL 
ACGIYYFEVKIVSKGRDGYMGIGLSAQ 
STDQTVLEELASIKNRQRIQKLVLAGR 
CSVCLVRNEASATKCIACQNPGKQNQT 
KDPNFKGFSGAGEKLFSSQYGKMANKA 
TVREQCEQLEKCVKARERLELCDERVS 
PLTTVREQCEQLEKCVKARERLELCDE 
FDFLHARDHCVAHKLFNNLKKKKKKKK 
KTPSSDVLVFDYTKHPAKPDPSGECNP 
MMMMMMMMMMMASKEMFEDTVEERVIN 
GFGSVTGKIECEIKINHEGEVNRARYM 
SDVLVFDYTKHPAKPDPSGECNPDLRL 
RREKYGIPEPPEPKRRKYGGISTASVD 
LTIDGKTINVEFAKGSKRDMASNEGSR 
KTKAQLDEWKAKKKASNGNARPETVTN 
ASGKLQAFGFCEYKEPESTLRALRLLH 
GSQGGGRGRGGYDKDGRGPMTGSSGGD 
KQIGIIKTNKKTGKPMINLYTDKDTGK 
LRRLDLPIERQPRKMLMKWKEMADRYD 
NLTTGKIYQYVINKERKGDYLGKTVQV 
LPENLYNDRMFRIKRALDLNLKHQILP 
MMMAGKQAVSASGKWLDGIRKWYYNAA 
AVSASGKWLDGIRKWYYNAAGFNKLGL 
RALDLNLKHQILPKEQWTKYEEENFYL 
NLKHQILPKEQWTKYEEENFYLEPYLK 
KYEEENFYLEPYLKEVIRERKEREEWA 
IERPLSQEPAKKVKAKKKHTNAEKKLA 
KQGQKRKNSQPGVKVADRKILDDTEDT 
IVEVLLMKDRETNKSRGFAFVTFESPA 
TETNEKALEAVFGKYGRIVEVLLMKDR 
ETTDDEKKDLAIQKRIRALRWVTPQML 
VSKEFIEFLKTFHKTGQEIYKQTKLFL 
YKQTKLFLEGMHYKRDLSIEEQSECAQ 
NSSNPIIVSCGWDKLVKVWNLANCKLK 
NRQIVSGSRDKTIKLWNTLGVCKYTVQ 
WDKLVKVWNLANCKLKTNHIGHTGYLN 
TQKQTLNARDESIKKLLEMLQSKGLSA 
MMMMMYGSARSVGKVEPSSQSPGRSPR 
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4911 
4912 
4913 
4914 
4915 
4916 
4917 
4918 
4919 
4920 
4921 
4922 
4923 
4924 
4925 
4926 
4927 
4928 
4929 
4930 
4931 
4932 
4933 
4934 
4935 
4936 
4937 
4938 
4939 
4940 
4941 
4942 
4943 
4944 
4945 
4946 
4947 
4948 
4949 
4950 
4951 
4952 
4953 
4954 
4955 
4956 
4957 
4958 
4959 
4960 
4961 
4962 
4963 
4964 
4965 
4966 
4967 
4968 

Q96PK6 
Q96PK6 
Q9P258 
Q9P258 
Q9P258 
Q9P258 
Q9P258 
Q9BWE0 
Q9BWE0 
Q9BWE0 
P01116 
P01116 
Q8IXT5 
Q8IXT5 
Q09028 
Q09028 
Q09028 
Q7Z6E9 
Q7Z6E9 
Q96T37 
Q96T37 
P06400 
P06400 
P06400 
P06400 
P06400 
P40938 
P40938 
P35249 
P35249 
P35249 
Q15276 
Q15276 
Q92878 
Q92878 
P43487 
P43487 
P43487 
P62826 
P62826 
P62826 
P62826 
P62826 
P61026 
P61026 
P15153 
P15153 
Q9NW64 
Q9NW64 
Q5T8P6 
Q5T8P6 
Q8TC12 
Q8TC12 
Q15493 
Q15493 
Q15493 
Q15493 
Q7Z5B4 

594 
164 
272 
92 
124 
293 
377 
295 
33 
276 
101 
104 
928 
319 
25 
4 

160 
1731 
130 
73 
450 
294 
810 
860 
873 
874 
154 
20 
84 
6 
13 
558 
282 
501 
959 
97 
150 
183 
23 
60 
71 
99 
159 
177 
102 
130 
147 
66 
212 
770 
510 
165 
112 
38 
144 
244 
253 
185 

LSPPRASYDDPYKKAVAMSKRYGSDRR 
QKKGPGLAVQSGDKTKKPGAGDTAFPG 
MACGAEFSMIMDCKGNLYSFGCPEYGQ 
GGAAVVITEPEHTKERVKLEGSKCKGQ 
ATNWDLIGRKEVPKQQAAYRNLGQNLW 
CPEYGQLGHNSDGKFIARAQRIEYDCE 
HAEQKDEMVPRLVKLFDFPGRGASQIY 
HRRIHTGEKPYPCKECGRRFRHKPNLL 
LSGPSQESPQTLGKESRGLRQQGTSVA 
PHQCPECGKRFTNKPYLTSHRRIHTGE 
KSFEDIHHYREQIKRVKDSEDVPMVLV 
EDIHHYREQIKRVKDSEDVPMVLVGNK 
PKINCGSGRVTPIKIMNLPFKANVNEI 
GTDLTDEQIRFLYKDENRTRYAFVMFK 
VEERVINEEYKIWKKNTPFLYDLVMTH 
MMMMMMMMMMMADKEAAFDDAVEERVI 
SDVLVFDYTKHPSKPDPSGECNPDLRL 
ASSAESQDSKKKKKKKEKKKHKKHKKH 
TANLAEANASEEDKIKAMMSQSGHEYD 
GGEDSTSRGERSKKLGGSGGSNGSSSG 
KIIIRNPIKIGYGKATPTTRLWVGGLG 
HECNIDEVKNVYFKNFIPFMNSLGLVT 
LRIPGGNIYISPLKSPYKISEGLPTPT 
KINQMVCNSDRVLKRSAEGSNPPKPLK 
KRSAEGSNPPKPLKKLRFDIEGSDEAD 
RSAEGSNPPKPLKKLRFDIEGSDEADG 
TKDAQHALRRTMEKYMSTCRLILCCNS 
KYRPCSLGRLDYHKEQAAQLRNLVQCG 
LPNLLFYGPPGTGKTSTILAAARELFG 
MMMMMMMMMQAFLKGTSISTKPPLTKD 
MMQAFLKGTSISTKPPLTKDRGVAASA 
GIQIQEAETRDQVKKLQLMLRQANDQL 
ERQQHNQLKHTWQKANDQFLESQRLLM 
LSKAEKNSNVETLKMEVISLQNEKADL 
DIKEKVKNIHGYMKDIENYIQDGKDDY 
GAIRLLMRRDKTLKICANHYITPMMEL 
LLAIRFLNAENAQKFKTKFEECRKEIE 
GSGKNDHAEKVAEKLEALSVKEETKED 
QFKLVLVGDGGTGKTTFVKRHLTGEFE 
VHPLVFHTNRGPIKFNVWDTAGQEKFG 
PIKFNVWDTAGQEKFGGLRDGYYIQAQ 
AIIMFDVTSRVTYKNVPNWHRDLVRVC 
YYDISAKSNYNFEKPFLWLARKLIGDP 
LTLAEDILRKTPVKEPNSENVDISSGG 
YDITNGKSFENISKWLRNIDEHANEDV 
LDLRDDKDTIEKLKEKKLAPITYPQGL 
LAPITYPQGLALAKEIDSVKYLECSAL 
TVFRWCPGVRMRFKKTEVCQTCSKLKN 
KDRYYGINDPVADKLLKRASTMPRLDP 
SKLEKNKTMKSEDKAEIMKTLEVLTKN 
GEPGVPTKKTWFDKPNFNRTNSPGFQK 
GHFLLTHLLLEKLKESAPSRIVNVSSL 
LDLSDTKSIRAFAKGFLAEEKHLHVLI 
VSNSLLFVDIPAKKVCRWDSFTKQVQR 
QGALYSLFPDHHVKKYFDQVDISNGLD 
TGKRLQTVKLPVDKTTSCCFGGKNYSE 
LPVDKTTSCCFGGKNYSEMYVTCARDG 
GESRAQTVTSDQEKRLLHQLREITRVM 
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4989 
4990 
4991 
4992 
4993 
4994 
4995 
4996 
4997 
4998 
4999 
5000 
5001 
5002 
5003 
5004 
5005 
5006 
5007 
5008 
5009 
5010 
5011 
5012 
5013 
5014 
5015 
5016 
5017 
5018 
5019 
5020 
5021 
5022 
5023 
5024 
5025 
5026 

Q7Z5B4 
P27694 
P27694 
P27694 
P27694 
P46063 
P46063 
P46063 
Q13123 
Q13123 
Q13123 
P23921 
P23921 
P23921 
Q9P2R6 
Q9P2R6 
Q2KHR2 
Q2KHR2 
P26373 
P26373 
P26373 
P50914 
P50914 
P50914 
P50914 
P35250 
P35250 
P35250 
Q07960 
Q07960 
P62913 
P62913 
P62913 
P30050 
P30050 
Q02543 
Q02543 
P83731 
P83731 
P83731 
P83731 
P83731 
P62906 
P62906 
P62906 
P62906 
P46776 
P46776 
P46776 
P46776 
P40429 
P40429 
P62888 
P62888 
O76021 
O76021 
P61353 
P61353 

202 
343 
163 
167 
259 
452 
514 
522 
151 
98 
137 
563 
17 
376 
439 
1158 
506 
607 
42 
16 
177 
147 
79 
85 
204 
192 
163 
304 
59 
80 
159 
52 
85 
130 
54 
128 
76 
119 
27 
77 
93 
131 
102 
91 
106 
118 
94 
47 
55 
110 
115 
191 
44 
26 
240 
468 
109 
27 

HQLREITRVMKEGKFIDRFSPEKEAEE 
TKITVRSNNREVAKRNIYLMDTSGKVV 
GMGSTVSKAYGASKTFGKAAGPSLSHT 
TVSKAYGASKTFGKAAGPSLSHTSGGT 
FPLIEVNKVYYFSKGTLKIANKQFTAV 
KLYEMVSYCQNISKCRRVLMAQHFDEV 
KQAEELNEKLTPLKLIDSWMGKGAAKL 
KLTPLKLIDSWMGKGAAKLRVAGVVAP 
SAAEKRRQLIQESKFLGGDMEHTHLVK 
RQQEIERERELAEKYRDRAKERRDGVN 
ANYRAVGPTAEADKSAAEKRRQLIQES 
QGPYETYEGSPVSKGILQYDMWNVTPT 
IKRDGRQERVMFDKITSRIQKLCYGLN 
WGEEFEKLYASYEKQGRVRKVVKAQQL 
KETGELITFYYYWKKTPEAASSRAHRR 
ARTDLYFMPLAGSKLAKKREEAIEKAK 
IKATKVCDQRTKCKSRCNEMLPGTSTG 
GSVKKDQKVPHSGKTEGSTAGAQIPSK 
PARKIRRRKARQAKARRIAPRPASGPI 
PSRNGMVLKPHFHKDWQRRVATWFNQP 
EKARVITEEEKNFKAFASLRMARANAR 
ALLKASPKKAPGTKGTAAAAAAAAAAK 
HSAHQKYVRQAWQKADINTKWAATRWA 
YVRQAWQKADINTKWAATRWAKKIEAR 
APKAQKGQKAPAQKAPAPKASGKKAAA 
EPIQSRCAVLRYTKLTDAQILTRLMNV 
AQQALRRTMEIYSKTTRFALACNASDK 
SPEDIIGNIFRVCKTFQMAEYLKLEFI 
DSKSSSPELVTHLKWDDPYYDIARHQI 
IARHQIVEVAGDDKYGRKIIVFSACRM 
RRTGCIGAKHRISKEEAMRWFQQKYDG 
VLEQLTGQTPVFSKARYTVRSFGIRRN 
CTVRGAKAEEILEKGLKVREYELRKNN 
RHRSLARELSGTIKEILGTAQSVGCNV 
KVGDDIAKATGDWKGLRITVKLTIQNR 
ARHRARAHSIQIMKVEEIAASKCRRPA 
YCGQVFEKSPLRVKNFGIWLRYDSRSG 
EQAIRAAKEAKKAKQASKKTAMAAAKA 
YPGHGRRYARTDGKVFQFLNAKCESAF 
SEEIQKKRTRRAVKFQRAITGASLADI 
RAITGASLADIMAKRNQKPEVRKAQRE 
AKQASKKTAMAAAKAPTKAAPKQKIVK 
ALKKLNKNKKLVKKLAKKYDAFLASES 
KAVDIPHMDIEALKKLNKNKKLVKKLA 
LNKNKKLVKKLAKKYDAFLASESLIKQ 
KKYDAFLASESLIKQIPRILGPGLNKA 
LVSEQTRVNAAKNKTGAAPIIDVVRSG 
NAGGLHHHRINFDKYHPGYFGKVGMKH 
RINFDKYHPGYFGKVGMKHYHLKRNQS 
AAPIIDVVRSGYYKVLGKGKLPKQPVI 
LKVFDGIPPPYDKKKRMVVPAALKVVR 
RKQAEKNVEKKIDKYTEVLKTHGLLVV 
YKQTLKMIRQGKAKLVILANNCPALRK 
SINSRLQLVMKSGKYVLGYKQTLKMIR 
IENIVAVTKGLSEKLPEKWESVKLLFV 
PKKPEAKFFTTPSKSVRKASHTPKKWP 
VNKDVFRDPALKRKARREAKVKFEERY 
LAGRYSGRKAVIVKNIDDGTSDRPYSH 
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5071 
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5077 
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5079 
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5082 
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P61353 
P62899 
P62899 
P62899 
P62899 
P62910 
P62910 
P46777 
P46777 
P46777 
P46777 
P63173 
P63173 
P63173 
P35268 
P35268 
P62750 
P62750 
P47914 
P47914 
P47914 
P61927 
P61927 
Q9NYK5 
Q9NYK5 
Q9HD33 
Q9HD33 
P18077 
P18077 
P18077 
P42766 
P42766 
P42766 
P39023 
P39023 
P39023 
P39023 
P39023 
P39023 
P62987 
P62987 
Q02878 
Q02878 
P62424 
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P62424 
Q9Y3U8 
Q9Y3U8 
P49207 
P49207 
P49207 
Q969Q0 
Q969Q0 
P18124 
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Q9BXT8 

93 
51 
55 
70 
75 
32 
50 
41 
5 
48 
220 
50 
9 
67 
93 
69 
37 
70 
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5 
33 
68 
10 
72 
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107 
144 
45 
8 
63 
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19 
43 
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136 
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294 
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112 
98 
207 
239 
37 
34 
97 
217 
19 
62 
69 
36 
43 
86 
53 
181 
124 
127 
736 

LMPTRYSVDIPLDKTVVNKDVFRDPAL 
FKKRAPRALKEIRKFAMKEMGTPDVRI 
APRALKEIRKFAMKEMGTPDVRIDTRL 
MGTPDVRIDTRLNKAVWAKGIRNVPYR 
VRIDTRLNKAVWAKGIRNVPYRIRVRL 
KFIRHQSDRYVKIKRNWRKPRGIDNRV 
KPRGIDNRVRRRFKGQILMPNIGYGSN 
TDYYARKRLVIQDKNKYNTPKYRMIVR 
MMMMMMMMMMGFVKVVKNKAYFKRYQV 
RLVIQDKNKYNTPKYRMIVRVTNRDII 
YMRYLMEEDEDAYKKQFSQYIKNSVTP 
RCSRYLYTLVITDKEKAEKLKQSLPPG 
MMMMMMPRKIEEIKDFLLTARRKDAKS 
EKLKQSLPPGLAVKELKKKKKKKKKKK 
KRYLKYLTKKYLKKNNLRDWLRVVANS 
LGGGVVTIERSKSKITVTSEVPFSKRY 
AKKAVLKGVHSHKKKKIRTSPTFRRPK 
QPKYPRKSAPRRNKLDHYAIIKFPLTT 
HPKLGKRARARIAKGLRLCRPKAKAKA 
MMMMMMMMMMAKSKNHTTHNQSRKWHR 
GIKKPRSQRYESLKGVDPKFLRNMRFA 
RRNTTGTGRMRHLKIVYRRFRHGFREG 
MMMMMTKGTSSFGKRRNKTHTLCRRCG 
TPRTEKIEVKHVGKTDPGTVFVMNKNI 
WDMYKPLTKSCEIKFLTFKDCDPGEVN 
SNEDLHKLWYVLLKERNMLLTLEQEAK 
RLDKVVDSMDALDKVVQEREDALRLLQ 
GVYARDETEFYLGKRCAYVYKAKNNTV 
MMMMMMMSGRLWSKAIFAGYKRGLRNQ 
VYKAKNNTVTPGGKPNKTRVIWGKVTR 
RRLNKHEENLKTKKQQRKERLYPLRKY 
ARDLRGKKKEELLKQLDDLKVELSQLR 
QLRVAKVTGGAASKLSKIRVVRKSIAR 
FGQDEMIDVIGVTKGKGYKGVTSRWHT 
HKSKKKAFTKYCKKWQDEDGKKQLEKD 
GYHHRTEINKKIYKIGQGYLIKDGKLI 
NKKIYKIGQGYLIKDGKLIKNNASTDY 
VQTKRRALEKIDLKFIDTTSKFGHGRF 
LEKIDLKFIDTTSKFGHGRFQTMEEKK 
CYARLHPRAVNCRKKKCGHTNNLRPKK 
LAQKYNCDKMICRKCYARLHPRAVNCR 
VIATSTKIDISNVKIPKHLTDAYFKKK 
RHQEGEIFDTEKEKYEITEQRKIDQKA 
AKKVVNPLFEKRPKNFGIGQDIQPKRD 
KQEAKKVVNPLFEKRPKNFGIGQDIQP 
TQALDRQTATQLLKLAHKYRPETKQEK 
FTQVNSEDKGALAKLVEAIRTNYNDRY 
PMAVGLNKGHKVTKNVSKPRHSRRRGR 
GFAPYERRAMELLKVSKDKRALKFIKK 
VRAVRPKVLMRLSKTKKHVSRAYGGSM 
SRTPGNRIVYLYTKKVGKAPKSACGVC 
IVYLYTKKVGKAPKSACGVCPGRLRGV 
VEPNCRSKRMLAIKRCKHFELGGDKKR 
RYDRKQSGYGGQTKPIFRKKAKTTKKI 
ALTDNALIARSLGKYGIICMEDLIHEI 
LLRLRQIFNGTFVKLNKASINMLRIVE 
LRQIFNGTFVKLNKASINMLRIVEPYI 
EILCPVQDQACVAKFEDGIWYRAKVIG 
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5133 
5134 
5135 
5136 
5137 
5138 
5139 
5140 
5141 
5142 

Q9BXT8 
Q13151 
Q13151 
P09651 
P09651 
P09651 
P22626 
P22626 
P22626 
P22626 
P36578 
P36578 
P36578 
P36578 
P36578 
P36578 
P36578 
Q96DB5 
Q96DB5 
Q05823 
Q05823 
Q5TBB1 
Q5TBB1 
P35398 
P35398 
P32969 
P32969 
Q9H2W6 
Q9H2W6 
P51991 
P51991 
P05387 
P05387 
Q96GC5 
Q96GC5 
Q96E39 
Q96E39 
Q13464 
Q13464 
P52815 
P52815 
P52815 
P52815 
P52815 
O14802 
O14802 
Q16518 
Q16518 
Q9Y508 
Q9Y508 
Q9Y508 
Q14684 
Q14684 
Q9Y2L1 
Q9Y2L1 
Q15287 
Q15287 
P10155 

234 
137 
133 
78 
3 

350 
120 
104 
168 
173 
308 
14 
106 
259 
333 
353 
364 
139 
165 
470 
684 
109 
295 
62 
38 
168 
121 
61 
230 
204 
134 
99 
21 
51 
199 
47 
30 

1020 
647 
91 
138 
150 
162 
178 
1224 
445 
216 
113 
60 
102 
112 
369 
652 
895 
18 
152 
218 
204 

SNLIKAKSYIEEKKNNLNAAMNIARAL 
VEKAEIIADKQSGKKRGFGFVYFQNHD 
QFGTVEKAEIIADKQSGKKRGFGFVYF 
VEEVDAAMNARPHKVDGRVVEPKRAVS 
MMMMMMMMMMMMSKSESPKEPEQLRKL 
SSGPYGGGGQYFAKPRNQGGYGGSSSS 
AHVTVKKLFVGGIKEDTEEHHLRDYFE 
VEPKRAVAREESGKPGAHVTVKKLFVG 
FGFVTFDDHDPVDKIVLQKYHTINGHN 
FDDHDPVDKIVLQKYHTINGHNAEVRK 
SPEIQRALRAPRKKIHRRVLKKNPLKN 
MACARPLISVYSEKGESSGKNVTLPAV 
GNMCRGGRMFAPTKTWRRWHRRVNTTQ 
VGRFCIWTESAFRKLDELYGTWRKAAS 
KNLRIMLKLNPYAKTMRRNTILRQARN 
ILRQARNHKLRVDKAAAAAAALQAKSD 
VDKAAAAAAALQAKSDEKAAVAGKKPV 
RDVAQLSRTSEEEKKLLVYEALEYAKR 
RALEKNESSFASHKWYAICLSDVGDYE 
EDEFARNVLSSIFKAVQELHLSCGYTH 
EHIDEEKHKKMKLKIGDPSLYFQKTFP 
LLLHYLIKADKEGKFQPLDQVVVDNVF 
AQKALAKVDKSGMKSIDTFFGVKNKKK 
SYSSTSRGISVTKKTHTSQIEIIPCKI 
GSRETPLNQESARKSEPPAPVRRQSYS 
SNSAALIQQATTVKNKDIRKFLDGIYV 
NGSLVEIRNFLGEKYIRRVRMRPGVAC 
LGALCLQRPPVVSKPLTPLQEEMASLL 
FPQAMRTESNLGAKVFFFKALLLTGDF 
INGHNCEVKKALSKQEMQSAGSQRGRG 
AHLTVKKIFVGGIKEDTEEYNLRDYFE 
SAPAAAEEKKDEKKEESEESDDDMGFG 
LLAALGGNSSPSAKDIKKILDSVGIEA 
GGILLSISRPYKTKPTHGIGKYKHLIK 
VKEHTEEDFKGRFKARPELEELLAKLK 
IVEVLLIKDRETNKSRGFAFVTFESPA 
TETNEKALETVFGKYGRIVEVLLIKDR 
AEIMNRKDFKIDRKKANTQDLRKKEKE 
LQEEVKHLKHNLEKVEGERKEAQDMLN 
EISDLNELLKKTLKIQDVGLVPMGGVM 
KERTHFTVRLTEAKPVDKVKLIKEIKN 
AKPVDKVKLIKEIKNYIQGINLVQAKK 
IKNYIQGINLVQAKKLVESLPQEIKAN 
VESLPQEIKANVAKAEAEKIKAALEAV 
VIHIDEQSGKEKYKLLVEGDNLRAVMA 
LKYGNREKMAQELKYGDIVERHLIDGD 
AYNIVKIPPLQADKEDPISKSEIVVQF 
ITEFGTCAFPDPCKNIFSRFFSYFRGV 
VFCSACLQECLKPKKPVCGVCRSALAP 
TSCHGCRKNFFLSKIRSHVATCSKYQN 
FLSKIRSHVATCSKYQNYIMEGVKATI 
QILSQGKHKKKGNKLLEKTNLEKEKGS 
ESDFVKFDTPFLPKPLFFRRAKSSTAT 
NPQLIYDDEIPSLKIEDTVFHVFDKVK 
KTFLKKTRAGGVMKIVREHYLRDDIGC 
SKSKPPKRDEKERKRRSPSPKPTKVHI 
YAYVEFENPDEAEKALKHMDGGQIDGQ 
SSEGLAIVTKYITKGWKEVHELYKEKA 
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90 
 
5143 
5144 
5145 
5146 
5147 
5148 
5149 
5150 
5151 
5152 
5153 
5154 
5155 
5156 
5157 
5158 
5159 
5160 
5161 
5162 
5163 
5164 
5165 
5166 
5167 
5168 
5169 
5170 
5171 
5172 
5173 
5174 
5175 
5176 
5177 
5178 
5179 
5180 
5181 
5182 
5183 
5184 
5185 
5186 
5187 
5188 
5189 
5190 
5191 
5192 
5193 
5194 
5195 
5196 
5197 
5198 
5199 
5200 

P10155 
P10155 
Q99729 
Q99729 
Q99729 
P62277 
P62277 
P62277 
P04843 
P04843 
P04843 
P62280 
P62280 
P62280 
P62280 
P39019 
P39019 
P39019 
P39019 
P39019 
P62266 
P62266 
P62266 
P15880 
P15880 
P15880 
P23396 
P23396 
P23396 
Q9P2E9 
Q9P2E9 
P08708 
P08708 
P62273 
P62273 
P25398 
P25398 
P61247 
P61247 
P61247 
P61247 
Q6PCB5 
Q6PCB5 
P62979 
P62979 
P62979 
P62979 
P62701 
P62701 
P62241 
P62241 
P62241 
Q96T23 
Q96T23 
Q96T23 
P08865 
P08865 
P08865 

224 
359 
227 
215 
318 
93 
27 
34 
37 
187 
538 
79 
38 
45 
58 
29 
23 
111 
115 
143 
37 
54 
135 
142 
263 
275 
75 
62 
132 
1159 
932 
107 
19 
33 
48 
93 
129 
115 
34 
56 
249 
251 
28 
99 
104 
113 
152 
134 
233 
26 
37 
128 
405 
1050 
1339 
57 
52 
89 

ELYKEKALSVETEKLLKYLEAVEKVKR 
DEEILKALDAAFYKTFKTVEPTGKRFL 
KKFHTVSGSKCEIKVAQPKEVYQQQQY 
FKEEEPVKKVLEKKFHTVSGSKCEIKV 
PGYDYSQGSTNYGKSQRRGGHQNNYKP 
LAPDLPEDLYHLIKKAVAVRKHLERNR 
SALPYRRSVPTWLKLTSDDVKEQIYKL 
SVPTWLKLTSDDVKEQIYKLAKKGLTP 
ASSEAPPLINEDVKRTVDLSSHLAKVT 
RVKLASRNVESYTKLGNPTRSEDLLDY 
ALTSEIALLQSRLKTEGSDLCDRVSEM 
VSIRGRILSGVVTKMKMQRTIVIRRDY 
LGETGKEKLPRYYKNIGLGFKTPKEAI 
KLPRYYKNIGLGFKTPKEAIEGTYIDK 
KTPKEAIEGTYIDKKCPFTGNVSIRGR 
RALAAFLKKSGKLKVPEWVDTVKLAKH 
NQQEFVRALAAFLKKSGKLKVPEWVDT 
SVARRVLQALEGLKMVEKDQDGGRKLT 
RVLQALEGLKMVEKDQDGGRKLTPQGQ 
DLDRIAGQVAAANKKHHHHHHHHHHHH 
DKQYKKAHLGTALKANPFGGASHAKGI 
FGGASHAKGIVLEKVGVEAKQPNSAIR 
VVKVANVSLLALYKGKKERPRSSSSSS 
AIGDYNGHVGLGVKCSKEVATAIRGAI 
YLTPDLWKETVFTKSPYQEFTDHLVKT 
TKSPYQEFTDHLVKTHTRVSVQRTQAP 
KGRRIRELTAVVQKRFGFPEGSVELYA 
IILATRTQNVLGEKGRRIRELTAVVQK 
CYGVLRFIMESGAKGCEVVVSGKLRGQ 
QKSVEEEEQVWRAKVGAAEEELQKSRV 
HSKLQSSEAEVRSKCEELSGLHGQLQE 
EIIEVDPDTKEMLKLLDFGSLSNLQVT 
TKTVKKAARVIIEKYYTRLGNDFHTNK 
SCRVCSNRHGLIRKYGLNMCRQCFRQY 
GLNMCRQCFRQYAKDIGFIKLDDDDDD 
DDNKKLGEWVGLCKIDREGKPRKVVGC 
KESQAKDVIEEYFKCKKKKKKKKKKKK 
GMDLTRDKMCSMVKKWQTMIEAHVDVK 
VVDPFSKKDWYDVKAPAMFNIRNIGKT 
NIGKTLVTRTQGTKIASDGLKGRVFEV 
SSSGKATGDETGAKVERADGYEPPVQE 
EKPKTNIEDLQIKKVKKKKKKKHKENE 
APTATVSEKEPFGKLQLSSRDPPGSLS 
TTPKKNKHKRKKVKLAVLKYYKVDENG 
NKHKRKKVKLAVLKYYKVDENGKISRL 
LAVLKYYKVDENGKISRLRRECPSDEC 
HYCGKCCLTYCFNKPEDKKKKKKKKKK 
YKLCKVRKIFVGTKGIPHLVTHDARTI 
TRLSNIFVIGKGNKPWISLPRGKGIRL 
KTGGKRKPYHKKRKYELGRPAANTKIG 
KRKYELGRPAANTKIGPRRIHTVRVRG 
SHYALPLGRKKGAKLTPEEEEILNKKR 
SDDFDSPVKGPLCKSVTPTKEFLKDEI 
DIKEADGGGVGRGKDISTITGHRGKDI 
QPRVLPSEQESTKKPYRIESDEEEDFE 
DGIYIINLKRTWEKLLLAARAIVAIEN 
YKRKSDGIYIINLKRTWEKLLLAARAI 
VISSRNTGQRAVLKFAAATGATPIAGR 
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5201 
5202 
5203 
5204 
5205 
5206 
5207 
5208 
5209 
5210 
5211 
5212 
5213 
5214 
5215 
5216 
5217 
5218 
5219 
5220 
5221 
5222 
5223 
5224 
5225 
5226 
5227 
5228 
5229 
5230 
5231 
5232 
5233 
5234 
5235 
5236 
5237 
5238 
5239 
5240 
5241 
5242 
5243 
5244 
5245 
5246 
5247 
5248 
5249 
5250 
5251 
5252 
5253 
5254 
5255 
5256 
5257 
5258 

P62244 
P62244 
P62269 
P62269 
P62269 
P60866 
P60866 
P60866 
P60866 
P63220 
P63220 
P62851 
P62851 
P62851 
P62851 
P62851 
P62851 
P62861 
P62861 
P62081 
P62081 
Q86VV8 
Q86VV8 
P46782 
P46782 
P62753 
P62753 
P09234 
P09234 
P09661 
P09661 
P08579 
P08579 
Q9Y3D9 
Q9Y3D9 
P51398 
P51398 
P51398 
P08621 
P08621 
P60903 
P60903 
P60903 
P60903 
P60903 
P60903 
P31949 
P31949 
P31949 
P46781 
P46781 
P46781 
P46781 
Q96HN2 
Q96HN2 
Q9Y2R9 
Q9Y2R9 
Q9Y2R9 

43 
88 
115 
94 
106 
86 
8 
34 
75 
51 
81 
57 
43 
52 
60 
66 
94 
21 
51 
15 
74 

1229 
811 
167 
47 
221 
211 
31 
52 
153 
172 
85 
111 
169 
102 
370 
175 
207 
27 
118 
18 
23 
28 
37 
54 
57 
65 
3 
27 
22 
66 
116 
155 
405 
121 
223 
208 
228 

CSKVIVRFLTVMMKHGYIGEFEIIDDH 
ISPRFDVQLKDLEKWQNNLLPSRQFGF 
GLDNKLREDLERLKKIRAHRGLRHFWG 
DWFLNRQKDVKDGKYSQVLANGLDNKL 
GKYSQVLANGLDNKLREDLERLKKIRA 
GSKTWDRFQMRIHKRLIDLHSPSEIVK 
MMMMMMMAFKDTGKTPVEPEVAIHRIR 
RITLTSRNVKSLEKVCADLIRGAKEKN 
RITTRKTPCGEGSKTWDRFQMRIHKRL 
EVDKVTGRFNGQFKTYAICGAIRRMGE 
SILRLAKADGIVSKNFFFFFFFFFFFF 
LNNLVLFDKATYDKLCKEVPNYKLITP 
AKKKKWSKGKVRDKLNNLVLFDKATYD 
KVRDKLNNLVLFDKATYDKLCKEVPNY 
LVLFDKATYDKLCKEVPNYKLITPAVV 
ATYDKLCKEVPNYKLITPAVVSERLKI 
GSLARAALQELLSKGLIKLVSKHRAQV 
RAGKVRGQTPKVAKQEKKKKKTGRAKR 
YNRRFVNVVPTFGKKKGPNANSSSSSS 
FSSSAKIVKPNGEKPDEFESGISQALL 
IIFVPVPQLKSFQKIQVRLVRELEKKF 
DTLLLNFMEVTDRKCSELLYVFQTQLA 
ARVLSRVTDLFIGKKPIELRLDDRREL 
LCTGAREAAFRNIKTIAECLADELINA 
SLQDYIAVKEKYAKYLPHSAGRYAAKR 
EYAKLLAKRMKEAKEKRQEQIAKRRRL 
RTKKNKEEAAEYAKLLAKRMKEAKEKR 
PSVRKTHCSGRKHKENVKDYYQKWMEE 
QKWMEEQAQSLIDKTTAAFQQGKIPPT 
PQVRVLDFQKVKLKERQEAEKMFKGKR 
EKMFKGKRGAQLAKDIARRSKTFNPGA 
FPFYGKPMRIQYAKTDSDIISKMRGTF 
FADKEKKKEKKKAKTVEQTATTTNKKP 
VRPQTALEENETQKEVPQDQHLEAPAD 
NPNFKSTCQRFVEKYTELQKLGETDEE 
IQYYLENNWLQHEKAPTEEGKKELLFL 
VKNCRDLLQSSYNKQRFDQPLEASTWL 
TNERFLNQIKVQEKYVWNKRESTEKGS 
APRDPIPYLPPLEKLPHEKHHNQPYCG 
LFVARVNYDTTESKLRREFEVYGPIKR 
MEHAMETMMFTFHKFAGDKGYLTKEDL 
ETMMFTFHKFAGDKGYLTKEDLRVLME 
TFHKFAGDKGYLTKEDLRVLMEKEFPG 
GYLTKEDLRVLMEKEFPGFLENQKDPL 
GFLENQKDPLAVDKIMKDLDQCRDGKV 
ENQKDPLAVDKIMKDLDQCRDGKVGFQ 
KNQKDPGVLDRMMKKLDTNSDGQLDFS 
MMMMMMMMMMMMAKISSPTETERCIES 
IESLIAVFQKYAGKDGYNYTLSKTEFL 
CRKTYVTPRRPFEKSRLDQELKLIGEY 
IRKAARELLTLDEKDPRRLFEGNALLR 
EDFLERRLQTQVFKLGLAKSIHHARVL 
VNIPSFIVRLDSQKHIDFSLRSPYGGG 
GKQVVVCGYGEVGKGCCAALKAMGSIV 
PDGTVTEAPRTVKKQIQFADQKQEFNK 
LEAFHNQGPVIKRKHDLHKMAEANRAL 
KHQRTLMPEKLSHKLLEAFHNQGPVIK 
NQGPVIKRKHDLHKMAEANRALAHYRW 
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5264 
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5266 
5267 
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5275 
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5277 
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5279 
5280 
5281 
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5287 
5288 
5289 
5290 
5291 
5292 
5293 
5294 
5295 
5296 
5297 
5298 
5299 
5300 
5301 
5302 
5303 
5304 
5305 
5306 
5307 
5308 
5309 
5310 
5311 
5312 
5313 
5314 
5315 
5316 

P82933 
P82933 
P82650 
P82650 
P82909 
P82909 
Q01196 
Q01196 
Q01196 
Q9Y265 
Q9Y265 
P82979 
P82979 
P82979 
Q9NQZ2 
Q9NQZ2 
Q6NUK1 
Q6NUK1 
Q6NUK1 
Q6NUK1 
Q9NQC3 
Q9NQC3 
P21453 
P21453 
Q9Y2Q9 
Q9Y2Q9 
P26447 
P26447 
P26447 
P06703 
P06703 
P06703 
O76054 
O76054 
O76054 
O76054 
O76054 
Q9NTJ5 
Q9NTJ5 
O43865 
O43865 
Q01826 
Q01826 
A3KN83 
A3KN83 
A3KN83 
A3KN83 
Q15437 
Q15437 
P21912 
P21912 
P21912 
O14975 
O14975 
Q9NZJ4 
Q9NZJ4 
Q15424 
Q15424 

294 
287 
244 
211 
57 
5 

125 
24 
43 
400 
453 
135 
10 
142 
444 
144 
105 
320 
336 
437 
400 
1104 
330 
10 
65 
133 
28 
7 
35 
32 
40 
47 
141 
51 
253 
257 
393 
271 
456 
284 
40 
129 
136 
1240 
149 
413 
1222 
198 
564 
159 
51 
55 
541 
291 
2342 
943 
609 
607 

AEAIVYKHGSGRIKVNGIDYQLYFPIT 
GKRKTAKAEAIVYKHGSGRIKVNGIDY 
CFAQFEPDSTEYIKVHHKTYEDIDKRG 
PKEGRKILTPIIFKEENLRTMYSQDRH 
GLPSHSSVISQHSKGSKSPDLLMYQGP 
MMMMMMMMMMMGSKMASASRVVQVVKP 
NYSAELRNATAAMKNQVARFNDLRFVG 
RRFTPPSTALSPGKMSEALPLGAPDAG 
PLGAPDAGAALAGKLRSGDRSMVEVLA 
SEEALNHLGEIGTKTTLRYSVQLLTPA 
AKSSAKILADQQDKYMKKKKKKKKKKK 
ARAARFGISSVPTKGLSSDNKPMVNLD 
MMMMMATETVELHKLKLAELKQECLAR 
ISSVPTKGLSSDNKPMVNLDKLKERAQ 
NPRVKHREKFRRAKIRRRGQVREVRKE 
QRKKLYYDTDYGSKSRGRQSQQEAEEE 
KLAFKSLDKNNDGKIEASEIVQSLQTL 
YPMEVMKTRLAVGKTGQYSGIYDCAKK 
QYSGIYDCAKKILKHEGLGAFYKGYVP 
QLNMVGLFRRIISKEGIPGLYRGITPN 
FKPFERVWEVKDSKEDSDMLAAGGKIE 
YSNSALGHVNCTIKELRRLFLVDDLVD 
EMRRAFIRIMSCCKCPSGDSAGKFKRP 
MMMMMGPTSVPLVKAHRSSVSDYVNYD 
FASALERHSELLQKVEPLQKGSPKNVE 
FHCVCRRPEVDGEKYQKGTRVRLRLLD 
TFHKYSGKEGDKFKLNKSELKELLTRE 
MMMMMMMMACPLEKALDVMVSTFHKYS 
KEGDKFKLNKSELKELLTRELPSFLGK 
YSGREGDKHTLSKKELKELIQKELTIG 
HTLSKKELKELIQKELTIGSKLQDAEI 
LKELIQKELTIGSKLQDAEIARLMEDL 
CELLLQECAHQTTKLGRKVETITIIYD 
LLRWLRARSFDLQKSEAMLRKHVEFRK 
EYGGTMTDPDGNPKCKSKINYGGDIPR 
TMTDPDGNPKCKSKINYGGDIPRKYYV 
TVEVLLPDKASEEKMKQLGAGTPKKKK 
GSIPVFWSQRPNLKYKPLPQISKVANH 
NACAKQYAGTGALKTDFTRTGKRTHLG 
LCVPAMNVNDSVTKQKFDNLYCCRESI 
KYSFMATVTKAPKKQIQFADDMQEFTK 
LSLGYSHSSAAQAKGLIQVGKWNPVPL 
SSAAQAKGLIQVGKWNPVPLSYVTDAP 
KKKLFLVYRPNTGKQLKLEIYADLKKK 
APTVRNAMTSAPSKDQVQLKDLLKNNS 
TYSSLIGESQSGGKYKTRLKQLLHWCG 
LQIRNNKKTAILVKEVNPKKKLFLVYR 
KSYVFRGTKDLTAKQIQDMLGLTKPAM 
QLIRLCQKFGQYNKEDPTSFRLSDSFS 
FYAQYKSIEPYLKKKDESQEGKQQYLQ 
RIKKFAIYRWDPDKAGDKPHMQTYEVD 
FAIYRWDPDKAGDKPHMQTYEVDLNKC 
SIKMKENHEFDGKKLFQHIADYLPSYA 
GCIVAGATLALRTKFSASQFWDDCRKY 
QNEITKMSIIDKLKPFSFILVENAYVD 
INHSSDQGISSYTKLKGCKVLHHTAKL 
SREKRSVVSFDKVKEPRKSRDSESHSR 
SASREKRSVVSFDKVKEPRKSRDSESH 
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5317 
5318 
5319 
5320 
5321 
5322 
5323 
5324 
5325 
5326 
5327 
5328 
5329 
5330 
5331 
5332 
5333 
5334 
5335 
5336 
5337 
5338 
5339 
5340 
5341 
5342 
5343 
5344 
5345 
5346 
5347 
5348 
5349 
5350 
5351 
5352 
5353 
5354 
5355 
5356 
5357 
5358 
5359 
5360 
5361 
5362 
5363 
5364 
5365 
5366 
5367 
5368 
5369 
5370 
5371 
5372 
5373 
5374 

O95171 
O95171 
Q9UBE0 
Q9UBE0 
Q9UBT2 
Q9UBT2 
Q9UBT2 
Q9UL12 
Q9UL12 
Q9UL12 
Q9UL12 
Q9UL12 
Q9UL12 
Q9UL12 
Q9UL12 
Q9UL12 
Q9UL12 
Q14151 
Q14151 
O75396 
O75396 
Q9NQR1 
Q9NQR1 
Q01105 
Q01105 
Q01105 
Q01105 
Q15428 
Q15428 
Q13435 
Q13435 
Q96ES7 
Q96ES7 
Q96F10 
Q96F10 
Q8IZQ5 
Q8IZQ5 
O95470 
O95470 
P55809 
P55809 
P55809 
P55809 
P55809 
Q15019 
Q15019 
Q16181 
Q16181 
Q9BWJ5 
Q9BWJ5 
Q9Y3B4 
Q9Y3B4 
Q9Y3B4 
Q96ST3 
Q96ST3 
Q96ST3 
Q96ST3 
O43175 

109 
83 
109 
198 
426 
271 
613 
166 
38 
173 
377 
391 
559 
775 
802 
884 
904 
87 
616 
185 
38 
275 
172 
90 
68 
150 
172 
190 
10 
563 
275 
136 
288 
85 
29 
23 
20 
438 
353 
446 
185 
418 
421 
455 
305 
190 
181 
373 
28 
17 
106 
29 
41 
519 
469 
865 
875 
394 

DRISDRNDAAKTYKANTLDNQLTNRSM 
DALDRKVNERDVPKATISRYSSDDTLD 
LERAQNLNPMVDVKVDTEDIEKKPESF 
SQGVEDGPDTKRAKLDSSETTMVKKKV 
CRTIFLNKQPNPRKKLLVPCALDPPNP 
LFKDDIRYLLTMDKLWRKRKPPVPLDW 
NADVSEEERSRKRKLDEKENLSAKRSR 
LFIASNRQRLDEYKRLMSLGKAYGVES 
PCNLSSAAGPTAEKSVPYQRTLKEGQG 
QRLDEYKRLMSLGKAYGVESHVLSPAE 
AINRVPVLEKTGIKSTVCGPESFTPDH 
STVCGPESFTPDHKPLMGEAPELRGFF 
YTFAFPPHHDTIKKECLACRGAAAVFD 
NAGYRAIDSLSIEKGYRHWHADLRPDD 
SPLEAGLAFTCKLKSPVPFLGREALEQ 
HDPSGGPVSLDFVKSGDYALERMGVTY 
ERMGVTYGAQAHLKSPFDPNNKRVKGI 
IGIELEATSKKSAKRCVKGLKMEEEGT 
SESKEKRDILSFDKIKEQRERERQRQR 
NLSSLSKKYRQDAKYLNMHSTYAKLAA 
QSGRDLQQYQSQAKQLFRKLNEQSPTR 
DLIDGKGRGVIATKQFSRGDFVVEYHG 
DARKGPLVPFPNQKSEAAEPPKTPPSS 
RQPFFQKRSELIAKIPNFWVTTFVNHP 
IDRLNEQASEEILKVEQKYNKLRQPFF 
IDFYFDENPYFENKVLSKEFHLNESGD 
NESGDPSSKSTEIKWKSGKDLTKRSSQ 
ETIAFKVPSREIDKAEGKFWTHWNRET 
MMMMMDFQHRPGGKTGSGGVASSSESN 
KSKMREKVRPKMGKIDIDYQKLHDAFF 
DPSVGPKIPQALEKILQLKESRQEEMN 
LQQSAMTLPLWIGKPGDKPPPLCGAIP 
PPLNVAQRYVVACKEPKKKKKKKKKKK 
VGYGIYYFIYSTWKGRTIYLEDIYVMP 
DILRLIRELAEFEKLSDQVKISEEALR 
AEAAVVAVAEKREKLANGGEGMEEATV 
KRKAEAAVVAVAEKREKLANGGEGMEE 
KTARFLKSELENIKGIFVFGNPQLSVI 
RVKGVTSISADTHKYGYAPKGSSLVLY 
AKTKVVVTMEHSAKGNAHKIMEKCTLP 
IKYNKDGSVAIASKPREVREFNGQHFI 
SKYGDLANWMIPGKMVKGMGGAMDLVS 
GDLANWMIPGKMVKGMGGAMDLVSSAK 
EHSAKGNAHKIMEKCTLPLTGKQCVNR 
QDLHYENFRSERLKRGGRKVENEDMNK 
IVPVIAKADTLTLKERERLKKRILDEI 
SGHGLKPLDIEFMKRLHEKVNIIPLIA 
VFEMKVKEKVQKLKDSEAELQRRHEQM 
QSKYIGTGHADTTKWEWLVNQHRDSYC 
RYTIHSQLEHLQSKYIGTGHADTTKWE 
NANRAFQKMDTKKKEEQLKLLKEKYGI 
EVNRILYIRNLPYKITAEEMYDIFGKY 
YKITAEEMYDIFGKYGPIRQIRVGNTP 
PFLGKFPELFNWFKNFLGYKESVHLET 
SKHGGGTESLFFDKVRKALRSAEAYEN 
KKHNGVGGSPPKSKLLFSNTAAQKLRG 
PKSKLLFSNTAAQKLRGMDEVYNLFYV 
EASKQADVNLVNAKLLVKEAGLNVTTS 
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5375 
5376 
5377 
5378 
5379 
5380 
5381 
5382 
5383 
5384 
5385 
5386 
5387 
5388 
5389 
5390 
5391 
5392 
5393 
5394 
5395 
5396 
5397 
5398 
5399 
5400 
5401 
5402 
5403 
5404 
5405 
5406 
5407 
5408 
5409 
5410 
5411 
5412 
5413 
5414 
5415 
5416 
5417 
5418 
5419 
5420 
5421 
5422 
5423 
5424 
5425 
5426 
5427 
5428 
5429 
5430 
5431 
5432 

O43175 
O43175 
Q9Y617 
Q9Y617 
Q9Y617 
Q9Y617 
Q9Y617 
Q9Y617 
Q9Y617 
P50454 
P50454 
P50454 
P50454 
P50454 
O75533 
O75533 
O75533 
O75533 
O75533 
O43765 
O43765 
O00193 
O00193 
O00193 
Q9NTJ3 
Q9NTJ3 
Q9NTJ3 
P51532 
P51532 
Q96Q15 
Q96Q15 
Q9UHD8 
Q9UHD8 
Q9Y6X0 
Q9Y6X0 
O95104 
O95104 
Q12872 
Q12872 
O60880 
O60880 
P29353 
P29353 
Q8TAQ2 
Q8TAQ2 
Q14141 
Q14141 
Q53H47 
Q53H47 
Q15459 
Q15459 
P23246 
P23246 
P23246 
P23246 
P23246 
P23246 
P23246 

21 
58 
300 
51 
127 
269 
318 
323 
333 
151 
94 
207 
296 
319 
493 
141 
214 
554 
562 
160 
137 
50 
174 
179 
375 
381 
679 
1464 
188 
1174 
173 
519 
62 
104 
817 
608 
49 
787 
315 
104 
89 
210 
154 
161 
326 
198 
367 
275 
498 
717 
55 
211 
208 
314 
319 
338 
421 
472 

KVLISDSLDPCCRKILQDGGLQVVEKQ 
LQDCEGLIVRSATKVTADVINAAEKLQ 
GFYVCPVEPQNRSKMNIPFRIGNAKGD 
SVLEMSHRSSDFAKIINNTENLVRELL 
EAKKFGTINIVHPKLGSYTKIPDPSTW 
EWIKNNGGAAAMEKLSSIKSQTIYEII 
FRIGNAKGDDALEKRFLDKALELNMLS 
AKGDDALEKRFLDKALELNMLSLKGHR 
FLDKALELNMLSLKGHRSVGGIRASLY 
SSVSFADDFVRSSKQHYNCEHSKINFR 
VSLGGKATTASQAKAVLSAEQLRDEEV 
RTDGALLVNAMFFKPHWDEKFHHKMVD 
KLLTKEQLKIWMGKMQKKAVAISLPKG 
LPKGVVEVTHDLQKHLAGLGLTEAIDK 
VDVDESTLSPEEQKERKIMKLLLKIKN 
ISPERLDPFADGGKTPDPKMNARTYMD 
DQTADQTPGATPKKLSSWDQAETPGHT 
SPTLEDQERHLLVKVIDRILYKLDDLV 
RHLLVKVIDRILYKLDDLVRPYVHKIL 
DCERAICIDPAYSKAYGRMGLALSSLN 
NAVYFCNRAAAYSKLGNYAGAVQDCER 
RKQKFLRLMGAGKKEHTGRLVIGDHKS 
EDPKNKKDAKSNYKMMFVKSSGSSSSS 
KKDAKSNYKMMFVKSSGSSSSSSSSSS 
MKAKNKDVKDTEKKLNKITKFIEENKE 
DVKDTEKKLNKITKFIEENKEKFTQLD 
ATFIGLDKMAVWAKKMTEIQTPENTPR 
LSPNPPNLTKKMKKIVDAVIKYKDSSS 
NQLHQLRAQIMAYKMLARGQPLPDHLQ 
HSLNGESRKTVLSKPTDSSPEVINYLG 
DDRDRRLATVKQLKEFIQQPENKLVLV 
YQVNGKRILGRKTKWGTIEVENTTHCE 
TPLLRATVASSTQKFQDLGVKNSEPSA 
FSIKEANFTEGSLKLKIQTTKRAKKPP 
TMPNLQPISALPTKTQKGIHSGTWKLS 
VELGVTYIPWDKVKPEELESFCEGGML 
AIKLYKHVVQIVEKFIKKCKPEYKVPG 
YHSSSKSRSRSHSKAKHSLPSAYRTVR 
FASKKCNRLEELMKPLKVVDPDHPLAA 
DQGIVIPLQYPVEKKSSARSTQGTTGI 
YFRKIKNLISAFQKPDQGIVIPLQYPV 
EAVPGAKGATRRRKPCSRPLSSILGRS 
VNKPTRGWLHPNDKVMGPGVSYLVRYM 
IEPKLLGKLKDIIKRHQGTVTEDKNNA 
KKNAKKGPSTPYTKSKRGHREEEQEDL 
KADAISKSELTKFKIKITSELVSNGVQ 
EAELKEAEKELHEKFDRLKKLHQDEKK 
YSGRYLNLTVSEDKERLDHGKLRKPCY 
NEPFLDRIVTCDEKWILYDNRRRSAQW 
PVSIKVQVPNMQDKTEWKLNGQVLVFT 
IIYPPPEVRNIVDKTASFVARNGPEFE 
PKQGPGPGGPKGGKMPGGPKPGGGPGL 
GPGPKQGPGPGGPKGGKMPGGPKPGGG 
VGNLPADITEDEFKRLFAKYGEPGEVF 
ADITEDEFKRLFAKYGEPGEVFINKGK 
EVFINKGKGFGFIKLESRALAEIAKAE 
GRSTGKGIVEFASKPAARKAFERCSEG 
LPEKLAQKNPMYQKERETPPRFAQHGT 
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5433 
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5436 
5437 
5438 
5439 
5440 
5441 
5442 
5443 
5444 
5445 
5446 
5447 
5448 
5449 
5450 
5451 
5452 
5453 
5454 
5455 
5456 
5457 
5458 
5459 
5460 
5461 
5462 
5463 
5464 
5465 
5466 
5467 
5468 
5469 
5470 
5471 
5472 
5473 
5474 
5475 
5476 
5477 
5478 
5479 
5480 
5481 
5482 
5483 
5484 
5485 
5486 
5487 
5488 
5489 
5490 

Q6P4A7 
Q6P4A7 
Q9NR45 
Q9NR45 
Q9H0K1 
Q9H0K1 
P42285 
P42285 
P42285 
Q7KZF4 
Q7KZF4 
Q7KZF4 
O60749 
O60749 
O60292 
O60292 
Q15796 
Q15796 
Q13485 
Q13485 
Q13485 
Q13485 
Q14683 
Q14683 
Q14683 
Q14683 
A6NHR9 
A6NHR9 
A6NHR9 
Q9BZQ2 
Q9BZQ2 
Q9BZQ2 
Q9NTG7 
Q9NTG7 
O15105 
O15105 
O15105 
P51531 
P51531 
P51531 
P51531 
Q13596 
Q13596 
P18583 
P18583 
P18583 
P18583 
Q13309 
Q13309 
Q13309 
P09012 
P09012 
P04179 
P04179 
P04179 
P04179 
P04179 
P04179 

279 
197 
166 
79 
686 
53 
198 
51 
78 
157 
193 
641 
427 
469 
1734 
1448 
20 
19 
340 
37 
428 
507 
52 
648 
713 
1037 
900 
1349 
1802 
271 
642 
717 
288 
122 
359 
64 
70 

1354 
604 
997 
999 
55 
237 
2206 
16 
288 
2055 
405 
68 
71 
114 
60 
53 
68 
75 
114 
122 
130 

VFTYFFKRTQYFRKNPGSLWILKLSCT 
FVQMKYGLTGPWIKRLLPVIFLVQASG 
MVISSGMQSMDTMKQVYQIVKPLNPNF 
ALERPYTSKHSWGKTYGEHKRHLEFSH 
QSLETQYLQHRLQKPSLLSKAQNTCQL 
RITKTEVAIKIIDKSQLDAVNLEKIYR 
VIFTSPIKALSNQKYREMYEEFQDVGL 
PGSADKAGKRFDGKLQSESTNNGKNKR 
DVDFEGTDEPIFGKKPRIEESITEDLS 
PEQNRLSECEEQAKAAKKGMWSEGNGS 
IENPRHFVDSHHQKPVNAIIEHVRDGS 
SKVHFTAERSSYYKSLLSAEEAAKQKK 
WQKWEDAQITLLKKREAEAKMMVANKP 
KVQQGERDFEQISKTIRKEVGRFEKER 
LEVMLKQLHTDLQKEKQDKVVLQSEVA 
FQLSASVPKSFFSKQPVRNKHPTGWKR 
FTPPVVKRLLGWKKSAGGSGGAGGGEQ 
PFTPPVVKRLLGWKKSAGGSGGAGGGE 
AYFEMDVQVGETFKVPSSCPIVTVDGY 
MCHRQGGESETFAKRAIESLVKKLKEK 
DREAGRAPGDAVHKIYPSAYIKVFDLR 
DLRRLCILRMSFVKGWGPDYPRQSIKE 
SNLMDAISFVLGEKTSNLRVKTLRDLI 
RHKTVALDGTLFQKSGVISGGASDLKA 
QVQSQAHGLQMRLKYSQSDLEQTKTRH 
NMKAMEKLESVRDKFQETSDEFEAARK 
GVTAKGPVNSCQGKNYNLKVTLPGLKE 
RGEHTLQVKAIYNKSIIEGPIIKLMIL 
RSLPHFRNGKLYFKPIGDPVFARDLLT 
VTCEPYQDSSSRFKVTVSVAEPFSSNI 
SNSSKSTLGGVNMKVLPAPKLKMTNNH 
NLEMNNNKIEANVKGDIRIVTSSSSSS 
DRVPRCPVCTGVVKPDIVFFGEPLPQR 
SSVVGSGGSSDKGKLSLQDVAELIRAR 
TLDNPDSRTLLVHKVFPGFSIKAFDYE 
GGGGPGRAGCCLGKAVRGAKGHHHPHP 
RAGCCLGKAVRGAKGHHHPHPPAAGAG 
VRLKKRKRRRNVDKDPAKEDVEKAKKR 
SDLPVKVTHTETGKVLFGPEAPKASQL 
KGILLTDGSEKDKKGKGGAKTLMNTIM 
ILLTDGSEKDKKGKGGAKTLMNTIMQL 
EGEDIFTGAAVVSKHQSPKITTSLLPI 
VGKEDSSSAEFLEKRRAALERYLQRIV 
GEWVPVEKNGEENKDDDNVFSSNLPSE 
TNIEQIFRSFVVSKFREIQQELSSGRN 
VLKSVESTSPEPSKIMLVEPPVAKVLE 
ERGRSPKRLTDLDKAQLLEIAKANAAA 
HFTTIARPTIGNKKNQEIWGIKCRLTL 
LLSNLGHPESPPRKRLKSKGSDKDFVI 
NLGHPESPPRKRLKSKGSDKDFVIVRR 
FVERDRKREKRKPKSQETPATKKAVQG 
RSLKMRGQAFVIFKEVSSATNALRSMQ 
PHINAQIMQLHHSKHHAAYVNNLNVTE 
HAAYVNNLNVTEEKYQEALAKGDVTAQ 
LNVTEEKYQEALAKGDVTAQIALQPAL 
FWTNLSPNGGGEPKGELLEAIKRDFGS 
GGGEPKGELLEAIKRDFGSFDKFKEKL 
LLEAIKRDFGSFDKFKEKLTAASVGVQ 
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5491 
5492 
5493 
5494 
5495 
5496 
5497 
5498 
5499 
5500 
5501 
5502 
5503 
5504 
5505 
5506 
5507 
5508 
5509 
5510 
5511 
5512 
5513 
5514 
5515 
5516 
5517 
5518 
5519 
5520 
5521 
5522 
5523 
5524 
5525 
5526 
5527 
5528 
5529 
5530 
5531 
5532 
5533 
5534 
5535 
5536 
5537 
5538 
5539 
5540 
5541 
5542 
5543 
5544 
5545 
5546 
5547 
5548 

P04179 
Q15005 
Q15005 
Q15005 
Q9Y657 
Q9Y657 
O00267 
O00267 
Q9NWH9 
Q9NWH9 
Q9NWH9 
Q9UQE7 
Q9UQE7 
Q9UQE7 
Q9UQE7 
Q9UQE7 
O60264 
O60264 
Q96GM5 
Q96GM5 
Q9Y5X3 
Q9Y5X3 
Q9Y5X1 
Q9Y5X1 
Q9P0Z9 
Q9P0Z9 
Q9Y5B9 
Q9Y5B9 
Q9Y5B9 
Q9Y5B9 
Q9Y5B9 
Q9Y5B9 
Q9Y5B9 
Q9Y5B9 
P08047 
P08047 
Q9BSE5 
Q9BSE5 
Q9BSE5 
Q96I25 
Q96I25 
Q96I25 
Q13813 
Q13813 
Q13813 
Q13813 
Q13813 
Q13813 
P84022 
P84022 
O95347 
O95347 
O95347 
O95347 
O95347 
O95347 
P35237 
P35237 

202 
66 
169 
191 
222 
44 
175 
718 
746 
401 
1024 
285 
105 
106 
140 
1190 
83 
440 
273 
223 
238 
275 
213 
288 
98 
126 
141 
139 
196 
223 
513 
732 
786 
904 
665 
703 
198 
193 
217 
80 
21 
41 

1829 
637 
803 
1519 
2052 
2421 
341 
378 
433 
114 
222 
677 
1158 
1160 
226 
195 

YYLQYKNVRPDYLKAIWNVINWENVTE 
GSAVKNSLDDSAKKVLLEKYKYVENFG 
IWQLSSSLKRFDDKYTLKLTFISGRTK 
SGRTKQQREAEFTKSIAKFFDHSGTLV 
VVDSLVGKQVEYAKEDGSKRTGMVIHQ 
TSHKKHRSSVGPSKPVSQPRRNIVGCR 
SDDITQQQLLPGVKDPNLWTVKCKIGE 
LIGQTVRISQGPYKGYIGVVKDATEST 
DHRRDDPYWSENKKLSLDTDARFGHGS 
VSGLSSNTKAADLKNLFGKYGKVLSAK 
SGNSMPRGSGSGFKPFKGGPPRRFFFF 
RQVRELKTKISAMKEEKEQLSAERQEQ 
DKEEVSLRRVIGAKKDQYFLDKKMVTK 
KEEVSLRRVIGAKKDQYFLDKKMVTKN 
SAGFSRSNPYYIVKQGKINQMATAPDS 
PELLESADKFYGVKFRNKVSHIDVITA 
QKEIQEPDPTYEEKMQTDRANRFEYLL 
ILMKDIDILNSAGKMDKMRLLNILMQL 
RTATTQETDGFQVKRPGDVNVRCTVLL 
RVEGRLLEDSALSKYDATKQKRKFSSF 
DSCVKADKMTRSHKNVADDYIHTAACL 
IKKYLLKVAELFEKLRKVEGRVSSDED 
SMKIPLNKFPGFAKPGTEQYLLAKQLA 
TPTNTNRSVNHRYKHFDWLYERLLVKF 
QLHRQTGLLLLGMKENQELKTIQANLS 
QRVEHQCLSSEELKQRFPNIRLPRGEV 
SKNGKKIGVFSKDKFPGEFMKSWNDCL 
KESKNGKKIGVFSKDKFPGEFMKSWND 
MKKAASITSEVFNKFFKERVMEIVDAD 
EKVRHSKLAESVEKAIEEKKYLAGADP 
QQIQKARKSNVSYKNPSLMPKEPHIRE 
VLHFHLKNAIMFGKKRHTDVQFYTEVG 
RHKLKTAFKNFIEKVEALTKEELEFEV 
LKYTEGVQSLNWTKIMKTIVDDPEGFF 
GERPFMCTWSYCGKRFTRSDELQRHKR 
ECPKRFMRSDHLSKHIKTHQNKKGGPG 
DAHTDTTDKALGEKLYHGAPFRRCVDE 
GLLHVDAHTDTTDKALGEKLYHGAPFR 
PFRRCVDEGLLDCKRVVQIGIRGSSTT 
QIVDTPPHVAAGLKDPVPSGFSAGEVL 
GVETSDSKTEGWSKNFKLLQSQLQVKK 
SQLQVKKAALTQAKSQRTKQSTVLAPV 
HEPAIQGVLDTGKKLSDDNTIGKEEIQ 
NQSRIDALEKAGQKLIDVNHYAKDEVA 
FRDVEDEETWIREKEPIAASTNRGKDL 
AFADQLIAAGHYAKGDISSRRNEVLDR 
LKDQLLAAKHVQSKAIEARHASLMKRW 
EIESAFRALSSEGKPYVTKEELYQNLT 
PATVCKIPPGCNLKIFNNQEFAALLAQ 
QLTRMCTIRMSFVKGWGAEYRRQTVTS 
QMKLKHAQQELKNKQAEVKKMDSGYRK 
ITVTRQVVIGGRNKYLINGVNANNTRV 
KLKEERSSYLEYQKVMREIEHLSRLYI 
SGGARSQAASILTKFQELKDVQDELRI 
LKEGMFNNANVLFKTKFVDGVSTVARF 
EGMFNNANVLFKTKFVDGVSTVARFTQ 
EIFTQILVLPYVGKELNMIIMLPDETT 
TEERLFKVSKNEEKPVQMMFKQSTFKK 
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5549 
5550 
5551 
5552 
5553 
5554 
5555 
5556 
5557 
5558 
5559 
5560 
5561 
5562 
5563 
5564 
5565 
5566 
5567 
5568 
5569 
5570 
5571 
5572 
5573 
5574 
5575 
5576 
5577 
5578 
5579 
5580 
5581 
5582 
5583 
5584 
5585 
5586 
5587 
5588 
5589 
5590 
5591 
5592 
5593 
5594 
5595 
5596 
5597 
5598 
5599 
5600 
5601 
5602 
5603 
5604 
5605 
5606 

Q01082 
Q01082 
Q01082 
Q01082 
Q01082 
Q14247 
Q14247 
Q14247 
Q14247 
Q14247 
Q14247 
Q14247 
Q14247 
Q14247 
Q14247 
Q14247 
Q14247 
Q14247 
Q9UHB9 
Q9UHB9 
Q05066 
Q05066 
Q04837 
Q04837 
Q04837 
Q8N3U4 
Q8N3U4 
Q92922 
Q92922 
Q92922 
Q92922 
Q92922 
Q92922 
Q02447 
Q02447 
O75940 
O75940 
Q8WW59 
Q8WW59 
Q8WW59 
Q8WW59 
P21549 
P21549 
P21549 
P21549 
Q9Y6N5 
Q9Y6N5 
P84103 
P84103 
P81877 
P81877 
Q7KZ85 
Q7KZ85 
Q7KZ85 
O15042 
O15042 
Q8IYB3 
Q8IYB3 

853 
90 

1815 
1913 
1989 
107 
87 
124 
144 
161 
181 
198 
235 
272 
295 
304 
309 
346 
333 
452 
106 
136 
81 
113 
122 
784 
607 
64 
345 
346 
354 
359 
948 
698 
551 
34 
219 
63 
53 
130 
139 
51 
225 
234 
312 
180 
173 
146 
23 
21 
6 

641 
743 
1676 
336 
760 
269 
140 

LRKQALQDTLALYKMFSEADACELWID 
DLYTDLRDGRMLIKLLEVLSGERLPKP 
AASYELHKFYHDAKEIFGRIQDKHKKL 
CESRRVRLVDTGDKFRFFSMVRDLMLW 
SLLARKHYASEEIKEKLLQLTEKRKEM 
RMDKSAVGHEYQSKLSKHCSQVDSVRG 
LETGPKASHGYGGKFGVEQDRMDKSAV 
HCSQVDSVRGFGGKFGVQMDRVDQSAV 
RVDQSAVGFEYQGKTEKHASQKDYSSG 
HASQKDYSSGFGGKYGVQADRVDKSAV 
RVDKSAVGFDYQGKTEKHESQRDYSKG 
HESQRDYSKGFGGKYGIDKDKVDKSAV 
HESQKDYVKGFGGKFGVQTDRQDKCAL 
HESQKDYKTGFGGKFGVQSERQDSAAV 
SAAVGFDYKEKLAKHESQQDYSKGFGG 
EKLAKHESQQDYSKGFGGKYGVQKDRM 
HESQQDYSKGFGGKYGVQKDRMDKNAS 
AYQKTVPVEAVTSKTSNIRANFENLAK 
NEAAIVQAESEETKERLFESMLSECRD 
LQLPGLEEDKAFQKEIGLKTLVFKAYR 
QLGYQWKMLTEAEKWPFFQEAQKLQAM 
KYPNYKYRPRRKAKMLPKNCSLLPADP 
GDSEVYQLGDVSQKTTWHRISVFRPGL 
QYVKKGSRIYLEGKIDYGEYMDKNNVR 
YLEGKIDYGEYMDKNNVRRQATTIIAD 
ICQHYLTNVNTTVKEQAFTILCDILMI 
YFDLEIYTTGRLEKHLDALLRQIRNIV 
QLDSVRVWLGKHYKKYVHADAPTNKTL 
PPPTPTESRKKSGKKGQASLYGKRRSQ 
PPTPTESRKKSGKKGQASLYGKRRSQK 
KKSGKKGQASLYGKRRSQKEEDEQEDL 
KGQASLYGKRRSQKEEDEQEDLTKDME 
LLTERQNFHMEQLKYAELRARQQMEQQ 
ECSKRFMRSDHLAKHIKTHQNKKGIHS 
PGENADSPADIRIKEEEPDPEEWQLSG 
AALSGNGENEDLLKLKKDLQEVIELTK 
TGKVGVGTCGIADKPMTQYQDTSKYNV 
MGVKYGLVGLEPTKVALNVERFREWAV 
HSSLALFRDDMGVKYGLVGLEPTKVAL 
VDDRSWVFTYAQRKWYTMLANEKAPVE 
YAQRKWYTMLANEKAPVEGIGQPEKVG 
MAAGGLQMIGSMSKDMYQIMDEIKEGI 
NAPPGTSLISFSDKAKKKMYSRKTKPF 
SFSDKAKKKMYSRKTKPFSFYLDIKWL 
HGRLQALGLQLFVKDPALRLPTVTTVA 
GSNYSVKTVEKTWKALQDFKEGNAIFT 
GFAHPKIGSNYSVKTVEKTWKALQDFK 
RRRERSLSRERNHKPSRSFSRSRSRSR 
CKVYVGNLGNNGNKTELERAFGYYGPL 
NSSAVPSDSQAREKLALYVYEYLLHVG 
MMMMMMMMMYGKGKSNSSAVPSDSQAR 
VDEAHYAYSFKYLKNKPVKELRDDQFL 
KNKLLAEAKEYVIKACSRKLYNWLRVA 
QPKSNSHAAIDWGKMAEQWLQEKEAER 
VAFMNRRDAERALKNLNGKMIMSFEMK 
SKKNEPIFKVAPSKWEAVDESELEAQA 
PKEPSPEKNSKKEKEKEKTRPRSRSRS 
KKEEIKQRQIEQEKLASMKKQDEDKDK 
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5607 
5608 
5609 
5610 
5611 
5612 
5613 
5614 
5615 
5616 
5617 
5618 
5619 
5620 
5621 
5622 
5623 
5624 
5625 
5626 
5627 
5628 
5629 
5630 
5631 
5632 
5633 
5634 
5635 
5636 
5637 
5638 
5639 
5640 
5641 
5642 
5643 
5644 
5645 
5646 
5647 
5648 
5649 
5650 
5651 
5652 
5653 
5654 
5655 
5656 
5657 
5658 
5659 
5660 
5661 
5662 
5663 
5664 

P51649 
P51649 
P51649 
P51649 
P51649 
P51649 
P51649 
P51649 
Q9NQ55 
Q9NQ55 
Q9UEW8 
Q9UEW8 
P53597 
P53597 
P53597 
P53597 
P53597 
P53597 
P53597 
Q06330 
Q06330 
Q9UQ35 
Q9UQ35 
Q9UQ35 
Q07955 
Q07955 
Q07955 
Q13243 
Q13243 
P31948 
P31948 
P31948 
P31948 
P31948 
P31948 
P31948 
Q15831 
Q15831 
Q15831 
Q15831 
Q15831 
Q15831 
Q15831 
Q15831 
Q15831 
Q15831 
P16949 
P16949 
P16949 
P16949 
Q8IYB8 
Q8IYB8 
Q8IYB8 
O43463 
O43463 
Q68D10 
Q68D10 
P49458 

262 
126 
135 
184 
265 
365 
402 
411 
420 
438 
341 
349 
158 
54 
57 
66 
81 
105 
338 
319 
175 
210 
101 
169 
30 
38 
179 
125 
167 
237 
8 

301 
312 
325 
344 
446 
64 
44 
48 
96 
97 
296 
311 
416 
423 
431 
85 
9 

100 
119 
57 
99 
220 
27 
266 
190 
582 
16 

IPSGVYNVIPCSRKNAKEVGEAICTDP 
REVSAKERSSLLRKWYNLMIQNKDDLA 
SLLRKWYNLMIQNKDDLARIITAESGK 
ARRVYGDIIHTPAKDRRALVLKQPIGV 
GVYNVIPCSRKNAKEVGEAICTDPLVS 
IHDAFVKAFAEAMKKNLRVGNGFEEGT 
VEKVEKQVNDAVSKGATVVTGGKRHQL 
DAVSKGATVVTGGKRHQLGKNFFEPTL 
KQKRLAKSPGRKRKRWEMDRGRGRLCD 
DRGRGRLCDQKFPKTKDKSQGAQARRG 
AAELLKCKFFQKAKNREYLIEKLLTRT 
FFQKAKNREYLIEKLLTRTPDIAQRAK 
EGIPQQDMVRVKHKLLRQEKTRLIGPN 
CSYTASRQHLYVDKNTKIICQGFTGKQ 
TASRQHLYVDKNTKIICQGFTGKQGTF 
DKNTKIICQGFTGKQGTFHSQQALEYG 
GTFHSQQALEYGTKLVGGTTPGKGGQT 
GQTHLGLPVFNTVKEAKEQTGATASVI 
VSMSPAQLGTTIYKEFEKRKMLLLLLL 
IQFQATPCPKEPNKEMINDGASWTIIS 
KVISKPSKKKQSLKNADLCIASGTKVA 
GRRSESSSPRRERKKSSKKKKHRSESE 
QEKVATFRLMLLEKDVNPGGKEETPGQ 
RAREAKQPAPEPPKPYSLVRESSSSRS 
RIYVGNLPPDIRTKDIEDVFYKYGAIR 
PDIRTKDIEDVFYKYGAIRDIDLKNRR 
EDMTYAVRKLDNTKFRSHEGETAYIRV 
VENLSSRVSWQDLKDFMRQAGEVTFAD 
YGDLKNAIEKLSGKEINGRKIKLIEGS 
QALKEKELGNDAYKKKDFDTALKHYDK 
MMMMMMMEQVNELKEKGNKALSVGNID 
VGRENREDYRQIAKAYARIGNSYFKEE 
IAKAYARIGNSYFKEEKYKDAIHFYNK 
KEEKYKDAIHFYNKSLAEHRTPDVLKK 
RTPDVLKKCQQAEKILKEQERLAYINP 
RKAAALEAMKDYTKAMDVYQKALDLDS 
MGDLLGEGSYGKVKEVLDSETLCRRAV 
STEVIYQPRRKRAKLIGKYLMGDLLGE 
IYQPRRKRAKLIGKYLMGDLLGEGSYG 
KKLRRIPNGEANVKKEIQLLRRLRHKN 
KLRRIPNGEANVKKEIQLLRRLRHKNV 
SDLLKGMLEYEPAKRFSIRQIRQHSWF 
FSIRQIRQHSWFRKKHPPAEAPVPIPP 
KSRAEGRAPNPARKACSASSKIRRLSA 
APNPARKACSASSKIRRLSACKQQQQQ 
CSASSKIRRLSACKQQQQQQQQQQQQQ 
LAEKREHEKEVLQKAIEENNNFSKMAE 
MMMMMMASSDIQVKELEKRASGQAFEL 
IEENNNFSKMAEEKLTHKMEANKENRE 
EANKENREAQMAAKLERLREKDKHIEE 
VLATASSSASGGSKIPNTSLFVPLTVK 
RPLDKNEVKKVLDKFYKRKEIQKLGAD 
GPTNSGKTYHAIQKYFSAKSGVYCGPL 
SSWNQLQDLCRLAKLSCPALGISKRNL 
GRGWGVRTLEKIRKNSFVMEYVGEIIT 
EKKQFEPVEIKVVKKSEERPMTAEELR 
AQGPQRLPFPTGYKRQREYEEEDDDDD 
QYQTWEEFSRAAEKLYLADPMKARVVL 

- 
+ 
- 
- 
+ 
+ 
- 
+ 
- 
+ 
- 
+ 
- 
+ 
+ 
+ 
+ 
+ 
- 
- 
+ 
- 
+ 
+ 
- 
+ 
+ 
- 
+ 
- 
+ 
+ 
+ 
+ 
+ 
+ 
- 
+ 
+ 
+ 
+ 
+ 
+ 
+ 
+ 
+ 
- 
+ 
+ 
+ 
- 
+ 
+ 
- 
+ 
- 
+ 
- 

- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 

- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 

- 
+ 
+ 
+ 
+ 
- 
+ 
- 
- 
- 
- 
- 
- 
- 
+ 
+ 
- 
- 
+ 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 



99 
 
5665 
5666 
5667 
5668 
5669 
5670 
5671 
5672 
5673 
5674 
5675 
5676 
5677 
5678 
5679 
5680 
5681 
5682 
5683 
5684 
5685 
5686 
5687 
5688 
5689 
5690 
5691 
5692 
5693 
5694 
5695 
5696 
5697 
5698 
5699 
5700 
5701 
5702 
5703 
5704 
5705 
5706 
5707 
5708 
5709 
5710 
5711 
5712 
5713 
5714 
5715 
5716 
5717 
5718 
5719 
5720 
5721 
5722 

P49458 
P61956 
P61956 
P49589 
P49589 
P14868 
P14868 
P14868 
Q01130 
Q01130 
Q08945 
Q08945 
Q08945 
Q08945 
Q9HAC7 
Q9HAC7 
Q5JPH6 
Q5JPH6 
Q5JPH6 
P07814 
P07814 
P07814 
P07814 
P07814 
P07814 
P07814 
P07814 
P07814 
P07814 
Q13247 
Q13247 
Q16629 
Q16629 
Q13285 
Q13285 
Q13285 
Q13285 
P56962 
P56962 
Q9UMX1 
Q9UMX1 
Q6PI48 
Q6PI48 
Q9Y285 
Q9Y285 
Q9UJZ1 
Q9UJZ1 
Q9UJZ1 
Q9P2R7 
Q9P2R7 
Q9P2R7 
Q9P2R7 
Q9P2R7 
Q9P2R7 
Q9P2R7 
Q9P2R7 
Q96I99 
Q96I99 

52 
35 
11 
714 
503 
411 
74 
374 
170 
52 
580 
233 
413 
542 
263 
401 
65 
256 
486 
1215 
300 
417 
498 
535 
542 
637 
788 
861 
1503 
252 
165 
70 
24 
106 
34 
38 
72 
223 
41 
398 
303 
160 
382 
163 
311 
200 
145 
233 
161 
78 
88 
129 
139 
143 
216 
368 
46 
73 

CVKVTDDLVCLVYKTDQAQDVKKIEKF 
VAGQDGSVVQFKIKRHTPLSKLMKAYC 
MMMMADEKPKEGVKTENNDHINLKVAG 
FDENGLPTHDMEGKELSKGQAKKLKKL 
LNKNFYDKKTAIHKALCDNVDTRTVME 
VRPFYTMPDPRNPKQSNSYDMFMRGEE 
WVRARVHTSRAKGKQCFLVLRQQQFNV 
EMGDEDDLSTPNEKLLGHLVKEKYDTD 
SRSTSKSRSARRSKSKSSSVSRSRSRS 
RVGDVYIPRDRYTKESRGFAFVRFHDK 
SDHPGISITDLSKKAGEIWKGMSKEKK 
PTFLHLHGKTFDYKIPYTTVLRLFLLP 
QYTFSSIEREEYGKLFDFVNAKKLNIK 
RKSRKKPVEVKKGKDPNAPKRPMSAYM 
CLSHIAANYLIGQKEAKRWGTAHGSIV 
ISVPGPAVRYSKFKMSEARPPPLLGQH 
GGLRTALYNYIFAKKYQGSFILRLEDT 
HVLRGSEWLVSTAKHLLLYQALGWQPP 
SEGLEGTKYSNVMKLLRMALSGQQQGP 
AIPVVKGRKTEKEKFAGGDYTTTIEAF 
GKAYVDDTPAEQMKAEREQRIDSKHRK 
EQFYWIIEALGIRKPYIWEYSRLNLNN 
VNMEWDKIWAFNKKVIDPVAPRYVALL 
EAQEEMKEVAKHPKNPEVGLKPVWYSP 
EVAKHPKNPEVGLKPVWYSPKVFIEGA 
VTYEHLITKPVLGKDEDFKQYVNKNSK 
EDVDAAVKQLLSLKAEYKEKTGQEYKP 
AKINEAVECLLSLKAQYKEKTGKEYIP 
QPGAKCVCGKNPAKYYTLFGRSYYYYY 
KGRKSRSKSKSKPKSDRGSHSHSRSRS 
EFRSYSDMKRALDKLDGTEINGRNIRL 
PRDAEDAVRGLDGKVICGSRVRVELST 
TKVYVGNLGTGAGKGELERAFSYYGPL 
NKFGPMYKRDRALKQQKKAQIRANGFK 
SGYHYGLLTCESCKGFFKRTVQNNKHY 
YGLLTCESCKGFFKRTVQNNKHYTCTE 
KTQRKRCPFCRFQKCLTVGMRLEAVRA 
AAVNVEEGTKNLGKAAKYKLAALPVAG 
DLERLRKHQINIEKYQRCRIWDKLHEE 
LRGRLLHGRHFTYKSITGDMAITFVST 
SICIGTQPRRLSGKDTEQIRETLRRGL 
ELLNACKKLPFEIKNFVKKTEALRLQY 
AICIPEGAKYLKRKDIESIRNFAADHF 
KLGEKERSELRKRKLLAEVTLKTYWVS 
RTHSQGGYGSQGYKYNWKLDEARKNLL 
KESMQMQVEAERRKRATVLESEGTRES 
TTMRSELGKLSLDKVFRERESLNASIV 
GKKQAQILASEAEKAEQINQAAGEASA 
KGRICNQVLVCERKYPRREYYFAITME 
QEAGVSVPKGYVAKSPDEAYAIAKKLG 
YVAKSPDEAYAIAKKLGSKDVVIKAQV 
KGGVKIVFSPEEAKAVSSQMIGKKLFT 
EEAKAVSSQMIGKKLFTKQTGEKGRIC 
AVSSQMIGKKLFTKQTGEKGRICNQVL 
IIKEPIDIEEGIKKEQALQLAQKMGFP 
HQVTEAFKLITSDKKVLAILVNIFGGI 
TSRRWLNLQEYQSKKLMSDNGVRVQRF 
FVADTANEALEAAKRLNAKEIVLKAQI 
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5734 
5735 
5736 
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5738 
5739 
5740 
5741 
5742 
5743 
5744 
5745 
5746 
5747 
5748 
5749 
5750 
5751 
5752 
5753 
5754 
5755 
5756 
5757 
5758 
5759 
5760 
5761 
5762 
5763 
5764 
5765 
5766 
5767 
5768 
5769 
5770 
5771 
5772 
5773 
5774 
5775 
5776 
5777 
5778 
5779 
5780 

Q96I99 
Q96I99 
Q96I99 
Q96I99 
Q96I99 
Q96I99 
Q96I99 
Q96I99 
Q96I99 
Q96I99 
Q96I99 
Q96I99 
O95363 
O95363 
P49590 
P49590 
Q9P2J5 
Q9P2J5 
Q9P2J5 
Q96I59 
Q96I59 
O43776 
O43776 
O43776 
Q8WXH0 
Q8WXH0 
P47897 
P47897 
P49588 
P49588 
P49588 
Q9HCS7 
Q9HCS7 
Q9NSE4 
Q9NSE4 
Q9NSE4 
Q9NSE4 
Q9NSE4 
Q9NSE4 
Q9NSE4 
Q9NSE4 
Q9NSE4 
Q9NSE4 
Q9NSE4 
P23381 
P23381 
P13984 
P13984 
P13984 
P13984 
P49591 
P49591 
Q9NP81 
Q9NP81 
Q9NP81 
Q5VWG9 
Q5VWG9 
Q5VWG9 

78 
132 
139 
200 
218 
227 
271 
291 
338 
347 
386 
423 
237 
202 
377 
444 
143 
970 
1047 
357 
353 
113 
244 
490 
4145 
955 
166 
309 
943 
19 
876 
747 
420 
277 
74 
189 
194 
233 
241 
479 
500 
725 
775 
781 
27 
154 
193 
22 
33 
137 
414 
323 
249 
110 
195 
721 
266 
776 

ANEALEAAKRLNAKEIVLKAQILAGGR 
QMIGYNLATKQTPKEGVKVNKVMVAEA 
ATKQTPKEGVKVNKVMVAEALDISRET 
LIFKEQIDIFEGIKDSQAQRMAENLGF 
QRMAENLGFVGPLKSQAADQITKLYNL 
VGPLKSQAADQITKLYNLFLKIDATQV 
AKINFDDNAEFRQKDIFAMDDKSENEP 
DKSENEPIENEAAKYDLKYIGLDGNIA 
GKPANFLDLGGGVKEAQVYQAFKLLTA 
GGGVKEAQVYQAFKLLTADPKVEAILV 
ANGITKACRELELKVPLVVRLEGTNVQ 
LPITSAIDLEDAAKKAVASVAKKKKKK 
SAHKQETHTMEAVKLVEFDLKQTLTRL 
PIFHQLEAVRLFSKHELFAGIKDGESL 
YDGLVGMFDPKGHKVPCVGLSIGVERI 
ELWDSGIKAEMLYKNNPKLLTQLHYCE 
KTEDIIIKDKAKGKKSKAAAKAGSSKY 
KHFEANNGKLPDNKVIASELGSMPELK 
EHIEVKFASEAEDKIREDCCPGKPLNV 
GADLRTEHEKYLVKHCGNIPVFVINYP 
TPEWGADLRTEHEKYLVKHCGNIPVFV 
KITIKNDPSLPEPKCVKIGALEGYRGQ 
NNRHMMIRGENMSKILKARSMVTRCFR 
MRIFDSEEILAGYKREGIDPTPYYWYT 
KAEPSPQSWSSLWKHDKDMEEDRASSS 
IDIEKGKLSDNILKLEKQINKEKKLIR 
ARAVLKWADGKMIKNEVDMQVLHLLGP 
GICFLRFDDTNPEKEEAKFFTAICDMV 
KGGGKDVSAQATGKNVGCLQEALQLAT 
TASEIRQRFIDFFKRNEHTYVHSSATI 
ESGASAKALNEALKLFKMHSPQTSAML 
YNTQVNFMASQMLKVSGSATGTVSDLA 
DNGQLDDARVILEKATKVNFKQVDDLA 
HVSRSIYVKFPLLKPSPKLASLIDGSS 
RDTVLLPQTSFPMKLLGRQQPDTELEI 
SAMEIRKKARSFAKAAIEKQKSAFIRW 
RKKARSFAKAAIEKQKSAFIRWGIMAD 
EAKQLRTFYQMYDKGLVYRSYKPVFWS 
YQMYDKGLVYRSYKPVFWSPSSRTALA 
DWRTKKPVVIRASKQWFINITDIKTAA 
DIKTAAKELLKKVKFIPGSALNGMVEM 
GPSVLNAARDDISKLRNTLRFLLGNVA 
LLQDLANKITELYKQYDFGKVVRLLRT 
NKITELYKQYDFGKVVRLLRTFYTREL 
NSIATQGELVRSLKAGNASKDEIDSAV 
RDMNQVLDAYENKKPFYLYTGRGPSSE 
KQHVLDMLFSAFEKHQYYNLKDLVDIT 
LTGAKQNTGVWLVKVPKYLSQQWAKAS 
LVKVPKYLSQQWAKASGRGEVGKLRIA 
YMRLKRLQIEESSKPVRLSQQLDKVVT 
YQARRLRIRYGQTKKMMDKVEFVHMLN 
RDTRGIFRVHQFEKIEQFVYSSPHDNK 
ALLQHGLVNFTFNKLLRRGFTPMTVPD 
RQLQEQIRSLEEEKAAVTEAVRALLAN 
DESQARVLHMVGDKPVFSFQPRGHLEI 
KKKKKEKEKEKKEKEREKEKREREKRE 
AKSQMPTAKPLETKSFTPKTKTKTSSP 
LRVGAGQDKIVISKVVPAPEAKPAPSQ 
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5785 
5786 
5787 
5788 
5789 
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5791 
5792 
5793 
5794 
5795 
5796 
5797 
5798 
5799 
5800 
5801 
5802 
5803 
5804 
5805 
5806 
5807 
5808 
5809 
5810 
5811 
5812 
5813 
5814 
5815 
5816 
5817 
5818 
5819 
5820 
5821 
5822 
5823 
5824 
5825 
5826 
5827 
5828 
5829 
5830 
5831 
5832 
5833 
5834 
5835 
5836 
5837 
5838 

Q16594 
Q16594 
P41250 
P41250 
P41250 
Q9UMZ2 
Q9UMZ2 
Q9UMZ2 
Q9H2K8 
Q9H2K8 
P68371 
P68371 
Q15046 
Q15046 
Q15046 
Q15031 
Q15031 
Q15031 
P54577 
P54577 
P54577 
P54577 
P54577 
P54577 
O75528 
O75528 
Q01995 
Q01995 
Q13509 
Q13509 
P17987 
P17987 
P17987 
P17987 
Q5T160 
Q5T160 
P35269 
P35269 
P37802 
P37802 
P37802 
Q6P1N9 
Q6P1N9 
Q6P1N9 
Q9BVA1 
Q9BVA1 
Q15813 
Q15813 
Q9UGU0 
Q9UGU0 
P26639 
P26639 
Q9Y2Z4 
Q9Y2Z4 
Q9Y2Z4 
P07437 
P07437 
Q99426 

63 
5 

563 
204 
501 
1189 
513 
744 
80 
830 
297 
58 
421 
88 
141 
727 
68 
236 
102 
197 
206 
474 
482 
490 
312 
418 
17 
172 
392 
58 
63 
199 
400 
494 
446 
568 
201 
407 
88 
17 
20 
216 
27 
46 
297 
58 
207 
463 
946 
602 
236 
243 
43 
355 
367 
154 
58 
106 

ILDDAKIYSSHAKKATVDADDVRLAIQ 
MMMMMMMMMMESGKTASPKSMPKDAQM 
QLTKDMINVKRFQKTLYVEEVVPNVIE 
TSGHVDKFADFMVKDVKNGECFRADHL 
EPKTVNVVQFEPSKGAIGKAYKKDAKL 
EVYRVTKRVELGIKATAVCSEKLQQLL 
MPLPGTKALPSMDKYAVFKGIAADKSS 
TVKGGQNSTAASTKYDVFRQLSLEGSG 
QDILKEVKFLRQLKHPNTIEYKGCYLK 
KMQTEAQHERELQKLEQRVSLRRAHLE 
LTVPELTQQMFDAKNMMAACDPRHGRY 
ERINVYYNEATGGKYVPRAVLVDLEPG 
LPETNLFETEETRKILDDICVAKAVEC 
QYYKIRSQAIHQLKVNGEDPYPHKFHV 
VAGRIHAKRASGGKLIFYDLRGEGVKL 
PQLLSNKEKAEARKLWEYKNSVISQVT 
TRKDVEKWWHQRIKEQASKISEADKSK 
HGCSWRSGAKVEQKYLRQWFIKTTAYA 
LLELRVSYYENVIKAMLESIGVPLEKL 
GGIDQRKIFTFAEKYLPALGYSKRVHL 
TFAEKYLPALGYSKRVHLMNPMVPGLT 
SAPGEHVFVKGYEKGQPDEELKPKKKV 
VKGYEKGQPDEELKPKKKVFEKLQADF 
PDEELKPKKKVFEKLQADFKISEECIA 
PRNQNKPFSVPHTKSLESRIKEELIAQ 
KRTPTKKEKDQAWKTLKERESILKLLD 
KGPSYGMSREVQSKIEKKYDEELEERL 
HKREFTESQLQEGKHVIGLQMGSNRGA 
KRISEQFTAMFRRKAFLHWYTGEGMDE 
ERISVYYNEASSHKYVPRAILVDLEPG 
GDVTITNDGATILKLLEVEHPAAKVLC 
GQPRYPVNSVNILKAHGRSQMESMLIS 
EMERSLHDALCVVKRVLESKSVVPGGG 
KNLKWIGLDLSNGKPRDNKQAGVFEPT 
IIQDFKGLLLSDYKFSWDRVFQSRGDT 
LFKAVRSVLANGMKLLGITPVCRMMMM 
DEDEEEKEKRGRRKASELRIHDLEDDL 
GGSTSSTLRAAASKLEQGKRVSEMPAA 
APVKKIQASTMAFKQMEQISQFLQAAE 
RGPAYGLSREVQQKIEKQYDADLEQIL 
AYGLSREVQQKIEKQYDADLEQILIQW 
EANLEVLKSIPSEKLMIETDAPWCGVK 
TDPMFRGIYRGVQKHQDDLQDVIGRAV 
QDVIGRAVEIGVKKFMITGGNLQDSKD 
LTVPELTQQMFDSKNMMAACDPRHGRY 
ERINVYYNEATGNKYVPRAILVDLEPG 
PSGSVLTGTLSVLKVLVLNQTGITWAE 
IKYPHQLDQKVLEKQLPGSMTIQKVKG 
FEQSKSQASFNNKKSGDHCHPPSIKHE 
MPLSSDGNPKVNEKTVGVIVSREAMTG 
KETLLAMFKYNKFKCRILNEKVNTPTT 
FKYNKFKCRILNEKVNTPTTTVYRCGP 
KAHSGAQGLLAAQKARGLFKDFFPETG 
RRGPQKRLAAEVTKLVHGREGLDSAKR 
TKLVHGREGLDSAKRCTQALYHSSIDA 
GGTGSGMGTLLISKIREEYPDRIMNTF 
DRISVYYNEATGGKYVPRAILVDLEPG 
ARLGEYEDVSRVEKYTISQEAYDQRQD 
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5839 
5840 
5841 
5842 
5843 
5844 
5845 
5846 
5847 
5848 
5849 
5850 
5851 
5852 
5853 
5854 
5855 
5856 
5857 
5858 
5859 
5860 
5861 
5862 
5863 
5864 
5865 
5866 
5867 
5868 
5869 
5870 
5871 
5872 
5873 
5874 
5875 
5876 
5877 
5878 
5879 
5880 
5881 
5882 
5883 
5884 
5885 
5886 
5887 
5888 
5889 
5890 
5891 
5892 
5893 
5894 
5895 
5896 

Q99426 
Q9BZK7 
Q9BZK7 
Q13428 
Q13428 
Q13428 
Q13428 
Q13428 
Q13428 
Q13428 
Q13428 
Q13428 
Q13428 
Q13428 
P40227 
P40227 
P40227 
P40227 
P40227 
P40227 
P40227 
P26640 
P26640 
P78371 
P78371 
P78371 
P78371 
P50991 
P50991 
P50991 
P50991 
P50991 
P50991 
P21980 
P21980 
Q12962 
Q12962 
Q53T94 
Q53T94 
P37837 
P37837 
P37837 
P37837 
P37837 
P37837 
Q13885 
Q13885 
P49368 
P49368 
Q14186 
Q14186 
Q99757 
Q99757 
P29083 
P29083 
P29084 
P29084 
P21675 

219 
266 
102 
1124 
134 
155 
296 
313 
322 
600 
716 
720 
755 
1414 
58 
5 

199 
287 
365 
377 
388 
269 
645 
230 
13 
154 
181 
29 
21 
288 
302 
319 
326 
672 
468 
161 
189 
353 
440 
204 
115 
219 
269 
286 
321 
174 
58 
370 
222 
49 
3 

140 
152 
106 
67 
260 
74 

1046 

GSVNGKRYFECQAKYGAFVKPAVVTVG 
TKDGNLASTLGQHKGPIFALKWNKKGN 
PDVVQTRQQAYRDKLAQQQAAAAAAAA 
SPQSTSVQAKGTNKLRKPKLPEVQQAT 
MKEKAKAETEKAGKTGNSMPHPATGKT 
PATGKTVANLLSGKSPRKSAEPSANTT 
APAGTRSQVKASEKILQVRAASAPAKG 
VRAASAPAKGTPGKGATPAPPGKAGAV 
GTPGKGATPAPPGKAGAVASQTKAGKP 
GPPQKAGPVAVQVKAEKPMDNSESSEE 
EEKTGLAVTVGQAKSVGKGLQVKAASV 
GLAVTVGQAKSVGKGLQVKAASVPVKG 
VLPGKTGPTVTQVKAEKQEDSESSEEE 
EKKGKGSLGSQGAKDEPEEELQKGMGT 
KMLVSGAGDIKLTKDGNVLLHEMQIQH 
MMMMMMMMMMAAVKTLNPKAEVARAQA 
IDLFMIEIMEMKHKSETDTSLIRGLVL 
IIELKRKVCGDSDKGFVVINQKGIDPF 
EYTLGEEKFTFIEKCNNPRSVTLLIKG 
EKCNNPRSVTLLIKGPNKHTLTQIKDA 
LIKGPNKHTLTQIKDAVRDGLRAVKNA 
QQPPPGEKKPKPEKREKRDPGVITYDL 
PRFEARKAVLVALKERGLFRGIEDNPM 
GFLLDKKIGVNQPKRIENAKILIANTG 
MMASLSLAPVNIFKAGADEERAETARL 
LLSSAVDHGSDEVKFRQDLMNIAGTTL 
SSKLLTHHKDHFTKLAVEAVLRLKGSG 
AGGRGKGAYQDRDKPAQIRFSNISAAK 
RSGATAGAAGGRGKGAYQDRDKPAQIR 
VLREERAYILNLVKQIKKTGCNVLLIQ 
QIKKTGCNVLLIQKSILRDALSDLALH 
RDALSDLALHFLNKMKIMVIKDIERED 
ALHFLNKMKIMVIKDIEREDIEFICKT 
MGLHKLVVNFESDKLKAVKGFRNVIIG 
AFTRANHLNKLAEKEETGMAMRIRVGQ 
DPRIIRLISLAAQKFISDIANDALQHC 
MKGTASGSSRSKSKDRKYTLTMEDLTP 
LTFDPIAKMAKTVKYDVQAVAIIVVVL 
WKSEKPLYYSFVDKPVAYKKREMVVNL 
GRILDWHVANTDKKSYEPLEDPGVKSV 
RVSTEVDARLSFDKDAMVARARRLIEL 
YEPLEDPGVKSVTKIYNYYKKFSYKTI 
SPKLLGELLQDNAKLVPVLSAKAAQAS 
VLSAKAAQASDLEKIHLDEKSFRWLHN 
LSDGIRKFAADAVKLERMLTERMFNAE 
DRIMNTFSVMPSPKVSDTVVEPYNATL 
ERINVYYNEAAGNKYVPRAILVDLEPG 
DEYFTFITDCKDPKACTILLRGASKEI 
IEDSCVLRGVMINKDVTHPRMRRYIKN 
PSTVNPLGKQLLPKTFGQSNVNIAQQV 
MMMMMMMMMMMMAKDAGLIEANGELKV 
EYEVSAVPTVLAMKNGDVVDKFVGIKD 
MKNGDVVDKFVGIKDEDQLEAFLKKLI 
FINYRTLVNVVKYKLDHMRRRIETDER 
FDRKQLRSVLNNLKGDKFIKCRMRVET 
ESGPKKVAPIQRRKKPASQKKRRFKTH 
SFNLKALSGSSGYKFGVLAKIVNYMKT 
STEQARSGEGPMSKFARGSRFSVAEHQ 
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5897 
5898 
5899 
5900 
5901 
5902 
5903 
5904 
5905 
5906 
5907 
5908 
5909 
5910 
5911 
5912 
5913 
5914 
5915 
5916 
5917 
5918 
5919 
5920 
5921 
5922 
5923 
5924 
5925 
5926 
5927 
5928 
5929 
5930 
5931 
5932 
5933 
5934 
5935 
5936 
5937 
5938 
5939 
5940 
5941 
5942 
5943 
5944 
5945 
5946 
5947 
5948 
5949 
5950 
5951 
5952 
5953 
5954 

P21675 
P53999 
P53999 
P53999 
P53999 
Q15185 
Q15185 
Q99832 
Q99832 
Q99832 
Q99832 
P50990 
P50990 
P50990 
P50990 
Q9NZ01 
Q9NZ01 
Q9NZ01 
P32780 
P32780 
Q04206 
Q04206 
Q04206 
Q04206 
Q04206 
Q04206 
Q9BWD1 
Q9BWD1 
Q9BWD1 
Q9BWD1 
P10599 
P10599 
P10599 
P10599 
P10599 
O60343 
O60343 
Q6I9Y2 
Q6I9Y2 
Q16762 
Q16762 
Q16762 
Q16762 
Q16762 
Q16762 
Q16762 
Q16762 
Q13263 
Q13263 
Q13263 
Q13263 
Q13263 
Q13263 
Q13263 
Q13263 
O43615 
O43615 
Q9NVH6 

544 
97 
35 
53 
68 
95 
33 
109 
67 
250 
320 
171 
318 
400 
466 
285 
22 
60 
102 
240 
427 
122 
123 
218 
221 
310 
266 
200 
233 
235 
82 
3 
8 
39 
94 
916 
477 
104 
36 
24 
14 
136 
163 
175 
224 
236 
237 
319 
266 
304 
340 
377 
770 
774 
779 
359 
217 
204 

KESSLKKSRILLGKTGVIKEEPQQNMS 
DIREYWMDPEGEMKPGRKGISLNPEQW 
DKKLKRKKQVAPEKPVKKQKTGETSRA 
QKTGETSRALSSSKQSSSSRDDNMFQI 
SSSSRDDNMFQIGKMRYVSVRDFKGKV 
SGQSWPRLTKERAKLNWLSVDFNNWKD 
CVEDSKDVNVNFEKSKLTFSCLGGSDN 
SVTLLAAEFLKQVKPYVEEGLHPQIII 
GKATISNDGATILKLLDVVHPAAKTLV 
IALLNVELELKAEKDNAEIRVHTVEDY 
DMFCAGRVPEEDLKRTMMACGGSIQTS 
DEVSSLLRTSIMSKQYGNEVFLAKLIA 
ANKYNIMLVRLNSKWDLRRLCKTVGAT 
DIERAVDDGVNTFKVLTRDKRLVPGGG 
AENSGVKANEVISKLYAVHQEGNKNVG 
LVGFTQMTIWAKGKHRSYLKEFRDYPP 
LDAKTREKLCFLDKVEPHATIAEIKNL 
RQSLRLDPKGKSLKDEDVLQKLPVGTT 
RDAVKDLLQQLLPKFKRKANKELEEKN 
SHYFHRDRLNTGSKDLFAECAKIDEKG 
APGPPQAVAPPAPKPTQAGEGTLSEAL 
CIHSFQNLGIQCVKKRDLEQAISQRIQ 
IHSFQNLGIQCVKKRDLEQAISQRIQT 
SCLGGDEIFLLCDKVQKEDIEVYFTGP 
GGDEIFLLCDKVQKEDIEVYFTGPGWE 
RIEEKRKRTYETFKSIMKKSPFSGPTD 
GINDGAAAVVLMKKSEADKRGLTPLAR 
NRTENAQKAGHFDKEIVPVLVSTRKGL 
EFPRHGSNIEAMSKLKPYFLTDGTGTV 
PRHGSNIEAMSKLKPYFLTDGTGTVTP 
CEVKCMPTFQFFKKGQKVGEFSGANKE 
MMMMMMMMMMMMVKQIESKTAFQEALD 
MMMMMMMVKQIESKTAFQEALDAAGDK 
DFSATWCGPCKMIKPFFHSLSEKYSNV 
KKGQKVGEFSGANKEKLEATINELVVV 
KIRCDMEDIHTLLKEGVPKSRRGEIWQ 
LCERIEGLYPPRAKLVIQRHLSSLTDN 
SIAGAHEKIAECKKQILQAKRIRKNRQ 
DDRRINLLVKSFIKWCNSGSQEEGYSQ 
VSTKWLAESIRTGKLGPGLRVLDASWY 
MVHQVLYRALVSTKWLAESIRTGKLGP 
TVSVLNGGFRNWLKEGHPVTSEPSRPE 
PAVFKATLDRSLLKTYEQVLENLESKR 
LKTYEQVLENLESKRFQLVDSRSQGRF 
MPFMDFLTEDGFEKGPEELRALFQTKK 
EKGPEELRALFQTKKVDLSQPLIATCR 
KGPEELRALFQTKKVDLSQPLIATCRK 
LNKRGRVLVNDAQKVTEGQQERLERQH 
RKLLASLVKRLGDKHATLQKSTKEVRS 
VQVDVKMAILQIMKELNKRGRVLVNDA 
RLERQHWTMTKIQKHQEHILRFASWAL 
SKKLIYFQLHRALKMIVDPVEPHGEMK 
SPQEFAQDVGRMFKQFNKLTEDKADVQ 
FAQDVGRMFKQFNKLTEDKADVQSIIG 
GRMFKQFNKLTEDKADVQSIIGLQRFF 
ATYSQLAHPIQQAKALGLQFHSRILDI 
PQRLRKRTEFAGDKFKEEKVFEPNEEA 
FVENVPPTQEHTEKLAERISLIRETIY 
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5955 
5956 
5957 
5958 
5959 
5960 
5961 
5962 
5963 
5964 
5965 
5966 
5967 
5968 
5969 
5970 
5971 
5972 
5973 
5974 
5975 
5976 
5977 
5978 
5979 
5980 
5981 
5982 
5983 
5984 
5985 
5986 
5987 
5988 
5989 
5990 
5991 
5992 
5993 
5994 
5995 
5996 
5997 
5998 
5999 
6000 
6001 
6002 
6003 
6004 
6005 
6006 
6007 
6008 
6009 
6010 
6011 
6012 

Q9NVH6 
Q9NVH6 
Q86V81 
Q86V81 
Q04727 
Q04727 
Q04727 
P31314 
P31314 
Q8N2U0 
Q8N2U0 
Q96MV1 
Q96MV1 
Q5T1C6 
Q5T1C6 
Q5T1C6 
Q5T1C6 
Q5T1C6 
Q5T1C6 
P52888 
P52888 
P52888 
Q9Y5L4 
Q9Y5L4 
O75663 
O75663 
Q9Y490 
Q9Y490 
Q9Y490 
Q9Y490 
P60174 
P60174 
P60174 
P60174 
P60174 
P60174 
P25325 
P25325 
P25325 
P25325 
Q04726 
Q04726 
Q04726 
O94826 
O94826 
P11388 
P11388 
P11388 
P24752 
P24752 
P24752 
P24752 
P24752 
P24752 
P24752 
P24752 
P24752 
P24752 

179 
236 
107 
86 
60 
237 
281 
239 
236 
46 
43 
171 
165 
44 
55 
66 
74 
98 
207 
168 
257 
538 
45 
53 
29 
106 
84 

1544 
2031 
2115 
225 
51 
186 
193 
231 
275 
170 
40 
146 
164 
181 
232 
275 
188 
185 
1237 
1422 
1442 
131 
66 
78 
174 
181 
190 
202 
223 
230 
243 

DCQSFLETNEGLKKFLQNFLLYGIAFV 
FTSDFSRGDTAYTKLALDRHTDTTYFQ 
SGFGGGAGVETGGKLLVSNLDFGVSDA 
RPAPYSRPKQLPDKWQHDLFDSGFGGG 
HSLKLECEKLASEKTEMQRHYVMYYEM 
DYSSESKKQKTEEKEIAARYDSDGEKS 
GSPAHSPRENGLDKTRLLKKDAPISPA 
LASAERAALAKALKMTDAQVKTWFQNR 
QKYLASAERAALAKALKMTDAQVKTWF 
PDAYGKELFDKANKHHFLHSLALLGVP 
AQFPDAYGKELFDKANKHHFLHSLALL 
RWFFEALKYPKFSKAIVINGILMTVVF 
SPFVNQRWFFEALKYPKFSKAIVINGI 
PELRSFSSEEVILKDCSVPNPSWNKDL 
ILKDCSVPNPSWNKDLRLLFDQFMKKC 
WNKDLRLLFDQFMKKCEDGSWKRLPSY 
FDQFMKKCEDGSWKRLPSYKRTPTEWI 
EWIQDFKTHFLDPKLMKEEQMSQAQLF 
VMINSQLDKVEGRKFFVSCNVQSVDEK 
HLPRETQENIKRIKKKLSLLCIDFNKN 
FNCRCKEENCAILKELVTLRAQKSRLL 
YRTGSAVPRELLEKLIESRQANTGLFN 
VANAQELLQRMTDKCFRKCIGKPGGSL 
QRMTDKCFRKCIGKPGGSLDNSEQKCI 
GPWKLTASKTHIMKSADVEKLADELHM 
ESRTEGEHSKEVIKPYDWTYTTDYKGT 
YMLRNGDTMEYRKKQRPLKIRMLDGTV 
EVANSTANLVKTIKALDGAFTEENRAQ 
GILKTAKVLVEDTKVLVQNAAGSQEKL 
AGKVGDDPAVWQLKNSAKVMVTNVTSL 
KTATPQQAQEVHEKLRGWLKSNVSDAV 
MAPSRKFFVGGNWKMNGRKQSLGELIG 
EAGITEKVVFEQTKVIADNVKDWSKVV 
VVFEQTKVIADNVKDWSKVVLAYEPVW 
QAQEVHEKLRGWLKSNVSDAVAQSTRI 
PDVDGFLVGGASLKPEFVDIINAKQQQ 
QLDPAFIKTYEDIKENLESRRFQVVDS 
QPLQLLDASWYLPKLGRDARREFEERH 
RHWLRQNLPLSSGKSQPAPAEFRAQLD 
PAEFRAQLDPAFIKTYEDIKENLESRR 
ALGALGSQAHLTVKDEKNHHELDHRER 
DYSMEAKKRKAEEKDSLSRYDSDGDKS 
VSPAHSPPENGLDKARSLKKDAPTSPA 
DCTKAVELNPKYVKALFRRAKAHEKLD 
VAQDCTKAVELNPKYVKALFRRAKAHE 
TIEMKAEAEKKNKKKIKNENTEGSPQE 
VPKKNVTVKKTAAKSQSSTSTTGAKKR 
TTGAKKRAAPKGTKRDPALNSGVSQKP 
PCTTINKVCASGMKAIMMASQSLMCGH 
GSFLGSLSLLPATKLGSIAIQGAIEKA 
TKLGSIAIQGAIEKAGIPKEEVKEAYM 
YVMNRGSTPYGGVKLEDLIVKDGLTDV 
TPYGGVKLEDLIVKDGLTDVYNKIHMG 
DLIVKDGLTDVYNKIHMGSCAENTAKK 
NKIHMGSCAENTAKKLNIARNEQDAYA 
EQDAYAINSYTRSKAAWEAGKFGNEVI 
NSYTRSKAAWEAGKFGNEVIPVTVTVK 
KFGNEVIPVTVTVKGQPDVVVKEDEEY 
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6013 
6014 
6015 
6016 
6017 
6018 
6019 
6020 
6021 
6022 
6023 
6024 
6025 
6026 
6027 
6028 
6029 
6030 
6031 
6032 
6033 
6034 
6035 
6036 
6037 
6038 
6039 
6040 
6041 
6042 
6043 
6044 
6045 
6046 
6047 
6048 
6049 
6050 
6051 
6052 
6053 
6054 
6055 
6056 
6057 
6058 
6059 
6060 
6061 
6062 
6063 
6064 
6065 
6066 
6067 
6068 
6069 
6070 

P24752 
P24752 
P24752 
P24752 
P24752 
P24752 
P24752 
P42765 
P42765 
P42765 
P42765 
P42765 
P42765 
P42765 
P42765 
P42765 
P42765 
P42765 
P42765 
P42765 
P42765 
P42765 
P42765 
P42765 
P42765 
P42765 
P42765 
Q8IYQ7 
Q8IYQ7 
Q96FV9 
Q96FV9 
Q96FV9 
Q01085 
Q01085 
Q9NQ88 
Q9NQ88 
P51580 
P51580 
P29144 
P29144 
Q9BVK6 
Q9BVK6 
O14787 
O14787 
P12270 
P12270 
P12270 
P12270 
P12270 
P12270 
P12270 
P12270 
P12270 
P12270 
P12270 
P12270 
P29401 
P29401 

251 
257 
263 
266 
268 
273 
338 
306 
25 
45 
137 
143 
171 
191 
209 
211 
212 
214 
234 
240 
241 
269 
270 
305 
312 
340 
375 
249 
281 
337 
133 
300 
91 
122 
214 
50 
191 
58 
803 
401 
47 
160 
374 
862 
204 
252 
312 
345 
428 
457 
477 
713 
723 
748 
755 
1690 
244 
6 

VTVTVKGQPDVVVKEDEEYKRVDFSKV 
GQPDVVVKEDEEYKRVDFSKVPKLKTV 
VKEDEEYKRVDFSKVPKLKTVFQKENG 
DEEYKRVDFSKVPKLKTVFQKENGTVT 
EYKRVDFSKVPKLKTVFQKENGTVTAA 
DFSKVPKLKTVFQKENGTVTAANASTL 
FPIAPVYAASMVLKDVGLKKEDIAMWE 
GIGPVPAISGALKKAGLSLKDMDLVEV 
AKRTPFGAYGGLLKDFTATDLSEFAAK 
LSEFAAKAALSAGKVSPETVDSVIMGN 
QAPYCVRNVRFGTKLGSDIKLEDSLWV 
RNVRFGTKLGSDIKLEDSLWVSLTDQH 
QLPMAMTAENLAVKHKISREECDKYAL 
ECDKYALQSQQRWKAANDAGYFNDEMA 
AGYFNDEMAPIEVKTKKGKQTMQVDEH 
YFNDEMAPIEVKTKKGKQTMQVDEHAR 
FNDEMAPIEVKTKKGKQTMQVDEHARP 
DEMAPIEVKTKKGKQTMQVDEHARPQT 
EHARPQTTLEQLQKLPPVFKKDGTVTA 
TTLEQLQKLPPVFKKDGTVTAGNASGV 
TLEQLQKLPPVFKKDGTVTAGNASGVA 
GAGAVIIASEDAVKKHNFTPLARIVGY 
AGAVIIASEDAVKKHNFTPLARIVGYF 
MGIGPVPAISGALKKAGLSLKDMDLVE 
AISGALKKAGLSLKDMDLVEVNEAFAP 
YLAVERSLDLDISKTNVNGGAIALGHP 
TAHLVHELRRRGGKYAVGSACIGGGQG 
HVWPEDCEQKVSAKFFSEAVIEGLASD 
PAKEFPKLSCGEWKSLVGATYVERAQI 
QYLILFQYLKGQVKFKSSNYVLTDEQS 
VATWKSNTFYSAGKNYLLRMCNDLLRR 
EELKTGGEHVYFAKFLTSEKLMDLQLS 
VKVNWATTPSSQKKDTSNHFHVFVGDL 
TTEDIKSAFAPFGKISDARVVKDMATG 
YMRSLFDYFLTDLKCSLPATLSRSELM 
KQAAAAGIFLNNVKFTHAFSSDLMRTK 
FQYLLCVLSYDPTKHPGPPFYVPHAEI 
GHQLLKKHLDTFLKGKSGLRVFFPLCG 
LKNWVQTLRPVSAKTKPLGSRDVLPNN 
SPDMMVAEYSLREKLPANQYTWSSRGP 
RGSALYFHIGETEKKCFIEEIPDETMV 
EHANDYAEIAAKDKLSELQLRVRQLVE 
DDDDDALSDWNLRKCSAAALDVLANVF 
WVSPKDDLRDMFYKILHGFKDQVGEDN 
HSQNTWLNTELKTKTDELLALGREKGN 
QMNGLKTSNEHLQKHVEDLLTKLKEAK 
KSNELTRAVEELHKLLKEAGEANKAIQ 
EQSKDQMEKEMLEKIGRLEKELENAND 
ENKRINKYLDEIVKEVEAKAPILKRQR 
YERAQKAVASLSVKLEQAMKEIQRLQE 
EIQRLQEDTDKANKQSSVLERDNRRME 
LQEQVTDLRSQNTKISTQLDFASKRYE 
QNTKISTQLDFASKRYEMLQDNVEGYR 
YRREITSLHERNQKLTATTQKQEQIIN 
LHERNQKLTATTQKQEQIINTMTQDLR 
TPSKVTAAAMAGNKSTPRASIRPMVTP 
AKHQPTAIIAKTFKGRGITGVEDKESW 
MMMMMMMMMESYHKPDQQKLQALKDTA 
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6071 
6072 
6073 
6074 
6075 
6076 
6077 
6078 
6079 
6080 
6081 
6082 
6083 
6084 
6085 
6086 
6087 
6088 
6089 
6090 
6091 
6092 
6093 
6094 
6095 
6096 
6097 
6098 
6099 
6100 
6101 
6102 
6103 
6104 
6105 
6106 
6107 
6108 
6109 
6110 
6111 
6112 
6113 
6114 
6115 
6116 
6117 
6118 
6119 
6120 
6121 
6122 
6123 
6124 
6125 
6126 
6127 
6128 

P29401 
P29401 
P29401 
P29401 
P29401 
P29401 
P29401 
P29401 
Q96Q11 
Q96Q11 
Q6PL24 
Q6PL24 
Q9Y2W1 
Q9Y2W1 
Q9Y2W1 
Q9Y2W1 
Q9Y2W1 
Q9Y2W1 
Q9Y2W1 
Q9Y2W1 
Q9Y2W1 
Q9Y2W1 
Q12931 
Q12931 
Q12931 
Q12931 
Q12931 
Q12931 
Q12931 
Q9UPN9 
Q9UPN9 
Q9UPN9 
Q9UPN9 
Q9UPN9 
Q9UPN9 
Q14669 
Q14669 
Q14669 
P11387 
P11387 
P11387 
Q02880 
Q02880 
Q7Z392 
Q7Z392 
P67936 
P67936 
P67936 
Q9ULW0 
Q9ULW0 
Q9ULW0 
Q9ULW0 
Q16881 
Q16881 
Q15631 
Q15631 
Q15631 
Q9Y4A5 

11 
144 
204 
232 
241 
260 
538 
603 
280 
402 
167 
169 
670 
221 
346 
455 
470 
481 
519 
527 
558 
811 
276 
262 
324 
332 
424 
431 
466 
861 
763 
769 
793 
951 
953 
284 
181 
1425 
666 
172 
280 
540 
3 

666 
245 
125 
177 
215 
449 
128 
305 
375 
291 
218 
69 
187 
199 
472 

MMMMESYHKPDQQKLQALKDTANRLRI 
AACGMAYTGKYFDKASYRVYCLLGDGE 
DPAPLQHQMDIYQKRCEAFGWHAIIVD 
HSVEELCKAFGQAKHQPTAIIAKTFKG 
FGQAKHQPTAIIAKTFKGRGITGVEDK 
GITGVEDKESWHGKPLPKNMAEQIIQE 
EKINIRVLDPFTIKPLDRKLILDSARA 
NRVPRSGKPAELLKMFGIDRDAIAQAV 
IGLPANASLEEFDKVSKNVDGFSPKPV 
SGHDIRKVGISSGKEIGALLQQLREQW 
PPLMAPPCIWTFAKVKEFKSKLGKEKN 
LMAPPCIWTFAKVKEFKSKLGKEKNSR 
YLKRGTEQEAAKNKKSPEIHRRIDISP 
GGTSQDTKASESSKPWPDATYGTGSAS 
KEESAASGGAAYTKRYLEEQKTENGKD 
KESEFDDEPKFMSKVIGANKNQEEEKS 
IGANKNQEEEKSGKWEGLVYAPPGKEK 
SGKWEGLVYAPPGKEKQRKTEELEEES 
KRSEGGHRGFVPEKNFRVTAYKAVQEK 
GFVPEKNFRVTAYKAVQEKSSSPPPRK 
RDKLGAKGDFPTGKSSFSITREAQVNV 
ETEEREESTTGFDKSRLGTKDFVGPSE 
EFSSEARVRDVVTKYSNFVSFPLYLNG 
TGTKIIIHLKSDCKEFSSEARVRDVVT 
HEEFYRYVAQAHDKPRYTLHYKTDAPL 
AQAHDKPRYTLHYKTDAPLNIRSIFYV 
IRKLRDVLQQRLIKFFIDQSKKDAEKY 
LQQRLIKFFIDQSKKDAEKYAKFFEDY 
VTATEQEVKEDIAKLLRYESSALPSGQ 
SCKQSGLSSLVNGKSPIRSLMHRSARI 
SRGSCGSSGRTAEKTSLSFKSDQVKVK 
SSGRTAEKTSLSFKSDQVKVKQEPGTE 
GTEDEICSFSGGVKQEKTEDGRRSACM 
EVEYDCDNLQHSKKGKTAQGLSPVDQR 
EYDCDNLQHSKKGKTAQGLSPVDQRKC 
SLPKTKLSLPGSSKSETSKPGPSGLQA 
AEERSAKPTKLASKSATSAKAGCSTIT 
VGGKRGRAQTAPTKTSPRNAKKHDELW 
AKKEQLADARRDLKSAKADAKVMKDAK 
KEKKRKLEEEEDGKLKKPKNKDKDKKV 
EYTTKEIFRKNFFKDWRKEMTNEEKNI 
EINNIIKIVGLQYKKSYDDAESLKTLR 
MMMMMMMMMMMMAKSGGCGAGAGVGGG 
TQGKMCLVPGKTRKLLFKFVAKTEDVG 
FFSELKQDTQNALKNYRTAYNLVHELR 
LKEAKHIAEEADRKYEEVARKLVILEG 
VTNNLKSLEAASEKYSEKEDKYEEEIK 
RAEFAERTVAKLEKTIDDLEEKLAQAK 
EIEKRIQERESKKKTEDEHFEFHSRPC 
AQPQRRSLRLSAQKDLEQKEKHHVKMK 
SSPARVTKGCTIVKPFNLSQGKKRTFD 
KICRDPQTPVLQTKHRARAVTCKSTAE 
ENAYGQFIGPHRIKATNNKGKEKIYSA 
LGGTCVNVGCIPKKLMHQAALLGQALQ 
KRCLKAREHFGTVKTHLTSLKTKFPAE 
INELDSGFRLLNLKNDSLRKRYDGLKY 
LKNDSLRKRYDGLKYDVKKVEEVVYDL 
IARYQLSAIFKKCKPQSELGAVEAALP 

+ 
+ 
+ 
+ 
+ 
+ 
+ 
+ 
- 
+ 
- 
+ 
- 
+ 
+ 
+ 
+ 
+ 
+ 
+ 
+ 
+ 
- 
+ 
+ 
+ 
+ 
+ 
+ 
- 
+ 
+ 
+ 
+ 
+ 
- 
+ 
+ 
- 
+ 
+ 
- 
+ 
- 
+ 
- 
+ 
+ 
- 
+ 
+ 
+ 
- 
- 
- 
+ 
+ 
- 

- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 

- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 

- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
+ 
- 
- 
- 
- 



107 
 
6129 
6130 
6131 
6132 
6133 
6134 
6135 
6136 
6137 
6138 
6139 
6140 
6141 
6142 
6143 
6144 
6145 
6146 
6147 
6148 
6149 
6150 
6151 
6152 
6153 
6154 
6155 
6156 
6157 
6158 
6159 
6160 
6161 
6162 
6163 
6164 
6165 
6166 
6167 
6168 
6169 
6170 
6171 
6172 
6173 
6174 
6175 
6176 
6177 
6178 
6179 
6180 
6181 
6182 
6183 
6184 
6185 
6186 

Q9Y4A5 
Q9Y5U2 
Q9Y5U2 
Q6IBS0 
Q6IBS0 
Q96PN7 
Q96PN7 
Q96PN7 
Q14258 
Q14258 
Q14258 
H0UI37 
H0UI37 
P22314 
P22314 
P22314 
P22314 
P63279 
P63279 
Q9NNW7 
Q9NNW7 
Q9NNW7 
P26368 
P26368 
Q8WVY7 
Q8WVY7 
P61086 
P61086 
P61088 
P61088 
Q96K76 
Q96K76 
A6NIH7 
A6NIH7 
A0AVT1 
A0AVT1 
A0AVT1 
Q6ZU65 
Q6ZU65 
Q6ZU65 
O60656 
O60656 
Q86VQ6 
Q86VQ6 
O75643 
O75643 
Q9NPG3 
Q9NPG3 
Q86UV5 
Q86UV5 
O60701 
O60701 
Q9Y5K5 
Q9Y5K5 
Q9Y5K5 
Q9Y5K5 
Q96T88 
Q96T88 

3078 
164 
217 
110 
14 
907 
633 
640 
573 
273 
567 
33 
84 
911 
528 
671 
980 
76 
65 
220 
175 
329 
225 
70 
282 
117 
61 
14 
94 
82 

1066 
122 
184 
24 
709 
544 
729 
1062 
1068 
1148 
91 
99 
539 
379 
285 
971 
805 
222 
898 
956 
430 
107 
154 
47 
158 
289 
592 
399 

HTIPTVPIVDCFQKIRQQVKCYLQLAG 
PVPDYVAHPERWTKYSLEDVTEVSEQS 
DPSSCGEGRVIFTKPVRGVEARHERKR 
LKMLYAATRATVKKEFGGGHIKDELFG 
MAHQTGIHATEELKEFFAKARAGSVRL 
ERKLFNKALATYSKDFIFVQKMVKSKT 
MSDDEMPVLEIPRKHQPSVPKAEEPLK 
VLEIPRKHQPSVPKAEEPLKTVQEKKK 
AWHNNVEKTLPSTKATRVGVLLNCDHG 
TRKIKEEEKRVNSKFDTIYQILLKKKS 
FNTKISAWHNNVEKTLPSTKATRVGVL 
HNFYTAISKDVTYKELKNLLNSKNIML 
EVGEALQMNPRDFKEKYNEVKPSKSDS 
TAAVVGLVCLELYKVVQGHRQLDSYKN 
RQFLFRPWDVTKLKSDTAAAAVRQMNP 
QPAENVNQYLTDPKFVERTLRLAGTQP 
GEEMTLKQFLDYFKTEHKLEITMLSQG 
LFKDDYPSSPPKCKFEPPLFHPNVYPS 
PWEGGLFKLRMLFKDDYPSSPPKCKFE 
TSDDIFWLKESPGKTLVVGASYVALEC 
VDEHTVCGVAKGGKEILLSADHIIIAT 
IGRVPDTRSLNLEKAGVDTSPDTQKIL 
MAFDGIIFQGQSLKIRRPHDYQPLPGM 
DRRRRSKPLTRGAKEEHGGLIRSPRHE 
RPFMKAHLNRDKDKELLKLTQYLKEIA 
EVVEVENREENLLKISRRVKEYKVEIL 
DTPYEGGRYQLEIKIPETYPFNPPKVR 
MANIAVQRIKREFKEVLKSEETSKNQI 
DKLGRICLDILKDKWSPALQIRTVLLS 
VRFMTKIYHPNVDKLGRICLDILKDKW 
MVHVDKRITLAAFKQHLEPFVGVLSSH 
DKSLLDANFEPGKKNFLHLTDKDGEQP 
RMIERHYFREHLLKNFDFDFGFCIPSS 
AASAAGPGGLVAGKEEKKKAGGGVLNR 
WSQCVELARLKFEKYFNHKALQLLHCF 
KINSQIKIDAHLNKVCPTTETIYNDEF 
LQLLHCFPLDIRLKDGSLFWQSPKRPP 
PKPLPSPKPSASPKPSLSAKPSVSTKL 
PKPSASPKPSLSAKPSVSTKLISKSNP 
SGLPPTKNLQAPSKLTNSSSTGTVGKN 
STSYTLEDLDREFKAFAHAQWKAQVRS 
LDREFKAFAHAQWKAQVRSIYSLLMGS 
CCGLSEEKAIEVYKKENLEIYHTLFWP 
SILLRGFDQEMAEKVGSYMEQHGVKFL 
LSRFYDDAIVSQKKADEVLEILKTASD 
HTAALMLDKNNLVKYDKKTGNFQVTEL 
GPQVAVPVPGPQVKVFHAGTQQQKNFT 
YDKEKKSKKSKFSKAGFTALNASKEKK 
VSSSETEEDKEEAKPDGEKDPDFNQSN 
GEKALLVSANQTLKELKIQIMHAFSVA 
WDMFKELDYERIHKKMLKPAFIFDGRR 
KTYGMGKGRAADLKYIEACARRIVQNS 
NSFARQQMFEFDTKTSAKEEDAFHFVS 
EIWSLEPENFEKLKPVHGLIFLFKWQP 
RQQMFEFDTKTSAKEEDAFHFVSYVPV 
QKLKRYKIENIRRKHNYLPFIMELLKT 
LLRRDDDEPGPWTKEGKDRIKKLGLTM 
MASATSSSQRDWGKGMACVGRTKECTI 
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6187 
6188 
6189 
6190 
6191 
6192 
6193 
6194 
6195 
6196 
6197 
6198 
6199 
6200 
6201 
6202 
6203 
6204 
6205 
6206 
6207 
6208 
6209 
6210 
6211 
6212 
6213 
6214 
6215 
6216 
6217 
6218 
6219 
6220 
6221 
6222 
6223 
6224 
6225 
6226 
6227 
6228 
6229 
6230 
6231 
6232 
6233 
6234 
6235 
6236 
6237 
6238 
6239 
6240 
6241 
6242 
6243 
6244 

Q96T88 
P61081 
P61081 
P62256 
P62256 
Q14139 
Q14139 
Q9H3U1 
Q9H3U1 
Q9H3U1 
P13051 
P13051 
Q9UPT9 
Q9UPT9 
Q5T4S7 
Q5T4S7 
P51784 
P51784 
P54578 
P54578 
Q93009 
Q93009 
Q93009 
Q93009 
Q16851 
Q16851 
P52758 
P52758 
P52758 
P52758 
Q9P0L0 
Q9P0L0 
Q13564 
Q13564 
Q13564 
Q96IX5 
Q96IX5 
O60763 
O60763 
P45880 
P45880 
P45880 
Q96JH7 
Q96JH7 
Q14119 
Q14119 
P21796 
P21796 
P21796 
P21796 
P21796 
Q9Y277 
Q9Y277 
Q9Y277 
Q9Y277 
Q9Y277 
Q9Y277 
Q9Y277 

546 
92 
3 
73 
60 
444 
386 
626 
70 
483 
123 
295 
152 
129 
3981 
1084 
814 
245 
284 
449 
272 
869 
1084 
1096 
60 
438 
101 
13 
60 
67 
211 
125 
351 
6 

341 
16 
17 
596 
202 
23 
31 
120 
243 
408 
107 
362 
201 
20 
109 
252 
266 
113 
12 
15 
20 
90 
109 
266 

VRVVRNVKGGKNSKYAPAEGNRYDGIY 
SFKVGQGYPHDPPKVKCETMVYHPNID 
MMMMMMMMMMMMIKLFSLKQQKKEEES 
KYPFKSPSIGFMNKIFHPNIDEASGTV 
EGGVWKVRVDLPDKYPFKSPSIGFMNK 
SDAFFLNLGAALLKLCQPFCKPRSSRL 
FMAQFHEKIYQMLKNLLQLSPETKHCI 
AKYAKQHVPEQHPKDKPSFVRARVKKL 
QAVLHRNRAACHLKLEDYDKAETEASK 
RASFITANGVSLLKDLYKCSEKDSIRI 
YFIKLMGFVAEERKHYTVYPPPHQVFT 
SVYRGFFGCRHFSKTNELLQKSGKKPI 
QGVGEKFSTWEPTKRELELLKHNPKRR 
QDYIYDKDMEIIAKEEQRKAWKMQGVG 
LQYEMLLLTDSISKEDSCWELRLRCAL 
LLELASTTKCSSVKYDVEIVEEYFARQ 
YCPSCKQHQLATKKLDLWMLPEILIIH 
FLVEPQEDTRLWAKNSEGSLDRLYDTH 
NQLQLSCFINQEVKYLFTGLKLRLQEE 
YVSWVKRKQDEWIKFDDDKVSIVTPED 
ALQRVFYELQHSDKPVGTKKLTKSFGW 
NYEGTLRDLLQFFKPRQPKKLYYQQLK 
SHPRPWLGLDHFNKAPKRSRYTYLEKA 
NKAPKRSRYTYLEKAIKIHNNNNNNNN 
EFEHTKKDLDGFRKLFHRFLQEKGPSV 
PTVPLVKLGSSFTKVQDYLRRFESIPD 
DFNTVNEIYKQYFKSNFPARAAYQVAA 
MMSSLIRRVISTAKAPGAIGPYSQAVL 
VSGGVAEEAKQALKNMGEILKAAGCDF 
EAKQALKNMGEILKAAGCDFTNVVKTT 
DEGLRLRKVAHSDKPGSTSTASFRDNV 
VWKEAKPDELMDSKLRCVFEMPNENDK 
KYIKLQNVYREKAKKDAAAVGNHVAKL 
MMMMMMMMMAQLGKLLKEQKYDRQLRL 
TIPDMIADSGKYIKLQNVYREKAKKDA 
GPESDAQYQFTGIKKYFNSYTLTGRMN 
PESDAQYQFTGIKKYFNSYTLTGRMNC 
FISKHELYSRASQKPQPNFPSPEYMIF 
LLQALTRSNGAIQKIVAFENAFERLLD 
RPMCIPPSYADLGKAARDIFNKGFGFG 
YADLGKAARDIFNKGFGFGLVKLDVKT 
KLTFDTTFSPNTGKKSGKIKSSYKREC 
GRELFWHALRENLKQHFQQHLARYQAL 
GGCVIGGDRSLQDKYLLRLVAAMEEVF 
SCHTGIKLVSRPKKTPTTVVPLISTIA 
QQQQQQHVTSWPGKQVETLRLWEEAVK 
TEFGGSIYQKVNKKLETAVNLAWTAGN 
YADLGKSARDVFTKGYGFGLIKLDLKT 
KLTFDSSFSPNTGKKNAKIKTGYKREH 
NSSLIGLGYTQTLKPGIKLTLSALLDG 
PGIKLTLSALLDGKNVNAGGHKLGLGL 
DTIFVPNTGKKSGKLKASYKRDCFSVG 
MMMCNTPTYCDLGKAAKDVFNKGYGFG 
CNTPTYCDLGKAAKDVFNKGYGFGMVK 
YCDLGKAAKDVFNKGYGFGMVKIDLKT 
TDNTLGTEISWENKLAEGLKLTLDTIF 
KLTLDTIFVPNTGKKSGKLKASYKRDC 
PGVKLTLSALIDGKNFSAGGHKVGLGF 

+ 
- 
+ 
- 
+ 
- 
+ 
- 
+ 
+ 
- 
+ 
- 
+ 
- 
+ 
- 
+ 
- 
+ 
- 
+ 
+ 
+ 
- 
+ 
- 
- 
- 
- 
- 
+ 
- 
+ 
+ 
+ 
+ 
- 
+ 
- 
+ 
+ 
- 
+ 
- 
+ 
- 
+ 
+ 
+ 
+ 
- 
+ 
+ 
+ 
+ 
+ 
+ 

- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 

- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 

- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
+ 
+ 
+ 
- 
- 
- 
- 
- 
- 
- 
- 
- 
- 
+ 
- 
- 
- 
- 
- 
- 
+ 
- 
- 
- 
- 
- 
- 
+ 
- 
- 
- 



109 
 
6245 
6246 
6247 
6248 
6249 
6250 
6251 
6252 
6253 
6254 
6255 
6256 
6257 
6258 
6259 
6260 
6261 
6262 
6263 
6264 
6265 
6266 
6267 
6268 
6269 
6270 
6271 
6272 
6273 
6274 
6275 
6276 
6277 
6278 
6279 
6280 
6281 
6282 
6283 
6284 
6285 
6286 
6287 
6288 
6289 
6290 
6291 
6292 
6293 
6294 
6295 
6296 
6297 
6298 
6299 
6300 
6301 
6302 

Q00341 
Q00341 
P18206 
P18206 
P18206 
Q709C8 
Q709C8 
Q9Y4B6 
Q9Y4B6 
O75351 
O75351 
Q5VIR6 
Q5VIR6 
Q5VIR6 
Q7Z5K2 
Q7Z5K2 
O75717 
O75717 
O75717 
Q9BTA9 
Q9BTA9 
P61964 
P61964 
Q9NW82 
Q9NW82 
Q8IWA0 
Q8IWA0 
P50552 
P50552 
Q9UN37 
Q9UN37 
Q9C0J8 
Q9C0J8 
Q9HAV4 
Q9HAV4 
Q9P253 
Q9P253 
Q96SY0 
Q96SY0 
Q9Y2W2 
Q9Y2W2 
Q9Y2W2 
Q96S55 
Q96S55 
Q9UBQ0 
Q9UBQ0 
P55060 
P55060 
P55060 
O43592 
O43592 
Q5THJ4 
Q5THJ4 
P13010 
P13010 
P13010 
P13010 
P13010 

303 
991 
71 
173 
496 
1440 
3538 
1343 
701 
23 
10 
112 
110 
360 
536 
168 
314 
671 
962 
57 
302 
227 
112 
33 
452 
671 
466 
286 
283 
220 
8 

365 
46 
125 
396 
802 
362 
396 
418 
610 
13 
565 
335 
633 
24 
50 
486 
574 
824 
293 
634 
1605 
3524 
35 
144 
265 
332 
660 

EKKKKTTTIAVEVKKSQHKYVIGPKGN 
EVPFDLHRYVIGQKGSGIRKMMDEFEV 
GKETVQTTEDQILKRDMPPAFIKVENA 
YTKNLGPGMTKMAKMIDERQQELTHQE 
NSRPAKAAVHLEGKIEQAQRWIDNPTV 
LNFEIKEVVVTLMKKSEKKGRPLHELN 
LRGVVGGVTGIITKPVEGAKKEGAAGF 
FGSSFRTFNATDYKPIATIDVKRNIFD 
CVCGPDNRISSIGKFISGTPRRKLPQN 
KAIDLASKAAQEDKAGNYEEALQLYQH 
MMMMMSSTSPNLQKAIDLASKAAQEDK 
EAQKAIQQLFGKIKDIKDKAEKSEQMV 
LEEAQKAIQQLFGKIKDIKDKAEKSEQ 
AIQRTTNFEGFLAKRFSGCTLTDGTLK 
SVKKPINKQGDKSKENTRKIFSGPKRS 
ASISSCNKLITSDKVENFHEEHEKNSH 
ENVCDPSGKTSSSKVSSRVEKDYNDLF 
WTPICNTREHCKGKSDHYWVVGIHENP 
LSRTTNNEKSPIIKPLIPKPKPKQASA 
EKMRDAGDPSPPNKMLRRSDSPENKYS 
SKLPTPTSSVPAQKTERKESTSGDKPV 
NPPVSFVKFSPNGKYILAATLDNTLKL 
SNLLVSASDDKTLKIWDVSSGKCLKTL 
QLAVTMGFTGFGKKARTFDLEAMFEQT 
VTGTSIQRGCGSGKLVFFERRTFQRVY 
FLTKSQSLLTFSTKSPEEKLTPTSKQL 
AEKSEQPTLVTASKDGYFKVWILTDDS 
RRRKATQVGEKTPKDESANQEEPEARV 
MLARRRKATQVGEKTPKDESANQEEPE 
KLVKNLFELARQHKPSIIFIDEVDSLC 
MMMMMMMTTSTLQKAIDLVTKATEEDK 
SDGSLLFWHVGVEKEVGGMEMAHEGMI 
AQQQAMQQLTFDGKRMRKAVNRKTIDY 
IKDALSRIVVEMIKREWPQHWPDMLIE 
ILSRDPLLLAIIPKYLRASMTNLVKMG 
LPFFPDFVTIDHFKEAICSSLKAYNHH 
LTGQVVLRDHFLEKFGPLKHMVKDSST 
DDNKSPFPLQPKNKRSYAQNVTVWIKP 
VWIKPSGLQTDVQKILRNARKLPEKTQ 
QRKSEDDSAVPLAKAAPKSGPSVPVSV 
MMGRRSTSSTKSGKFMNPTDQARKEAR 
ATIEKKATATISAKPQITNPKAEITRF 
KTILFIDEIHRFNKSQQDTFLPHVECG 
NAPTRLMKDLGYGKGYKYNPMYSEPVD 
IPHRCNSLPAKFKKLLVPGKIQHILCT 
TGNLCTKESYDYLKTLAGDVHIVRGDF 
NVNEFPVLKADGIKYIMIFRNQVPKEH 
LTLPGSSENEYIMKAIMRSFSLLQEAI 
DGIQPKMFGMVLEKIIIPEIQKVSGNV 
DQEEDVDFLARFSKLVNGMGQSLIVSW 
LTPLMEKFKILLEKLMLAQDEERQASL 
GLFSHSSLSNTSQKSLSVKEVKSFTQI 
DQLPPPFRIDNFSKVPVVFTQHGVAEP 
NSIPGIESPFEQAKKVITMFVQRQVFA 
HIEIFTDLSSRFSKSQLDIIIHSLKKC 
TIGSNLSIRIAAYKSILQERVKKTWTV 
DIVPFSKVDEEQMKYKSEGKCFSVLGF 
IKFSEEQRFNNFLKALQEKVEIKQLNH 
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6303 
6304 
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6306 
6307 
6308 
6309 
6310 
6311 
6312 
6313 
6314 
6315 
6316 
6317 
6318 
6319 
6320 
6321 
6322 
6323 
6324 
6325 
6326 
6327 
6328 
6329 
6330 
6331 
6332 
6333 
6334 
6335 
6336 
6337 
6338 
6339 
6340 
6341 
6342 
6343 
6344 
6345 
6346 
6347 
6348 
6349 
6350 
6351 
6352 
6353 
6354 
6355 
6356 
6357 
6358 
6359 
6360 

P13010 
Q8TAF3 
Q8TAF3 
Q8TAF3 
O95785 
O95785 
Q9NQW7 
Q9NQW7 
P12956 
P12956 
P12956 
P12956 
P12956 
O75083 
O75083 
O75083 
O75083 
O75083 
O75083 
O14980 
O14980 
O14980 
Q9H0D6 
Q9H0D6 
Q92889 
Q92889 
P67809 
P67809 
P67809 
A8MVJ9 
A8MVJ9 
A8MVJ9 
A8MVJ9 
Q6ZSR9 
Q6ZSR9 
Q8N4Q0 
Q8N4Q0 
Q6PJT7 
Q6PJT7 
Q9UQR1 
Q9UQR1 
Q15942 
Q15942 
Q15942 
Q15942 
P17026 
P17026 
P17026 
Q86VM9 
Q86VM9 
Q96KR1 
Q96KR1 
Q96KR1 
O14628 
O14628 
O60281 
O60281 
O60281 

665 
318 
214 
578 
1275 
1162 
598 
304 
262 
31 
331 
338 
461 
569 
28 
81 
95 
115 
480 
590 
446 
693 
616 
286 
396 
289 
93 
301 
304 
95 
20 
187 
234 
288 
19 
175 
35 
418 
357 
143 
607 
33 
265 
272 
279 
90 
18 
23 
889 
814 
860 
509 
516 
389 
408 
368 
1117 
2042 

EQRFNNFLKALQEKVEIKQLNHFWEIV 
SADPPPAIWVATTKSTVNKWTLKGIHN 
AKLMKLKGHTDNVKALLLNRDGTQCLS 
IPFYLQPHASSGAKTLKKDRLSASDML 
GSPIDTLREILKKKSKPCLIKKEPPAG 
GHSPTASPPPTARKMFPGLAAPSLPKK 
LNNYHLTCRDVIGKELQKQGRQEALEW 
SDKASYAVSETIPKDHRCCMPYTPICI 
KETRKRALSRLKLKLNKDIVISVGIYN 
EEQEENLEASGDYKYSGRDSLIFLVDA 
RSQIYGSRQIILEKEETEELKRFDDPG 
RQIILEKEETEELKRFDDPGLMLMGFK 
FTEKIMATPEQVGKMKAIVEKLRFTYR 
VYVWTLSDPETRVKIQDAHRLHHVSSL 
VERGVSKIIGGDPKGNNFLYTNGKCVI 
PSGFYIASGDVSGKLRIWDTTQKEHLL 
LRIWDTTQKEHLLKYEYQPFAGKIKDI 
AGKIKDIAWTEDSKRIAVVGEGREKFG 
GNVRLYSILGTTLKDEGKLLEAKGPVT 
HDGVQDMACDTFIKIAQKCRRHFVQVQ 
VENDQGEVVREFMKDTDSINLYKNMRE 
KDPETVKQLGSILKTNVRACKAVGHPF 
PAASGNFLPPSWRKLMSDPDSSIIDFY 
VKDCEGLPREKKGKHDELADSLPCAEG 
ALTEVLKEIEAENKESEALGGPGQVLI 
QLGAKTKSLVQDLKILRTLLQYLSQYD 
TKEDVFVHQTAIKKNNPRKYLRSVGDG 
RRRRPENPKPQDGKETKAADPPAENSS 
RPENPKPQDGKETKAADPPAENSSAPE 
VDPYNILAGKHKMKKKSTVPNFNLHWR 
KRRPGAGAGPQCEKTVDVKKSKFCEAD 
LKEVTDKKKTNLFKNVDEKLTETAREL 
KTFHGTGLVPPVDKNVVGYRELPETDA 
PMAGKPFRPQSLSKYSRHYSPEDEPSP 
LPLYPDPSRVPGTKTQNNLESDYLARD 
ISLKELGGLSEGKKVLVTAAAGGTGQF 
LDFQGSAIPQAMQKLVVTRLSPNFREA 
TPRISPPIKEEETKGDSVEKNQGTQQR 
LPPSKQANKNLILKAISEAQESVTKTT 
DKKQIREPVDLQKKKKRKQRSPAKILT 
SSSDKANMLQEYSKFLQQALDRTSQND 
YAPQKKFGPVVAPKPKVNPFRPGDSEP 
PRGPPASSPAPAPKFSPVTPKFTPVAS 
SPAPAPKFSPVTPKFTPVASKFSPGAP 
FSPVTPKFTPVASKFSPGAPGGSGSQP 
HTGKKSHKCADCGKSFFQSSNLIQHRR 
KPKAGISRSSSQGKAYENKRKTGRQRQ 
ISRSSSQGKAYENKRKTGRQRQKWGMT 
GQNSKAPAAPADRKRQLSPQSKSSSKV 
PPGQPQQGTFVAHKEIKLTLLNKAADK 
SEAAIILNSCVEPKMQVTITLTSPIIR 
KTSTPKINFVGGNKLQSTGNKAEDIKG 
NFVGGNKLQSTGNKAEDIKGTECVKST 
LAGEKLSKCETWYKGFNHSPNPSKHQR 
PNPSKHQRNEIGGKPFKCEECDSIFKW 
KALRLESTENTEVKISICKTISCLLPD 
GCTRTYNSSQSIGKHMKTAHPDQYAAF 
TQNTHSNVAVIPEKQLVEKKSPDKTES 
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6365 
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6379 
6380 
6381 
6382 
6383 
6384 
6385 
6386 
6387 
6388 
6389 
6390 
6391 
6392 
6393 
6394 

O95218 
O95218 
O95218 
O95218 
O75152 
O75152 
Q6FIF0 
Q6FIF0 
Q96F45 
Q96F45 
Q9HCE3 
Q9HCE3 
P43403 
P43403 
O76080 
O76080 
Q5BKZ1 
Q5BKZ1 
P17020 
P17020 
O60315 
O60315 
O43361 
O43361 
O43361 
Q96AP4 
Q96AP4 
O43264 
O43264 
O43149 
O43149 
Q8IYH5 
Q8IYH5 
Q8IYH5 

132 
18 
54 
92 
575 
764 
154 
204 
406 
209 
1249 
175 
541 
603 
148 
209 
383 
247 
263 
487 
1018 
377 
503 
466 
539 
161 
262 
215 
777 
2581 
2667 
281 
394 
701 

ESDGEYDEFGRKKKKYRGKAVGPASIL 
NFRVSDGDWICPDKKCGNVNFARRTSC 
EAKMMKAGGTEIGKTLAEKSRGLFSAN 
WARRSECNMCNTPKYAKLEERTGYGGG 
MREKHMQKQQEREKSVLTPLRGDVASC 
SMKTRRLSSASTGKPPLSVEDDFEKLI 
KPKQKKNRCFMCRKKVGLTGFECRCGN 
EKIRKENPVVVGEKIQKIIIIIIIIII 
QLAAAAAGSLGCSKPAGSSPLAGASPP 
GGGGGGGGGVSSEKSGFRVPSATCQPF 
KQNGAGEDNQQENKPSHEDESPDGAVS 
NVLTGSAPQQDYDKLKALGGENSSKTG 
TMWEALSYGQKPYKKMKGPEVMAFIEQ 
EQRMRACYYSLASKVEGPPGSTQKAEA 
STSQSEEKAPELPKPKKNRCFMCRKKV 
AKIRKENPVVVAEKIQRIIIIIIIIII 
IRKQQTNNQTEVVKIIEKDVMEGVTVD 
ARGIKRKMMQPFNKPSGTFIKKPKLAK 
SVLKNRHRSHMSEKAYQCSECGKAFRG 
SVLRKHQIIHTGEKPYRCSVCGKAFSH 
DKTFQKSSSLLRHKYEHTGKRPHQCQI 
SAITQLRNKLENGKPLSMSEQTGLLKI 
KAFLTQAHLVGHQKIHTGERPYECTQC 
LVQHQKIHTDAFSKRSDLIQHKRIDIR 
LVQHEKIHTDAFSKRSDLIQHKRIDLR 
ETTYSPPECPFCGKIEEHSEDMETHVK 
RSEESRQEIEEFQKLQRQYGLDNSGGY 
LQTELHLYTEQSHKEEKTPMPPISSVL 
LFQNTERRAAALAKIKKKKKKKKKKKK 
ISSTESELQQSYAKQRRSKSAALLHKE 
DMFMQLEEKHEWEKILQKVLQGCREDM 
CTDSQVQVKLEDHKIVTACLPVEHVNQ 
SPRRAAPTRGSPTKNSSPYRENGQFEE 
GNRTAKQVASRVQKYFIKLTKAGIPVP 
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